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<160> 
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<170> 
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Version 3.0 










<210> 
<211> 
<212> 
<213> 


1 

453 
DNA 

Homo sapiens 














<220> 
<221> 
<222> 


CDS 

(1)...(453) 












atg 
Met 
1 


<400> 
etc ttc 
Leu Phe 


1 

cct ggc etc acc act 
Pro Gly Leu Thr Thr 
5 


acc 
Thr 


etc ctg etc ctg gtt 
Leu Leu Leu Leu Val 
10 


ttc 
Phe 
15 


ttc 
Phe 


48 


ctg 
Leu 


ctg gtt 
Leu Val 


ttc tec ctg cct get 
Phe Ser Leu Pro Ala 
20 


ggc 

Gly 
25 


eta cat aca gcc etc 
Leu His Thr Ala Leu 
30 


aca 
Thr 


gea 
Ala 


96 


gcc 
Ala 


aga gga 
Arg Gly 
35 


etc cec aaa ctg ecc 
Leu Pro Lys Leu Pro 
40 


aag 
Lys 


cac age cac ate gee 
His Ser His He Ala 
45 


aaa 
Lys 


gac 
Asp 


144 


acc 
Thr 


cat tea 
His Ser 
50 


tee ttc cea tet cag 
Ser Phe Pro Ser Gin 
55 


etc 
Leu 


cag ggg ctg ctt tec 
Gin Gly Leu Leu Ser 
60 


aaa 
Lys 


gca 
Ala 


192 



2 



aca cca cat aga cat ccc tgt gat ata gca cag ttc aaa act gtg cgc 240 
Thr Pro His Arg His Pro Cys Asp He Ala Gin Phe Lys Thr Val Arg 
65 70 75 80 

att cag gag age cag cag cag gtg gtc acc aag agg aaa ttc cag cac 288 
He Gin Glu Ser Gin Gin Gin Val Val Thr Lys Arg Lys Phe Gin His 
85 90 95 

ttc aca gcc att cac agg cag ggc tec tat gtt tat caa gac aat agg 336 
Phe Thr Ala He His Arg Gin Gly Ser Tyr Val Tyr Gin Asp Asn Arg 
100 105 110 

cgc act act gaa cat aga ccc tea tea gcg gtt ttg ctt ttg ccc ttt 384 
Arg Thr Thr Glu His Arg Pro Ser Ser Ala Val Leu Leu Leu Pro Phe 
115 120 125 

gcc ctg ttt cct cag aag cat gtg ate ttt gtt aga ccc tta tea gtg 432 
Ala Leu Phe Pro Gin Lys His Val He Phe Val Arg Pro Leu Ser Val 
130 135 140 

gtt ctg ctt ttt gca ctt tga 453 
Val Leu Leu Phe Ala Leu * 
145 150 



<210> 2 

<211> 150 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Leu Phe Pro Gly Leu Thr Thr Thr Leu Leu Leu Leu Val Phe Phe 
15 10 15 

Leu Leu Val Phe Ser Leu Pro Ala Gly Leu His Thr Ala Leu Thr Ala 

20 25 30 

Ala Arg Gly Leu Pro Lys Leu Pro Lys His Ser His He Ala Lys Asp 

35 40 45 

Thr His Ser Ser Phe Pro Ser Gin Leu Gin Gly Leu Leu Ser Lys Ala 

50 55 60 

Thr Pro His Arg His Pro Cys Asp He Ala Gin Phe Lys Thr Val Arg 
65 70 75 80 

He Gin Glu Ser Gin Gin Gin Val Val Thr Lys Arg Lys Phe Gin His 
85 90 95 



3 




4 



agt ggc age agg tga 
Ser 61y Ser Arg * 
100 



303 



<210> 4 
<211> 100 
<212> PRT 
<213> Homo sapiens 



<400> 4 





Met 


Glu 


He 


Leu 


His Asn Glu 


He Ser Glu Leu Glu Ser Leu Thr Leu 




1 








5 


10 15 




Val 


Pro 


Pro 


Leu 


He Phe Leu 


Leu Leu Pro Ser Arg Ser Thr Arg Gly 










20 




25 30 




Gin 


Pro 


Phe 


Ser 


Gin Val Pro 


Gly Glu Lys Met Asp Ser Glu Lys Asp 








35 






40 45 


"rs 


Leu 


Trp 


Gly 


Glu 


Glu Leu Pro 


His Leu He Leu Lys Glu Ala Phe His 






50 






55 


60 




Leu 


Phe 


Phe 


Lys 


Pro Thr Ala 


Ala Pro Phe Pro Asp Ser Leu Lys Val 




65 








70 


75 80 


Cfl 


Ser 


Leu 


Thr 


Cys 


Pro Trp Lys 


Glu Gly Gly Ser His Thr Arg Cys Gin 












85 


90 95 




Ser 


Gly 


Ser 


Arg 














100 







<210> 5 

<211> 276 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(276) 

<400> 5 

atg agt ttg ctg ttg ctg ctg ctg ctg ctg ctg ctg ctg ctg ctg ctg 48 

Met Ser Leu Leu Leu Leu Leu Leu Leu Leu Leu Leu Leu Leu Leu Leu 
15 10 15 



ctg ttt aaa tgg aaa aga aga gta gta agt ggt cat ctt etc age gtc 96 
Leu Phe Lys Trp Lys Arg Arg Val Val Ser Gly His Leu Leu Ser Val 
20 25 30 



5 



tgg tgc tgg tec cgc cca cac act gtg gca gag cag acc cac ctg ttg 144 
Trp Cys Trp Ser Arg Pro His Thr Val Ala Glu Gin Thr His Leu Leu 
35 40 45 

tea ctg gga aat gag ggg ctg cag gta ctg ccc tta gac aat gga ggt 192 
Ser Leu Gly Asm Glu Gly Leu Gin Val Leu Pro Leu Asp Asn Gly Gly 
50 55 60 

ggc caa gga cgt ttg ggg aca gat tac agg aaa get caa caa ttc cct 240 
Gly Gin Gly Arg Leu Gly Thr Asp Tyr Arg Lys Ala Gin Gin Phe Pro 
65 70 75 80 

tea tgc ttt ggt gtt gag cac tgg cct cct ttt taa 276 
Ser Cys Phe Gly Val Glu His Trp Pro Pro Phe * 
85 90 



<210> 6 

<211> 91 

<212> PRT 

<213> Homo sapiens 

<400> 6 



Met 


Ser 


Leu 


Leu 


Leu Leu Leu Leu 


Leu 


Leu 


Leu 


Leu 


Leu 


Leu 


Leu 


Leu 


1 








5 




10 










15 




Leu 


Phe 


Lys 


Trp 


Lys Arg Arg Val 


Val 


Ser 


Gly 


His 


Leu 


Leu 


Ser 


Val 








20 




25 










30 






Trp 


Cys 


Trp 


Ser 


Arg Pro His Thr 


Val 


Ala 


Glu 


Gin 


Thr 


His 


Leu 


Leu 






35 




40 










45 








Ser 


Leu 


Gly 


Asn 


Glu Gly Leu Gin 


Val 


Leu 


Pro 


Leu 


Asp 


Asn 


Gly 


Gly 




50 






55 








60 










Gly 


Gin 


Gly 


Arg 


Leu Gly Thr Asp 


Tyr Arg 


Lys 


Ala 


Gin 


Gin 


Phe 


Pro 


65 








70 






75 










80 


Ser 


Cys 


Phe 


Gly 


Val Glu His Trp 


Pro 


Pro 


Phe 













85 90 



<210> 7 

<211> 591 

<212> DNA 

<213> Homo sapiens 

<220> 



<221> CDS 

<222> (1)...(591) 



atg 
Met 
1 


<400> 
agg ccg 
Arg Pro 


7 

cga 
Arg 


ggt 

Gly 

5 


etc 
Leu 


ccg 
Pro 


ccg 
Pro 


etc 
Leu 


ctg 
Leu 
10 


gtg 
Val 


gtg 
Val 


etc 
Leu 


ctg 
Leu 


ggc 

Gly 
15 


tgc 
Cys 


48 


tgg 
Trp 


gcc 
Ala 


tec 
Ser 


gtg 
Val 
20 


age 
Ser 


gee 
Ala 


cag 
Gin 


ace 
Thr 


gat 
Asp 
25 


gee 
Ala 


ace 
Thr 


ccg 
Pro 


gcg 
Ala 


gtg 
Val 
30 


aeg 
Thr 


aca 
Thr 


96 


gag 
Glu 


ggc 
Gly 


etc 
Leu 
35 


aac 
Asn 


tec 
Ser 


ace 
Thr 


gag 
Glu 


gca 
Ala 
40 


gee 
Ala 


ctg 
Leu 


gee 
Ala 


ace 
Thr 


ttc 
Phe 
45 


gga 

Gly 


act 
Thr 


ttc 
Phe 


144 


ccg 
Pro 


teg 
Ser 
50 


ace 
Thr 


agg 
Arg 


ccc 
Pro 


ccc 
Pro 


ggg 
Gly 
55 


act 
Thr 


ccc 
Pro 


agg 
Arg 


get 
Ala 


eca 
Pro 
60 


ggg 
Gly 


ccc 
Pro 


tec 
Ser 


tec 
Ser 


192 


ggc 

Gly 
65 


ccc 
Pro 


agg 
Arg 


ect 
Pro 


ace 
Thr 


eca 
Pro 
70 


gtc 
Val 


aeg 
Thr 


gac 
Asp 


gtt 
Val 


get 
Ala 
75 


gtt 
Val 


etc 
Leu 


tgt 
Cys 


gtc 
Val 


tgt 
Cys 
80 


240 


gac 
Asp 


tta 
Leu 


tee 
Ser 


eea 
Pro 


gea 
Ala 
85 


cag 
Gin 


tgt 
Cys 


gac 
Asp 


ate 
He 


aac 
Asn 
90 


tgc 
Cys 


tgc 
Cys 


tgt 
Cys 


gat 
Asp 


ccc 
Pro 
95 


gac 
Asp 


288 


tgc 
Cys 


age 
Ser 


tec 
Ser 


gtg 
Val 
100 


gat 
Asp 


ttc 
Phe 


agt 
Ser 


gtc 
Val 


ttt 

Phe 
105 


tet 
Ser 


gee 
Ala 


tgc 
Cys 


tea 
Ser 


gtt 
Val 
110 


cea 
Pro 


gtt 
Val 


336 


gtc 
Val 


aca 
Thr 


ett 
Leu 
115 


act 
Thr 


gga 
Gly 


get 
Ala 


etc 
Leu 


ccg 
Pro 
120 


tgt 
Cys 


cag 
Gin 


etc 
Leu 


gta 
Val 


gca 
Ala 
125 


cag 
Gin 


aag 
Lys 


gtg 
Val 


384 


aag 
Lys 


age 
Ser 
130 


ctg 
Leu 


ctg 
Leu 


tgg 
Trp 


ggc 
Gly 


cag 
Gin 
135 


ggc 

Gly 


ttc 
Phe 


eca 
Pro 


gat 
Asp 


tac 
Tyr 
140 


gtg 
Val 


gee 
Ala 


ect 
Pro 


ttt 
Phe 


432 


gga 

Gly 
145 


aat 
Asn 


tec 
Ser 


cag 
Gin 


gee 
Ala 


cag 
Gin 
150 


gac 
Asp 


atg 
Met 


ctg 
Leu 


gac 
Asp 


tgg 
Trp 
155 


tgc 
Cys 


eca 
Pro 


tee 
Ser 


act 
Thr 


tea 
Ser 
160 


480 



7 



tea ccc agt cat tea aca gga agg tgg tgt gat gaa ggc age egg gga 
Ser Pro Ser His Ser Thr Gly Arg Trp Cys Asp Glu Gly Ser Arg Gly 
155 170 175 



528 



age cag etg tta agg agg eag gat gge cct gag tgg gag ege ggg ctg 
Ser Gin Leu Leu Arg Arg Gin Asp Gly Pro Glu Trp Glu Arg Gly Leu 
180 185 190 



576 



aat ctt gga tac tga 
Asn Leu Gly Tyr * 
195 



591 



En 
Q 



<210> 8 
<211> 196 
<212> PRT 
<213> Homo sapiens 

<400> 8 

Met Arg Pro Arg Gly Leu Pro Pro Leu Leu Val Val Leu Leu Gly Cys 

15 10 15 

Trp Ala Ser Val Ser Ala Gin Thr Asp Ala Thr Pro Ala Val Thr Thr 

20 25 30 

Glu Gly Leu Asn Ser Thr Glu Ala Ala Leu Ala Thr Phe Gly Thr Phe 

35 40 45 

Pro Ser Thr Arg Pro Pro Gly Thr Pro Arg Ala Pro Gly Pro Ser Ser 

50 55 60 

Gly Pro Arg Pro Thr Pro Val Thr Asp Val Ala Val Leu Cys Val Cys 
65 70 75 80 

Asp Leu Ser Pro Ala Gin Cys Asp He Asn Cys Cys Cys Asp Pro Asp 

85 90 95 

Cys Ser Ser Val Asp Phe Ser Val Phe Ser Ala Cys Ser Val Pro Val 

100 105 110 

Val Thr Leu Thr Gly Ala Leu Pro Cys Gin Leu Val Ala Gin Lys Val 

115 120 125 

Lys Ser Leu Leu Trp Gly Gin Gly Phe Pro Asp Tyr Val Ala Pro Phe 

130 135 140 

Gly Asn Ser Gin Ala Gin Asp Met Leu Asp Trp Cys Pro Ser Thr Ser 
145 150 155 160 

Ser Pro Ser His Ser Thr Gly Arg Trp Cys Asp Glu Gly Ser Arg Gly 

165 170 175 

Ser Gin Leu Leu Arg Arg Gin Asp Gly Pro Glu Trp Glu Arg Gly Leu 



8 

180 185 190 

Asn Leu Gly Tyr 
195 

<210> 9 
<211> 1200 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(1200) 







<400> 


9 






















atg 


gcc 


age 


ctg 


ggg 


ctg 


ctg 


etc ctg 


etc tta 


ctg aca gea 


ctg 


cea 


48 




Met 


Ala 


Ser 


Leu 


Gly 


Leu 


Leu 


Leu Leu 


Leu Leu 


Leu Thr Ala 


Leu 


Pro 






1 








5 








10 




15 






hi 


ccg 


ctg 


tgg 


tec 


tec 


tea 


ctg 


cct ggg 


ctg gac 


act get gaa 


agt 


aaa 


96 




Pro 


Leu 


Trp 


Ser 


Ser 


Ser 


Leu 


Pro Gly 


Leu Asp 


Thr Ala Glu 


Ser 


Lys 




K 








20 








25 




30 










gcc 


acc 


att 


gea 


gae 


ctg 


ate 


ctg tct 


gcg ctg 


gag aga gcc 


acc 


gtc 


144 




Ala 


Thr 


He 


Ala 


Asp 


Leu 


He 


Leu Ser 


Ala Leu 


Glu Arg Ala 


Thr 


Val 




w 






35 










40 




45 










ttc 


eta 


gaa 


cag 


agg 


ctg 


ect 


gaa ate 


aac ctg 


gat ggc atg 


gtg 


ggg 


192 




Phe 


Leu 


Glu 


Gin 


Arg 


Leu 


Pro 


Glu He 


Asn Leu 


Asp Gly Met 


Val 


Gly 








50 










55 






60 










gtc 


cga 


gtg 


ctg 


gaa 


gcc 


ctg 


cgt gaa 


tgc tct 


cac teg gat 


gtt 


etc 


240 




Val 


Arg 


Val 


Leu 


Glu 


Ala 


Leu 


Arg Glu 


Cys Ser 


His Ser Asp 


Val 


Leu 






65 










70 






75 






80 






act 


cat 


gtc 


tec 


cea 


att 


tct 


ggc cac 


etc tgg 


ate ttc acc 


att 


gtc 


288 




Thr 


His 


Val 


Ser 


Pro 


He 


Ser 


Gly His 


Leu Trp 


He Phe Thr 


He 


Val 














85 








90 




95 








tec 


cac 


etc 


aac 


aaa 


gcc 


act 


get age 


cea cag 


gag cag eta 


aaa 


agt 


336 




Sen 


His 


Leu 


Asn 


Lys 


Ala 


Thr 


Ala Ser 


Pro Gin 


Glu Gin Leu 


Lys 


Ser 












100 








105 




110 










gtc 


egg 


gag 


aag 


tgg 


gee 


cag 


gag cec 


ctg ctg 


cag ccg ctg 


age 


ctg 


384 



I 



9 



Val Arg Glu Lys Trp Ala Gin Glu Pro Leu Leu Gin Pro Leu Ser Leu 
115 120 125 

cgc gtg ggg atg ctg ggg gag aag ctg gag get gcc ate cag aga tec 432 
Arg Val Gly Met Leu Gly Glu Lys Leu Glu Ala Ala He Gin Arg Ser 
130 135 140 

etc cac tac etc aag ctg agt gat ccc aag tac eta aga gag ttc cag 480 
Leu His Tyr Leu Lys Leu Ser Asp Pro Lys Tyr Leu Arg Glu Phe Gin 
145 150 155 160 

ctg ace etc cag ccc ggg ttt tgg aag etc cea eat gcc tgg ate cae 528 
Leu Thr Leu Gin Pro Gly Phe Trp Lys Leu Pro His Ala Trp He His 
165 170 175 

act gat gcc tec ttg gtg tac eee aeg tte ggg ccc cag gac tea ttc 575 
Thr Asp Ala Ser Leu Val Tyr Pro Thr Phe Gly Pro Gin Asp Ser Phe 
180 185 190 

tea gag gag aga agt gac gtg tge ctg gtg cag ctg ctg gga ace ggg 624 
Ser Glu Glu Arg Ser Asp Val Cys Leu Val Gin Leu Leu Gly Thr Gly 
195 200 205 

aeg gac age age gag ccc tge gge etc tea gac etc tge agg age etc 672 
Thr Asp Ser Ser Glu Pro Cys Gly Leu Ser Asp Leu Cys Arg Ser Leu 
210 215 220 

atg ace aag ccc gge tge tea gge tac tge ctg tee cac caa ctg etc 720 
Met Thr Lys Pro Gly Cys Ser Gly Tyr Cys Leu Ser His Gin Leu Leu 
225 230 235 240 

ttc ttc etc tgg gee aga atg agg ggg tge aea cag gga cea etc caa 768 
Phe Phe Leu Trp Ala Arg Met Arg Gly Cys Thr Gin Gly Pro Leu Gin 
245 250 255 

cag age cag gac tat ate aac etc ttc tge gcc aac atg atg gac ttg 816 
Gin Ser Gin Asp Tyr He Asn Leu Phe Cys Ala Asn Met Met Asp Leu 
260 265 270 

aac cgc aga get gag gcc ate gga tac gee tac cet ace egg gac ate 864 
Asn Arg Arg Ala Glu Ala He Gly Tyr Ala Tyr Pro Thr Arg Asp He 
275 280 285 



10 



ttc atg gaa aac ate atg ttc tgt gga atg ggc ggc ttc tec gac ttc 912 

Phe Met Glu Asn He Met Phe Cys Gly Met Gly Gly Phe Ser Asp Phe 

290 295 300 

tac aag etc egg tgg etg gag gee att cte age tgg cag aaa cag cag 960 

Tyr Lys Leu Arg Trp Leu Glu Ala He Leu Ser Trp Gin Lys Gin Gin 
305 310 315 320 

gaa gga tge ttc ggg gag cet gat get gaa gat gaa gaa tta tct aaa 1008 

Glu Gly Cys Phe Gly Glu Pro Asp Ala Glu Asp Glu Glu Leu Ser Lys 
325 330 335 

get att caa tat cag cag cat ttt teg agg aga gtg aag agg ega gaa 1056 

Ala He Gin Tyr Gin Gin His Phe Ser Arg Arg Val Lys Arg Arg Glu 
340 345 350 

aaa eaa ttt eca gat gge tge tee tee eae aac aea gee aea gea gtg 1104 

Lys Gin Phe Pro Asp Gly Cys Ser Ser His Asn Thr Ala Thr Ala Val 
355 360 365 

gea gee ctg ggt gge ttc eta tac ate ctg gca gaa tac ccc cca gca 1152 

Ala Ala Leu Gly Gly Phe Leu Tyr He Leu Ala Glu Tyr Pro Pro Ala 

370 375 380 

aae aga gag eca eac eca tec aca ecg cca cca cca age age cgc tga 1200 

Asn Arg Glu Pro His Pro Ser Thr Pro Pro Pro Pro Ser Ser Arg * 
385 390 395 



<210> 10 
<211> 399 
<212> PRT 
<213> Homo sapiens 

<400> 10 



Met 


Ala Ser 


Leu Gly Leu Leu Leu Leu Leu 


Leu 


Leu 


Thr 


Ala 


Leu 


Pro 


1 




5 10 










15 




Pro 


Leu Trp 


Ser Ser Ser Leu Pro Gly Leu 


Asp 


Thr 


Ala 


Glu 


Ser 


Lys 






20 25 








30 






Ala 


Thr He 


Ala Asp Leu He Leu Ser Ala 


Leu 


Glu 


Arg 


Ala 


Thr 


Val 




35 


40 






45 








Phe 


Leu Glu 


Gin Arg Leu Pro Glu He Asn 


Leu 


Asp 


Gly 


Met 


Val 


Gly 




50 


55 




60 











1 


Arg 


va 1 


Leu 


b I U 


A"l :i 

A ! a 


Leu 


Arg 


b 1 U 


Lys 


Ser 


HI S 


Ser 


ASp 


vai Leu 


bo 










/u 










/o 








Qn 
oU 


1 nr 


Hl S 


va 1 


Ser 


Pro 


1 i e 


Ser 


biy 


H1 S 


Leu 


Trp 


1 1 e 


pne 


1 nr 


lie val 










OO 










on 










yo 


Ser 


His 


Leu 


Asn 


Lys 


AI a 


I nr 


A1 

A 1 a 


Ser 


Pro 


b ! n 


rill 
b 1 U 


b 1 n 


Leu 


Lys Ser 








luU 










1 nc 
iUb 










IIU 




Val 


Arg 


b lU 


Lys 


Trp 


Ala 


bin 


b lU 


Pro 


Leu 


Leu 


bin 


Pro 


Leu 


Ser Leu 






lie 

lib 










1 on 










1 oc 






Arg 


Va 1 


Gly 


Met 


Leu 


Gly 


b lU 


Lys 


Leu 


b lU 


Ala 


Ala 


1 ie 


b In 


Arg Ser 




1 on 
loU 










Ivib 










i4U 








Leu 


His 


Tyr 


1 ^ . . 
Leu 


Lys 


Leu 


Ser 


Asp 


Pro 


Lys 


Tyr 


Leu 


Arg 


b tU 


n u ^ p T v« 

Phe bin 


1 /I c 










Ibu 










Ibb 








1 £;n 
ibU 


Leu 


1 nr 


Leu 


bin 


Pro 


Gly 


Pne 


Trp 


Lys 


Leu 


Pro 


H1S 


AI a 


Trp 


i le His 










165 










170 










T "7 C 

1/5 


Tnr 


Asp 


Ala 


Ser 


Leu 


Val 


Tyr 


Pro 


Thr 


Pit 

Phe 


Gly 


Pro 


Gin 


Asp 


Ser Phe 








Ton 

180 










185 










190 




Ser 


Glu 


Glu 


Arg 


Ser 


Asp 


Val 


Cys 


Leu 


Val 


Gin 


Leu 


Leu 


Gly 


Thr Gly 






195 










200 










205 






Thr 


Asp 


Ser 


Ser 


Glu 


Pro 


Cys 


Gly 


Leu 


Ser 


Asp 


Leu 


Cys 


Arg 


Ser Leu 




210 










215 










220 








Met 


Thr 


Lys 


Pro 


Gly 


Cys 


Ser 


Gly 


Tyr 


Cys 


Leu 


Ser 


His 


Gin 


Leu Leu 


225 










230 










235 








240 


Phe 


Phe 


Leu 


Trp 


Ala 


Arg 


Met 


Arg 


Gly 


Cys 


Thr 


Gin 


Gly 


Pro 


Leu Gin 




















OCA 

2bU 










oc c 

lob 


Gin 


Ser 


Gin 


Asp 


Tyr 


He 


Asn 


Leu 


Phe 


Cys 


Ala 


Asn 


Met 


Met 


Asp Leu 








260 










orr 

265 










o~7 n 

270 




Asn 


Arg 


Arg 


Ala 


Glu 


Ala 


lie 


Gly 


Tyr 


Ala 


Tyr 


Pro 


Thr 


Arg 


Asp He 






275 










280 










285 






Phe 


Met 


Glu 


Asn 


[le 


Met 


Phe 


Cys 


Gly 


Met 


Gly 


Gly 


Phe 


Ser 


Asp Phe 




290 










295 










o nn 

300 








Tyr 


Lys 


Leu 


Arg 


Trp 


Leu 


Glu 


Ala 


He 


Leu 


Ser 


Trp 


Gin 


Lys 


Gm Gin 


305 










310 










315 








o on 

320 


Glu 


Gly 


Cys 


Phe 


Gly 


Glu 


Pro 


Asp 


Ala 


Glu 


Asp 


Glu 


Glu 


Leu 


Ser Lys 




















oo A 

330 










33b 


Ala 


He 


Gin 


Tyr 


Gin 


Gin 


His 


Phe 


Ser 


Arg 


Arg 


Val 


Lys 


Arg 


Arg Glu 








340 










345 










350 




Lys 


Gin 


Phe 


Pro 


Asp 


Gly 


Cys 


Ser 


Ser 


His 


Asn 


Thr 


Ala 


Thr 


Ala Val 






355 










360 










365 






Ala 


Ala 


Leu 


Gly 


Gly 


Phe 


Leu 


Tyr 


He 


Leu 


Ala 


Glu 


Tyr 


Pro 


Pro AI a 




370 










375 










380 








Asn 


Arg 


Glu 


Pro 


His 


Pro 


Ser 


Thr 


Pro 


Pro 


Pro 


Pro 


Ser 


Ser 


Arg 



385 390 395 



12 



<210> 11 
<211> 243 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(243) 

<400> 11 

atg get gcc ccc aag ggt ctt ctg ctg gtt get eta gtc ttg eta ctt 48 

Met Ala A1a Pro Lys Gly Leu Leu Leu Val Ala Leu Val Leu Leu Leu 
15 10 15 

get gac age ttg cag gtg att agt ggg aaa get eag tgt gtg act get 96 
Ala Asp Sen Leu Gin Val He Ser Gly Lys Ala Gin Cys Val Thr Ala 
20 25 30 

gtg aet ttg get att cec aea eag aga aat gtg gca cca agg tgc ttt 144 
Val Thr Leu Ala He Pro Thr Gin Arg Asn Val Ala Pro Arg Cys Phe 
35 40 45 

ggg gag gat gea caa gtg gca gcc tec tgc aag atg ctg aag gac ttt 192 
Gly Glu Asp Ala Gin Val Ala Ala Ser Cys Lys Met Leu Lys Asp Phe 
50 55 60 

ttg ctg gtt gea ctg gcc ttc act ggt gtc act ctg ttg ctg etc ctg 240 
Leu Leu Val Ala Leu Ala Phe Thr Gly Val Thr Leu Leu Leu Leu Leu 
65 70 75 80 

tga 243 



<210> 12 

<211> 80 

<212> PRT 

<213> Homo sapiens 



<400> 12 

Met Ala Ala Pro Lys Gly Leu Leu Leu Val Ala Leu Val Leu Leu Leu 
15 10 15 



13 



Ala Asp Sen Leu Gin Val He Ser Gly Lys Ala Gin Cys Val Thr Ala 

20 25 30 

Val Thr Leu Ala He Pro Thr Gin Arg Asn Val Ala Pro Arg Cys Phe 

35 40 45 

Gly Glu Asp Ala Gin Val Ala Ala Ser Cys Lys Met Leu Lys Asp Phe 

50 55 60 

Leu Leu Val Ala Leu Ala Phe Thr Gly Val Thr Leu Leu Leu Leu Leu 
65 70 75 80 

<210> 13 
<211> 555 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(555) 



W <400> 
""4 atg acc cac 
Met Thr His 

jjtsa. -1- 


13 

tac 

Tyr 


ttc 
Phe 
5 


aga 
Arg 


gag acc caa 
Glu Thr Gin 


gaa gag 
Glu Glu 
10 


ggc tgt tea ccc tct 
Gly Cys Ser Pro Ser 
15 


48 


ff i 

m ctg gat 
O Leu Asp 


ggc 
Gly 


ggt 
Gly 
20 


acc 
Thr 


act 
Thr 


gcc ccc gcc 
Ala Pro Ala 
25 


etc ctg 
Leu Leu 


etc ctg ctg ctg ctg 
Leu Leu Leu Leu Leu 
30 


96 


Ctg Ctt 

Leu Leu 


ttt 
Phe 
35 


gca 
Ala 


ggc 
Gly 


acc 
Thr 


ccc acc acc 
Pro Thr Thr 
40 


cct gag 
Pro Glu 


tea ate caa gaa act 
Ser He Gin Glu Thr 
45 


144 


gag gtc 
Glu Val 
50 


ate 
He 


aac 
Asn 


cca 
Pro 


gga 
Gly 


ccg cct agg 
Pro Pro Arg 
55 


ggc caa 
Gly Gin 


act tct cca gat ccc 
Thr Ser Pro Asp Pro 

60 


192 


tac tgg 
Tyr Trp 
65 


aag 
Lys 


act 
Thr 


ctg 
Leu 


gat 
Asp 
70 


ggc agg gcc 
Gly Arg Ala 


tgg gaa 
Trp Glu 
75 


cct ggt ccc act gaa 
Pro Gly Pro Thr Glu 
80 


240 


acc aag 
Thr Lys 


gaa 
Glu 


ctg 
Leu 


gag 

Glu 
85 


gac 
Asp 


aac gag gtc 
Asn Glu Val 


ate ccc 
lie Pro 
90 


agg agg ate tea etc 
Arg Arg He Ser Leu 
95 


288 



14 



4%? 



tct gcg ggg gac cag gat gtg tec aat aag gca ccc atg tec aac act 335 
Ser A1a G1y Asp Gin Asp Val Ser Asn Lys Ala Pro Met Ser Asn Thr 
100 105 110 

gcc cag ggc age aac ate ttt gag aga atg gag gtc gtg gca gtc ctg 384 
Ala Gin Gly Ser Asn He Phe Glu Arg Met Glu Val Val Ala Val Leu 
115 120 125 

att gtg gac age ate gcg ggc ate etc tct get gtt ttc ctg ate ctg 432 
He Val Asp Ser He Ala Gly He Leu Ser Ala Val Phe Leu He Leu 
130 135 140 

ett ctg gtg aac cat atg aag aag gat gaa ggc aga aac gac ctg age 480 
Leu Leu Val Asn His Met Lys Lys Asp Glu Gly Arg Asn Asp Leu Ser 
145 150 155 160 

agg aag ccc ate tae aaa aaa gcc ect age aag gag tta tta ege ttc 528 
Arg Lys Pro He Tyr Lys Lys Ala Pro Ser Lys Glu Leu Leu Arg Phe 
165 170 175 

ttc tat gag cae tgg ttt gga ett tag 555 
Phe Tyr Glu His Trp Phe Gly Leu * 
180 



<210> 14 
<211> 184 
<212> PRT 
<213> Homo sapiens 

<400> 14 

Met Thr His Tyr Phe Arg Glu Thr Gin Glu Glu Gly Cys Ser Pro Ser 
15 10 15 

Leu Asp Gly Gly Thr Thr Ala Pro Ala Leu Leu Leu Leu Leu Leu Leu 

20 25 30 

Leu Leu Phe Ala Gly Thr Pro Thr Thr Pro Glu Ser He Gin Glu Thr 

35 40 45 

Glu Val He Asn Pro Gly Pro Pro Arg Gly Gin Thr Ser Pro Asp Pro 

50 55 60 

Tyr Trp Lys Thr Leu Asp Gly Arg Ala Trp Glu Pro Gly Pro Thr Glu 
65 70 75 80 

Thr Lys Glu Leu Glu Asp Asn Glu Val He Pro Arg Arg He Ser Leu 
85 90 95 



15 



Sen 


Ala 


Gly 


Asp 


Gin 


Asp 


Val 


Ser 


Asn 


Lys 


Ala 


Pro 


Met 


Ser 


Asn 


Thr 








100 










105 










110 






Ala 


Gin 


Gly 


Ser 


Asn 


He 


Phe 


Glu 


Arg 


Met 


Glu 


Val 


Val 


Ala 


Val 


Leu 






115 










120 










125 








He 


Val 


Asp 


Ser 


He 


Ala 


Gly 


He 


Leu 


Ser 


Ala 


Val 


Phe 


Leu 


He 


Leu 




130 










135 










140 










Leu 


Leu 


Val 


Asn 


His 


Met 


Lys 


Lys 


Asp 


Glu 


Gly 


Arg 


Asn 


Asp 


Leu 


Ser 


145 










150 










155 










160 


Arg 


Lys 


Pro 


He 


Tyr 


Lys 


Lys 


Ala 


Pro 


Ser 


Lys 


Glu 


Leu 


Leu 


Arg 


Phe 










165 










170 










175 




Phe 


Tyr 


Glu 


His 


Trp 


Phe 


Gly 


Leu 



















180 



E3 <210> 15 

S <211> 567 

S <212> DNA 

y <213> Homo sapiens 

W <220> 

<221> CDS 
h <222> (1). . .(567) 

rU <400> 15 

If atg cag ggg tec gcc etc cct ggc acc tgg ctg cag get ttg ctg gtg 48 

f-f Met Gin Gly Ser Ala Leu Pro Gly Thr Trp Leu Gin Ala Leu Leu Val 

15 10 15 

tgg ctg gcc tgg gcc ccg get gee tct gee tac agt gcc ate cac get 96 
Trp Leu Ala Trp Ala Pro Ala Ala Ser Ala Tyr Ser Ala He His Ala 
20 25 30 

agg gaa cag ctg tec cea caa gaa eca tgt ggt cea tgt ctg ggc agt 144 
Arg Glu Gin Leu Ser Pro Gin Glu Pro Cys Gly Pro Cys Leu Gly Ser 
35 40 45 

gac cgc etc act tgc age caa cec cac act ett cag tgg tgc cga ggt 192 
Asp Arg Leu Thr Cys Ser Gin Pro His Thr Leu Gin Trp Cys Arg Gly 
50 55 60 

ect gtg gea gac tea gcc aat cec agt gtg gac ttg act egg tct tgg 240 
Pro Val Ala Asp Ser Ala Asn Pro Ser Val Asp Leu Thr Arg Ser Trp 
65 70 75 80 



16 



aca ccg ggg gcc agt gag eta get gtt ggg cca gtg ggg etc age etg 288 
Thr Pro 61y Ala Ser Glu Leu Ala Val Gly Pro Val Gly Leu Ser Leu 
85 90 95 

ata ctg gac aga gcc tgg acc tgg ggc etg tgg ctg ggg agg ggt get 335 
He Leu Asp Arg Ala Trp Thr Trp Gly Leu Trp Leu Gly Arg Gly Ala 
100 105 110 



cct gtg tgg gcc aac agg acg gcc gat ggc ctg gaa gac agt gtg acc 
Pro Val Trp Ala Asn Arg Thr Ala Asp Gly Leu Glu Asp Ser Val Thr 
115 120 125 



384 



gag eta tea get age act egg gac tec aca tgg atg cag agg tea ccg 
Glu Leu Ser Ala Ser Thr Arg Asp Ser Thr Trp Met Gin Arg Ser Pro 
130 135 140 



432 



ctg gee att tea gga gac act acg cct agg age tac tgc age cag cac 
Leu Ala He Ser Gly Asp Thr Thr Pro Arg Ser Tyr Cys Ser Gin His 
145 150 155 150 



480 



tgc cag gca geg aca tea cag gag gac att tet aac aaa aca aaa age 
Cys Gin Ala Ala Thr Ser Gin Glu Asp He Ser Asn Lys Thr Lys Ser 
165 170 175 



528 



ate tte eea tct teg tgg aca act gcc atg tgg tte tga 
He Phe Pro Ser Ser Trp Thr Thr Ala Met Trp Phe * 
180 185 



567 



<210> 16 
<211> 188 
<212> PRT 
<213> Homo sapiens 

<400> 16 

Met Gin Gly Ser Ala Leu Pro Gly Thr Trp Leu Gin Ala Leu Leu Val 

15 10 15 

Trp Leu Ala Trp Ala Pro Ala Ala Ser Ala Tyr Ser Ala He His Ala 

20 25 30 

Arg Glu Gin Leu Ser Pro Gin Glu Pro Cys Gly Pro Cys Leu Gly Ser 

35 40 45 

Asp Arg Leu Thr Cys Ser Gin Pro His Thr Leu Gin Trp Cys Arg Gly 
50 55 60 



17 



Pro 


va 1 


AT ;5 
M 1 d 


A c r\ 

ASp 


Ser 


AT 

A 1 a 


A c n 


Kro ocr 


Vd 1 


A c r\ 
ASp 


Leu 


1 nr 


Arg 


oer 


T p\ 

1 rp 


DO 










/ U 








/ 0 










pn 

OU 


Thr- 

1 nr 


pro 




A 1 a 


Ser 


PI 1 1 
b t U 


Leu 


Ala va 1 


PI \/ 

b ly 


Pro 


va 1 


PI \/ 
b ly 


Leu 


Ser 


Leu 










oo 








Qn 










yo 






Leu 


ASp 


Arg 


Al :3 

A 1 a 


Trp 


1 nr 


! rp b 1 y 


Leu 


Trp 


Leu 


PI \/ 
b ly 


Arg 


PI \/ 
b ly 


AT 3 

A 1 a 








lUU 








iuD 










iiu 






Pro 


va 1 


Trp 


A1 n 

Ai a 


Asn 


Arg 


1 nr 


Ala Asp 


PI \/ 
b ly 


Leu 


PI 1 1 

b 1 u 


Asp 


Ser 


va I 


Tin 

\ nr 






1 1 

lib 










1 on 
l^U 
















G]u 


Leu 


Ser 


Ala 


Ser 


Thr 


Arg 


Asp Ser 


Thr 


Trp 


Met 


Gin 


Arg 


Ser 


Pro 




130 










135 








140 










Leu 


Ala 


He 


Ser 




Asp 


1 hr 


Thr Pro 


Arg 


Ser 


Tyr 


Cys 


Ser 


PI 

bin 


Hi S 












1 cn 

Ibu 








Ibb 










1 

ibU 


Cys 


Gin 


Ala 


A1 -1 

Ala 


1 nr 


Ser 


bin 


blU Asp 


i le 


Ser 


Asn 


Lys 


1 nr 


Lys 


Ser 










155 








170 










175 




He 


Phe 


Pro 


Ser 


Ser 


Trp 


Thr 


Thr Ala 


Met 


Trp 


Phe 
















180 








185 


















<210> 


17 


























<211> 


474 


























<212> 


DNA 


























<213> 


Homo sapiens 




















<220> 




























<221> 


CDS 


























<222> 


(1) 


. . . (474) 






















<400> 


17 
























atg 


eg a 


ttg 


tgg 


ttc 


acc 


gca 


gtc ttg 


acc 


tec 


tgg 


get 


caa 


gcc 


ate 


Met 


Arg 


Leu 


Trp 


Phe 


Thr 


Ala 


Val Leu 


Thr 


Ser 


Trp 


A 1 

A 1 a 


b In 


Al 

Al a 


i 1 e 


1 








5 








10 










lb 




etc 


cct 


tct 


tgg 


cct 


ccc 


aat 


gtg gtg 


gta 


tta 


cag 


gcc 


ggg 


cct 


cca 


Leu 


Pro 


Ser 


Trp 


Pro 


Pro 


Asn 


Val val 


Va 1 


Leu 


PI m 
b 1 n 


A 1 a 


PI \/ 

bly 


Pro 


Pro 








20 








CO 










oU 






ctt 


tct 


cat 


gtc 


acc 


cac 


tct 


get att 


act 


cca 


tgc 


tec 


cat 


cct 


tec 


Leu 


Ser 


His 


Val 


Thr 


His 


Ser 


Ala He 


Thr 


Pro 


Cys 


Ser 


His 


Pro 


Ser 






35 










40 








45 








tac 


gtc 


ctt 


act 


ttc 


acc 


cag 


gat gag 


aaa 


gtg 


ccc 


cac 


cgt 


gtc 


cag 


Tyr 


Val 


Leu 


Thr 


Phe 


Thr 


Gin 


Asp Glu 


Lys 


Val 


Pro 


His 


Arg 


Val 


Gin 



50 55 60 



18 



gcc aca tea cct tgt ccc atg acc tat gtc cct tec etc ecc aag gga 240 
Ala Thr Ser Pro Cys Pro Met Thr Tyr Val Pro Ser Leu Pro Lys Gly 
65 70 75 80 

age ttc age cca tae ctt geg cea ttt acc egg ccc aag ggc tct ccc 288 
Ser Phe Ser Pro Tyr Leu Ala Pro Phe Thr Arg Pro Lys Gly Ser Pro 
85 90 95 

tgc gca gga aag gcc gac etc aca ctg cat gtg gat ggc gtg aca gtc 336 
Cys Ala Gly Lys Ala Asp Leu Thr Leu His Val Asp Gly Val Thr Val 
100 105 110 

ctg aat gtg ggg aaa gag age ttg tec teg cag eta cgt caa eag aag 384 
Leu Asm Val Gly Lys Glu Ser Leu Ser Ser Gin Leu Arg Gin Gin Lys 
115 120 125 

cca gag act ggg gcc aag aag aaa gac cct geg ggg ttg ggc tgg aaa 432 
Pro Glu Thr Gly Ala Lys Lys Lys Asp Pro Ala Gly Leu Gly Trp Lys 
130 135 140 

gtc ctg gac gcc cag etc ttc aca ccc act cag tgc atg tga 474 
Val Leu Asp Ala Gin Leu Phe Thr Pro Thr Gin Cys Met * 
145 150 155 



<210> 18 
<211> 157 
<212> PRT 
<213> Homo sapiens 





<400> 


18 








Met 


Arg 


Leu 


Trp 


Phe Thr Ala Val Leu 


Thr Ser Trp 


Ala Gin Ala He 


1 








5 


10 


15 


Leu 


Pro 


Ser 


Trp 


Pro Pro Asn Val Val 


Val Leu Gin 


Ala Gly Pro Pro 








20 


25 




30 


Leu 


Ser 


His 


Val 


Thr His Ser Ala He 


Thr Pro Cys 


Ser His Pro Ser 






35 




40 




45 


Tyr 


Val 


Leu 


Thr 


Phe Thr Gin Asp Glu 


Lys Val Pro 


His Arg Val Gin 




50 






55 


60 




Ala 


Thr 


Ser 


Pro 


Cys Pro Met Thr Tyr 


Val Pro Ser 


Leu Pro Lys Gly 


65 








70 


75 


80 


Ser 


Phe 


Ser 


Pro 


Tyr Leu Ala Pro Phe 


Thr Arg Pro 


Lys Gly Ser Pro 



85 90 95 



19 



Cys Ala Gly Lys Ala Asp Leu Thr Leu His Val Asp Gly Val Thr Val 

100 105 110 

Leu Asn Val Gly Lys Glu Ser Leu Ser Ser Gin Leu Arg Gin Gin Lys 

115 120 125 

Pro Glu Thr Gly Ala Lys Lys Lys Asp Pro Ala Gly Leu Gly Trp Lys 

130 135 140 

Val Leu Asp Ala Gin Leu Phe Thr Pro Thr Gin Cys Met 
145 150 155 

<210> 19 
<211> 495 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(495) 

<400> 19 
atg caa agg tgg aca 
Met Gin Arg Trp Thr 



gca cag gcc ttt cca 
Ala Gin Ala Phe Pro 
20 

gag ctg ccc ctg cct 
Glu Leu Pro Leu Pro 
35 

ggc cac tgc tat cga 
Gly His Cys Tyr Arg 
50 

gac etc tac tgt tct 
Asp Leu Tyr Cys Ser 
65 



ctg tgg get gca gcc ttc ctg acc etc cac tct 48 

Leu Trp Ala Ala Ala Phe Leu Thr Leu His Ser 

10 15 

caa aca gac ate agt ate agt cca gcc ctg cca 96 

Gin Thr Asp He Ser He Ser Pro Ala Leu Pro 

25 30 

tec ctg tgc ccc ctg ttc tgg atg gag ttc aaa 144 

Ser Leu Cys Pro Leu Phe Trp Met Glu Phe Lys 

40 45 

ttc ttc cct etc aat aag acc tgg get gag gcc 192 

Phe Phe Pro Leu Asn Lys Thr Trp Ala Glu Ala 

55 60 

gag ttc tct gtg ggc agg aag tec gcc aag ctg 240 

Glu Phe Ser Val Gly Arg Lys Ser Ala Lys Leu 

70 75 80 



gcc tec ate cac age tgg gag gag aat gtc ttt gta tat gac etc gtg 288 
Ala Ser He His Ser Trp Glu Glu Asn Val Phe Val Tyr Asp Leu Val 
85 90 95 



20 



aac age tgt gtt ccc ggc ate eca get gac gtc tgg aca ggc ctt cat 335 
Asn Sen Cys Val Pro Gly He Pro Ala Asp Val Trp Thr Gly Leu His 
100 105 110 

gat cac aga eag gaa ggg eag ttt gaa tgg act gat ggc tea tec tat 384 
Asp His Arg Gin Glu Gly Gin Phe Glu Trp Thr Asp Gly Ser Ser Tyr 
115 120 125 

gac tac age tac tgg gat ggc age eag eca gat gat ggc gtc cac gcg 432 
Asp Tyr Ser Tyr Trp Asp Gly Ser Gin Pro Asp Asp Gly Val His Ala 
130 135 140 

gac eca gaa gaa gag gac tge gtg cag ata tgg tac agg cet acc agt 480 
Asp Pro Glu Glu Glu Asp Cys Val Gin He Trp Tyr Arg Pro Thr Ser 
145 150 155 160 

ggt ggg tac ccc tga 495 
Gly Gly Tyr Pro * 



<210> 20 
<211> 164 
<212> PRT 
<213> Homo sapiens 





<400> 


20 




















Met 


Gin 


Arg 


Trp 


Thr 


Leu 


Trp 


Ala Ala Ala Phe 


Leu 


Thr 


Leu 


His 


Ser 


1 








5 






10 








15 




Ala 


Gin 


Ala 


Phe 


Pro 


Gin 


Thr 


Asp He Ser He 


Ser 


Pro 


Ala 


Leu 


Pro 








20 








25 






30 






Glu 


Leu 


Pro 


Leu 


Pro 


Ser 


Leu 


Cys Pro Leu Phe 


Trp 


Met 


Glu 


Phe 


Lys 






35 










40 




45 








Gly 


His 


Cys 


Tyr 


Arg 


Phe 


Phe 


Pro Leu Asn Lys 


Thr 


Trp 


Ala 


Glu 


Ala 




50 










55 




60 










Asp 


Leu 


Tyr 


Cys 


Ser 


Glu 


Phe 


Ser Val Gly Arg 


Lys 


Ser 


Ala 


Lys 


Leu 


65 










70 




75 










80 


Ala 


Ser 


He 


His 


Ser 


Trp 


Glu 


Glu Asn Val Phe 


Val 


Tyr 


Asp 


Leu 


Val 










85 






90 








95 




Asn 


Ser 


Cys 


Val 


Pro 


Gly 


He 


Pro Ala Asp Val 


Trp 


Thr 


Gly 


Leu 


His 








100 








105 






110 






Asp 


His 


Arg 


Gin 


Glu 


Gly 


Gin 


Phe Glu Trp Thr 


Asp 


Gly 


Ser 


Ser 


Tyr 






115 










120 




125 









21 



Asp Tyr Ser Tyr Trp Asp Gly Ser Gin Pro Asp Asp Gly Val His Ala 

130 135 140 

Asp Pro Glu Glu Glu Asp Cys Val Gin He Trp Tyr Arg Pro Thr Ser 
145 150 155 160 

Gly Gly Tyr Pro 



<210> 21 
<211> 531 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(531) 





<400> 


21 






















atg 


ccc 


agg 


gtg 


atg 


gcc 


tgg 


agg tac tgg gtc 


cac 


aca 


gat 


ggc 


tgc 


48 


Met 


Pro 


Arg 


Val 


Met 


Ala 


Trp 


Arg Tyr Trp Val 


His 


Thr 


Asp 


Gly 


Cys 




1 








5 






10 








15 






tgc 


age 


caa 


ccc 


tgc 


cag 


agt 


ccc caa ggt gcc 


eta 


gcc 


atg 


ctg 


ccg 


96 


Cys 


Ser 


Gin 


Pro 


Cys 


Gin 


Ser 


Pro Gin Gly Ala 


Leu 


Ala 


Met 


Leu 


Pro 










20 








25 






30 








ctt 


gtg 


eta 


gcc 


ttc 


ate 


agt 


gaa ate tea gcc 


caa 


cca 


aac 


cag 


ttt 


144 


Leu 


Val 


Leu 


Ala 


Phe 


He 


Ser 


Glu He Ser Ala 


Gin 


Pro 


Asn 


Gin 


Phe 








35 










40 




45 










cag 


ggt 


gcc 


age 


tea 


gtg 


aca 


ttc att tec aca 


ctt 


ttg 


ttg 


aac 


ccg 


192 


Gin 


Gly 


Ala 


Ser 


Ser 


Val 


Thr 


Phe He Ser Thr 


Leu 


Leu 


Leu 


Asn 


Pro 






50 










55 




60 












acc 


ttc 


act 


aag 


cac 


tgg 


etc 


tgc aec agg agt 


gtg 


egg 


ggc 


cct 


ggc 


240 


Thr 


Phe 


Thr 


Lys 


His 


Trp 


Leu 


Cys Thr Arg Ser 


Val 


Arg 


Gly 


Pro 


Gly 




65 










70 




75 










80 




atg 


cag 


ggg 


ccc 


cag 


gcc 


age 


ccc age cct get 


ctg 


gag 


ctt 


atg 


atg 


288 


Met 


Gin 


Gly 


Pro 


Gin 


Ala 


Ser 


Pro Ser Pro Ala 


Leu 


Glu 


Leu 


Met 


Met 












85 






90 








95 






gaa 


ctt 


aac 


cag 


aag 


aag 


eta 


agg aag aga aga 


gag 


gag 


agg 


aga 


gag 


336 


Glu 


Leu 


Asn 


Gin 


Lys 


Lys 


Leu 


Arg Lys Arg Arg 


Glu 


Glu 


Arg 


Arg 


Glu 





22 



100 



105 



110 



aca gtg aag agg ctg gaa aag gag gaa gag aag tat gtt ctt tgg aat 
Thr Val Lys Arg Leu Glu Lys Glu Glu Glu Lys Tyr Val Leu Trp Asn 
115 120 125 



384 



caa agt gtt acc tgg att cct acc cag gat ttt cct att gtc tea gga 
Gin Ser Val Thr Trp He Pro Thr Gin Asp Phe Pro He Val Ser Gly 
130 135 140 



432 



cct aaa ggg aaa aga cog gcc atg ggg cat aat ggg gac gat aca gga 
Pro Lys Gly Lys Arg Pro Ala Met Gly His Asn Gly Asp Asp Thr Gly 
145 150 155 150 



480 



cct ccc tea tea gag ctg tea caa gtg aac etc aat ttc ctg att ccc 
Pro Pro Ser Ser Glu Leu Ser Gin Val Asn Leu Asn Phe Leu He Pro 
155 170 175 



528 



taa 



531 



<210> 22 
<211> 176 
<212> PRT 
<213> Homo sapiens 





<400> 


22 


















Met 


Pro 


Arg 


Val 


Met 


Ala 


Trp Arg 


Tyr Trp 


Val 


His Thr Asp 


Gly 


Cys 


1 








5 






10 






15 




Cys 


Ser 


Gin 


Pro 


Cys 


Gin 


Ser Pro 


Gin Gly 


Ala 


Leu Ala Met 


Leu 


Pro 








20 








25 




30 






Leu 


Val 


Leu 


Ala 


Phe 


He 


Ser Glu 


He Ser 


Ala 


Gin Pro Asn 


Gin 


Phe 






35 








40 






45 






Gin 


Gly 


Ala 


Ser 


Ser 


Val 


Thr Phe 


He Ser 


Thr 


Leu Leu Leu 


Asn 


Pro 




50 










55 






60 






Thr 


Phe 


Thr 


Lys 


His 


Trp 


Leu Cys 


Thr Arg 


Ser 


Val Arg Gly 


Pro 


Gly 


65 










70 






75 






80 


Met 


Gin 


Gly 


Pro 


Gin 


Ala 


Ser Pro 


Ser Pro 


Ala 


Leu Glu Leu 


Met 


Met 










85 






90 






95 




Glu 


Leu 


Asn 


Gin 


Lys 


Lys 


Leu Arg 


Lys Arg 


Arg Glu Glu Arg 


Arg 


Glu 








100 








105 




110 







23 



Thr Val Lys Arg Leu Glu Lys Glu Glu Glu Lys Tyr Val Leu Trp Asm 

115 120 125 

G1n Ser Val Thr Trp He Pro Thr Gin Asp Phe Pro He Val Ser Gly 

130 135 140 

Pro Lys Gly Lys Arg Pro Ala Met Gly His Asm Gly Asp Asp Thr Gly 
145 150 155 150 

Pro Pro Ser Ser Glu Leu Ser Gin Val Asn Leu Asn Phe Leu He Pro 
165 170 175 

<210> 23 
<211> 282 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(282) 

<400> 23 

atg gcc cga tgt ccc etc ctt ctg ttt ccc ctg ccg ctt gtc ccc atg 48 

Met Ala Arg Cys Pro Leu Leu Leu Phe Pro Leu Pro Leu Val Pro Met 
15 10 15 

gcc ctg ggg gca tec gca gga ggg agg cat get ttt ggg tac cga cac 96 
Ala Leu Gly Ala Ser Ala Gly Gly Arg His Ala Phe Gly Tyr Arg His 
20 25 30 

atg ttc etc cag gag gag tgg tgg aaa gga gga ate ctt tgg cct eca 144 
Met Phe Leu Gin Glu Glu Trp Trp Lys Gly Gly He Leu Trp Pro Pro 
35 40 45 

ace ctg gaa gaa ggg tec atg tgg gag gaa aca get cac agg tea tea 192 
Thr Leu Glu Glu Gly Ser Met Trp Glu G1u Thr Ala His Arg Ser Ser 
50 55 60 

atg aga cat egg aga gag ccg eta ggt gtt gtg gca gat gag gca gtg 240 
Met Arg His Arg Arg Glu Pro Leu Gly Val Val Ala Asp Glu Ala Val 
55 70 75 80 

cct cca cgt gtg etc atg ggc act ecc ggt cat gaa gag tga 282 
Pro Pro Arg Val Leu Met Gly Thr Pro Gly His Glu Glu * 
85 90 



24 



<210> 24 
<211> 93 
<212> PRT 

<213> Homo sapiens 



<400> 24 



Met 


Ala 


Arg 


Cys 


Pro Leu Leu Leu Phe Pro 


Leu Pro 


Leu 


Val 


Pro 


Met 


1 








5 10 








15 




Ala 


Leu 


Gly 


Ala 


Ser Ala Gly Gly Arg His 


Ala Phe 


Gly 


Tyr 


Arg 


His 








20 


25 






30 






Met 


Phe 


Leu 


Gin 


Glu Glu Trp Trp Lys Gly 


Gly He 


Leu 


Trp 


Pro 


Pro 






35 




40 




45 








Thr 


Leu 


Glu 


Glu 


Gly Ser Met Trp Glu Glu 


Thr Ala 


His 


Arg 


Ser 


Ser 




50 






55 


60 










Met 


Arg 


His 


Arg 


Arg Glu Pro Leu Gly Val 


Val Ala 


Asp 


Glu 


Ala 


Val 


65 








70 


75 








80 


Pro 


Pro 


Arg 


Val 


Leu Met Gly Thr Pro Gly 


His Glu 


Glu 









85 90 



<210> 25 
<211> 372 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(372) 





<400> 


25 


















atg 


ccc 


cct 


gac 


ccc 


aag 


gca ctg etc tgc 


etc aac 


etc 


ccc 


cac 


ttc 


Met 


Pro 


Pro 


Asp 


Pro 


Lys 


Ala Leu Leu Cys 


Leu Asn 


Leu 


Pro 


His 


Phe 


1 








5 




10 








15 




gcc 


ctg 


tgc 


cag 


ccc 


tgg 


gta ccc tec ctg 


cag gee 


gcg 


tee 


etc 


gcc 


Ala 


Leu 


Cys 


Gin 


Pro 


Trp 


Val Pro Ser Leu 


Gin Alci 


Ala 


Ser 


Leu 


Ala 








20 






25 






30 






acc 


tgg 


cct 


cct 


gtc 


ttc 


tgg aac tea ggc 


cct gcc 


ccc 


tgc 


tec 


cag 


Thr 


Trp 


Pro 


Pro 


Val 


Phe 


Trp Asn Ser Gly 


Pro Ala 


Pro 


Cys 


Ser 


Gin 






35 








40 




45 








cct 


cca 


atg 


ccc 


acg 


tec 


aac agg act ctg 


ctt etc 


age 


ccc 


ace 


tea 



25 



Pro Pro Met Pro Thr Ser Asn Arg Thr Leu Leu Leu Ser Pro Thr Ser 

50 55 60 

ccc cac age cgt cac tea gge cgc ate agt acc caa acg ccc cgc cgc 240 

Pro His Ser Arg His Ser Gly Arg He Ser Thr Gin Thr Pro Arg Arg 

65 70 75 80 

egg cag ceg tgg gge cce agg gag tgg egg get gge age gge aet gag 288 

Arg Gin Pro Trp G1y Pro Arg Glu Trp Arg Ala Gly Ser Gly Thr Glu 

85 90 95 

gge etg ggg ttg gtg gee cag etg get cag gee gee tac aat gcg tgt 335 

Gly Leu Gly Leu Val Ala Gin Leu Ala Gin Ala Ala Tyr Asn Ala Cys 

100 105 110 

gge cet gee aag gag gea gac age ect gag act tag 372 

Gly Pro Ala Lys Glu Ala Asp Ser Pro Glu Pro * 

115 120 



<210> 26 
<211> 123 
<212> PRT 
<213> Homo sapiens 

<400> 26 

Met Pro Pro Asp Pro Lys Ala Leu Leu Cys Leu Asn Leu Pro His Phe 

15 10 15 

Ala Leu Cys Gin Pro Trp Val Pro Ser Leu Gin Ala Ala Ser Leu Ala 

20 25 30 

Thr Trp Pro Pro Val Phe Trp Asn Ser Gly Pro Ala Pro Cys Ser Gin 

35 40 45 

Pro Pro Met Pro Thr Ser Asn Arg Thr Leu Leu Leu Ser Pro Thr Ser 

50 55 60 

Pro His Ser Arg His Ser Gly Arg He Ser Thr Gin Thr Pro Arg Arg 
65 70 75 80 

Arg Gin Pro Trp Gly Pro Arg Glu Trp Arg Ala Gly Ser Gly Thr Glu 

85 90 95 

Gly Leu Gly Leu Val Ala Gin Leu Ala Gin Ala Ala Tyr Asn Ala Cys 

100 105 110 

Gly Pro Ala Lys Glu Ala Asp Ser Pro Glu Pro 
115 120 



26 



<210> 27 
<211> 557 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(657) 





<400> 


27 




atg 


gag 


aca 


gag 


ect 


Met 


Glu 


Thr 


Glu 


Pro 


1 








5 


gca 


gag 


ggg 


etc 


age 


Ala 


Glu 


Gly 


Leu 


Ser 








20 




ggt 


gtc 


tgg 


gga 


ttc 


Gly 


Val 


Trp 


Gly 


Phe 






35 






cag 


gag 


ctg 


egg 


agg 


Gin 


Glu 


Leu 


Arg 


Arg 




50 








ctg 


etc 


tec 


gag 


gtt 


Leu 


Leu 


Ser 


Glu 


Val 


65 










etc 


tgc 


ttc 


ate 


tee 


Leu 


Cys 


Phe 


He 


Ser 










85 


ggg 


ctg 


ggg 


ace 


cag 


Gly 


Leu 


Gly 


Thr 


Gin 








100 





10 15 



25 30 



40 45 



55 50 



70 75 80 



90 95 



48 



96 



144 



192 



240 



288 



336 



105 110 

tgg gee atg agg ctg gae etc ege gat ctg cag egg cac etc cge ttc 384 
Trp Ala Met Arg Leu Asp Leu Arg Asp Leu Gin Arg His Leu Arg Phe 
115 120 125 



,cag gtg ctg get gca gga ttc aac etc ccg gag gag gag gag gag gaa 



432 



27 



Gin Val Leu Ala Ala Gly Phe Asn Leu Pro Glu Glu Glu Glu Glu Glu 
130 135 140 

gag gag gag gag gag gag gag agg aag ggg ctg etc cca ggg gca ctg 480 
Glu Glu Glu Glu Glu Glu Glu Arg Lys Gly Leu Leu Pro Gly Ala Leu 
145 150 155 160 

ggc age gcc tta cag ggc ccg gcc cag gtg tec tgg ccc cag etc etc 528 
Gly Ser Ala Leu Gin Gly Pro Ala Gin Val Ser Trp Pro Gin Leu Leu 
155 170 175 

tec ace tac egc ctg ctg eac tec ttg gag etc gtc tta tet egg gee 576 
Ser Thr Tyr Arg Leu Leu His Ser Leu Glu Leu Val Leu Ser Arg Ala 
180 185 190 

gtg egg gag ttg ctg ctg ctg tec aag get ggg eac tea gtc tgg ccc 624 
Val Arg Glu Leu Leu Leu Leu Ser Lys Ala Gly His Ser Val Trp Pro 
195 200 205 

ttg ggg ttc cca aca ttg age ccc cag ccc tga 657 
Leu Gly Phe Pro Thr Leu Ser Pro Gin Pro * 
210 215 



<210> 28 
<211> 218 
<212> PRT 
<213> Homo sapiens 



<400> 28 



Met 


Glu 


Thr 


Glu 


Pro 


Ser 


Lys 


Ala 


Arg 


Ala 


Asn 


Asp 


Pro 


Gly 


Ser 


Ala 


1 








5 










10 










15 




Ala 


Glu 


Gly 


Leu 


Ser 


Leu 


Leu 


Leu 


Leu 


Pro 


Leu 


Leu 


Leu 


Val 


Gin 


Ala 








20 










25 










30 






Gly 


Val 


Trp 


Gly 


Phe 


Pro 


Arg 


Pro 


Pro 


Gly 


Arg 


Pro 


Gin 


Leu 


Ser 


Leu 






35 










40 










45 








Gin 


Glu 


Leu 


Arg 


Arg 


Glu 


Phe 


Thr 


Val 


Ser 


Leu 


His 


Leu 


Ala 


Arg 


Lys 




50 










55 










60 










Leu 


Leu 


Ser 


Glu 


Val 


Arg 


Gly 


Gin 


Ala 


His 


Arg 


Phe 


Asp 


Pro 


Glu 


Arg 


65 










70 










75 










80 


Leu 


Cys 


Phe 


He 


Ser 


Thr 


Thr 


Leu 


Gin 


Pro 


Phe 


His 


Ala 


Leu 


Leu 


Gly 










85 










90 










95 




Gly 


Leu 


Gly 


Thr 


Gin 


Gly 


Arg 


Trp 


Thr 


Asn 


Met 


Glu 


Arg 


Met 


Gin 


Leu 



28 



100 105 110 

Trp Ala Met Arg Leu Asp Leu Arg Asp Leu Gin Arg His Leu Arg Phe 

115 120 125 

Gin Val Leu Ala Ala Gly Phe Asn Leu Pro Glu Glu Glu Glu Glu Glu 

130 135 140 

Glu Glu Glu Glu Glu Glu Glu Arg Lys Gly Leu Leu Pro Gly Ala Leu 
145 150 155 160 

Gly Ser Ala Leu Gin Gly Pro Ala Gin Val Ser Trp Pro Gin Leu Leu 

155 170 175 

Ser Thr Tyr Arg Leu Leu His Ser Leu Glu Leu Val Leu Ser Arg Ala 

180 185 190 

Val Arg Glu Leu Leu Leu Leu Ser Lys Ala Gly His Ser Val Trp Pro 

195 200 205 

Leu Gly Phe Pro Thr Leu Ser Pro Gin Pro 
210 215 

<210> 29 
<211> 533 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(533) 





<400> 


29 




























atg 


cac 


gtt 


cca 


gtg 


ata 


aag 


ctg 


tgc 


acg 


gca 


gcc 


atg 


get 


ate 


cag 


48 


Met 


His 


Val 


Pro 


Val 


He 


Lys 


Leu 


Cys 


Thr 


Ala 


Ala 


Met 


Ala 


He 


Gin 




1 








5 










10 










15 






ctg 


gcc 


cag 


ccc 


aac 


aga 


gat 


ctg 


tgg 


ttc 


etc 


act 


tgc 


ctg 


cac 


ctt 


96 


Leu 


Ala 


Gin 


Pro 


Asn 


Arg 


Asp 


Leu 


Trp 


Phe 


Leu 


Thr 


Cys 


Leu 


His 


Leu 










20 










25 










30 








etc 


tgc 


ctt 


etc 


etc 


tta 


cca 


tea 


cct 


cca 


ata 


tea 


gca 


ggt 


cct 


ggt 


144 


Leu 


Cys 


Leu 


Leu 


Leu 


Leu 


Pro 


Ser 


Pro 


Pro 


He 


Ser 


Ala 


Gly 


Pro 


Gly 








35 










40 










45 










cct 


tct 


ctg 


cct 


tct 


ccc 


etc 


acc 


ate 


atg 


tec 


aat 


ate 


age 


age 


tgc 


192 


Pro 


Ser 


Leu 


Pro 


Ser 


Pro 


Leu 


Thr 


He 


Met 


Ser 


Asn 


He 


Ser 


Ser 


Cys 






50 










55 










60 













cag age ctg gcc cca cca tea tec tct ccc age tgg aca ggt gtt cct 240 



29 



G1n Ser Leu Ala Pro Pro Ser Ser Ser Pro Ser Trp Thr Gly Val Pro 
65 70 75 80 

gcc ttc caa gta ggg tec cag cct cca ccc ttg gag gta gac eta cag 
Ala Phe Gin Val Gly Ser Gin Pro Pro Pro Leu Glu Val Asp Leu Gin 
85 90 95 

gaa etc tte gga gag gac aag cge ett tta aag gtc gag cat eta tgc 
Glu Leu Phe Gly Glu Asp Lys Arg Leu Leu Lys Val Glu His Leu Cys 
100 105 110 

tgc tgc ggc tac gta cct gtc acg age ate caa cca att tgg ggc geg 
Cys Cys Gly Tyr Val Pro Val Thr Ser He Gin Pro He Trp Gly Ala 
115 120 125 

cat ctg ctg tgc tta aag ggc aag ttc aac act gtt aag ttt gtg ttg 
His Leu Leu Cys Leu Lys Gly Lys Phe Asn Thr Val Lys Phe Val Leu 
130 135 140 

caa cga age cag att gtg tgg gea caa tec agt ace agg ggt ctg act 
Gin Arg Ser Gin He Val Trp Ala Gin Ser Ser Thr Arg Gly Leu Thr 
145 150 155 160 

act aac agt cgc ata tta cct ccc tta tac etc ccg tgt atg etc eta 
Thr Asn Ser Arg He Leu Pro Pro Leu Tyr Leu Pro Cys Met Leu Leu 
165 170 175 

gee eg 
Ala 



<210> 30 

<211> 177 

<212> PRT 

<213> Homo sapiens 

<400> 30 

Met His Val Pro Val He Lys Leu Cys Thr Ala Ala Met Ala He Gin 
15 10 15 

Leu Ala Gin Pro Asn Arg Asp Leu Trp Phe Leu Thr Cys Leu His Leu 

20 25 30 

Leu Cys Leu Leu Leu Leu Pro Ser Pro Pro He Ser Ala Gly Pro Gly 



30 





35 




40 45 




Pro Sep 


Leu Pro Ser 


Pro 


Leu Thr He Met Ser Asn He 


Ser Ser Cys 


50 






55 60 




Gin Ser 


Leu Al a Pro 


Pro 


Ser Ser Ser Pro Ser Trp Thr 


Gly Val Pro 


55 




70 


75 


80 


A1a Phe 

1 U 1 1 1 


Gin Val Glv 


Ser 


Gin Pro Pro Pro Leu Glu Val 


Asp Leu Gin 




85 




90 


95 


Glu Leu 


Phe Gly Glu 


Asp 


Lys Arg Leu Leu Lys Val Glu 


His Leu Cys 




100 




105 


110 


Cvs Cvs 


Gly Tyr Val 


Pro 


Val Thr Ser He Gin Pro He 


Trp Gly Ala 




115 




120 125 




His Leu 


Leu Cys Leu 


Lys 


Gly Lys Phe Asn Thr Val Lys 


Phe Val Leu 


130 






135 140 




Gin Arg 


Ser Gin He 


Val 


Trp Ala Gin Ser Ser Thr Arg 


Gly Leu Thr 


145 




150 


155 


160 


Thr Asn 


Ser Arg He 


Leu 


Pro Pro Leu Tyr Leu Pro Cys 


Met Leu Leu 




165 




170 


175 


Ala 











<210> 31 

<211> 525 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(525) 



<400> 31 

atg gga gtc tea ctg gat cag gag cac age aga cac cct get gga tct 

Met Gly Val Ser Leu Asp Gin Glu His Ser Arg His Pro Ala Gly Ser 
15 10 15 

gga ggt atg gga gtc age ggc agg tct gcg aca gtg gca aac age agt 
Gly Gly Met Gly Val Ser Gly Arg Ser Ala Thr Val Ala Asn Ser Ser 
20 25 30 

ggt gga tgg ate ttt ggg gtg ttg ctt ttc tea ccg gaa acc tct gca 
Gly Gly Trp He Phe Gly Val Leu Leu Phe Ser Pro Glu Thr Ser Ala 
35 40 45 

gcc agt ggc ate ttt gcc caa gtt cat gtc ctg tgt cca gga aga atg 



Ala Sen Gly He Phe Ala Gin Val His Val Leu Cys Pro Gly Arg Met 
50 55 60 



agg tat gca gac aag tgg agg agg gaa gga agt gca tgc cga ttg gtc 
Arg Tyr Ala Asp Lys Trp Arg Arg Glu Gly Ser Ala Cys Arg Leu Va1 
65 70 75 80 

cat agg cag cca tgg get get gga aaa ggc acc aca agt ccc cac tct 
His Arg Gin Pro Trp Ala Ala Gly Lys Gly Thr Thr Ser Pro His Ser 
85 90 95 

gga cag tgg aat age age eca aec ecc age ctt caa gac etc cet ggc 
Gly Gin Trp Asn Ser Ser Pro Thr Pro Ser Leu Gin Asp Leu Pro Gly 
100 105 110 

etg aag aae aga aat ttg get get atg aaa ctt gac aag ceg ate ecc 
Leu Lys Asn Arg Asn Leu Ala Ala Met Lys Leu Asp Lys Pro He Pro 
115 120 125 

age cca tea ctt agg cae aat etc ttt gag att tta aga gcg ege cag 
Ser Pro Ser Leu Arg His Asn Leu Phe Glu He Leu Arg Ala Arg Gin 
130 135 140 

cca tgc etg tac gcc tgc aac teg aaa etg ege att cga gga cca gca 
Pro Cys Leu Tyr Ala Cys Asn Ser Lys Leu Arg He Arg Gly Pro Ala 
145 150 155 150 

ggg ecc eta gag age atg ggc ttg agg tgt cgt tec ceg gag tga 
Gly Pro Leu Glu Ser Met Gly Leu Arg Cys Arg Ser Pro Glu * 
165 170 



<210> 32 

<211> 174 

<212> PRT 

<213> Homo sapiens 

<400> 32 

Met Gly Val Ser Leu Asp Gin Glu His Ser Arg His Pro Ala Gly Ser 
15 10 15 

Gly Gly Met Gly Val Ser Gly Arg Ser Ala Thr Val Ala Asn Ser Ser 

20 25 30 

G1y Gly Trp He Phe Gly Val Leu Leu Phe Ser Pro Glu Thr Ser Ala 



32 



35 






40 


A1a Ser Gly He 


Phe 


Ala 


Gin Val 


50 






55 


Arg Tyr Ala Asp 


Lys 


Trp 


Arg Arg 


65 




70 




His Arg Gin Pro 


Trp 


Ala 


Ala Gly 




85 






Gly Gin Trp Asn 


Ser 


Ser 


Pro Thr 


100 








1 pij Lvs Asn Apq 


Asn 


Leu 


Ala Ala 


115 






120 


Ser Pro Ser Leu 


Arg 


His 


Asn Leu 


130 






135 


Pro Cys Leu Tyr 


Ala 


Cys 


Asn Ser 


145 




150 




Gly Pro Leu Glu 


Ser 


Met 


Gly Leu 




165 







45 

His Val Leu Cys Pro Gly Arg Met 
60 

Glu Gly Ser Ala Cys Arg Leu Val 
75 80 
Lys Gly Thr Thr Ser Pro His Ser 

90 95 
Pro Ser Leu Gin Asp Leu Pro Gly 
105 110 
Met Lys Leu Asp Lys Pro He Pro 
125 

Phe Glu He Leu Arg Ala Arg Gin 
140 

Lys Leu Arg He Arg Gly Pro Ala 
155 160 
Arg Cys Arg Ser Pro Glu 
170 



<210> 33 
<211> 369 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(369) 



<400> 33 

atg cgc tec ctg cat aac gcg egg cac gcc tec ttc get eaa ctt ggc 48 

Met Arg Ser Leu His Asn Ala Arg His Ala Ser Phe Ala Gin Leu Gly 
15 10 15 

cgt atg ttg att gtc age ate aac aag etc eta atg eca cet tta aaa 96 
Arg Met Leu He Val Ser He Asn Lys Leu Leu Met Pro Pro Leu Lys 
20 25 30 

gtg tct ata tct ctt tta aga tta tta cct cct aca ttt get gtg etc 144 
Val Ser He Ser Leu Leu Arg Leu Leu Pro Pro Thr Phe Ala Val Leu 
35 40 45 



ttt gta tac aac tec cgt ttc cgc get get tct tac atg eaa cac etc 
Phe Val Tyr Asn Ser Arg Phe Arg Ala Ala Ser Tyr Met Gin His Leu 
50 55 60 



192 



33 



aaa tgt aac aaa caa ccc ggt ccc atg tct tta cag aac gtt ggt cac 
Lys Cys Asn Lys Gin Pro Gly Pro Met Ser Leu Gin Asn Val Gly His 
65 70 75 80 



240 



atg aat ctg ccc caa ccc cag ggc get get ggc gcc gat gcc ate ccg 
Met Asn Leu Pro Gin Pro Gin Gly Ala Ala Gly Ala Asp Ala He Pro 
85 90 95 



288 



cae cac ctt gca caa gtc cgt agg gtt ttg cgt eta tta gca eta egc 
His His Leu Ala Gin Val Arg Arg Val Leu Arg Leu Leu Ala Leu Arg 

100 105 no 



336 



cet aac cea teg gag tea tta ctg ggg ttt tag 
Pro Asn Pro Ser Glu Ser Leu Leu Gly Phe * 
115 120 



369 



<210> 34 
<211> 122 
<212> PRT 
<213> Homo sapiens 

<400> 34 

Met Arg Ser Leu His Asn Ala Arg His Ala Ser Phe Ala Gin Leu Gly 

15 10 15 

Arg Met Leu He Val Ser He Asn Lys Leu Leu Met Pro Pro Leu Lys 

20 25 30 

Val Ser He Ser Leu Leu Arg Leu Leu Pro Pro Thr Phe Ala Val Leu 

35 40 45 

Phe Val Tyr Asn Ser Arg Phe Arg Ala Ala Ser Tyr Met Gin His Leu 

50 55 60 

Lys Cys Asn Lys Gin Pro Gly Pro Met Ser Leu Gin Asn Val Gly His 
65 70 75 80 

Met Asn Leu Pro Gin Pro Gin Gly Ala Ala Gly Ala Asp Ala He Pro 

85 90 95 

His His Leu Ala Gin Val Arg Arg Val Leu Arg Leu Leu Ala Leu Arg 

100 105 110 

Pro Asn Pro Ser Glu Ser Leu Leu Gly Phe 
115 120 

<210> 35 
<211> 1148 



34 



<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(1148) 



ata 
Met 
1 


<400> 
gag ccc 
Glu Pro 


35 

rta 
Leu 


car 

^y ^ 

Arg 
5 


ara 
Ala 


ccc ara 

Pro Ala 


rtc rar 
Leu Arg 
10 


car 
Arg 


rta 

\^ uy 

Leu 


rta 

uy 

Leu 


rra 
Pro 


rra 
Pro 
15 


rta 

uy 

Leu 


48 


eta 
Leu 


etc 
Leu 


ctg 
Leu 


rta 
Leu 
20 


eta 

Leu 


tea 
Ser 


rta ccc 
Leu Pro 


CCC CGC 

Pro Arg 
25 


gcc 
Ala 


raa 
^yy 

Arg 


CfCC 

Ala 


aaa 

aay 

Lys 
30 


tac 
Tyr 


ata 
y ^y 

Val 


96 


Arg 


ggc 
G1y 


aac 
Asn 
35 


rfr 

Leu 


ay 0 

Sep 


trp 

Ser 


aay yay 

Lys Glu 
40 


C]r\c tnn 
yac uyy 

Asp Trp 


ntn 

y ^y 
Val 


ttr 

Phe 


rta 
Leu 
45 


QUO 

Thr 


ay a 

Arg 


ttt 

u u u 

Phe 


144 


tat 
Cys 


ttc 
Phe 
50 


etc 
Leu 


fro 

Ser 


aRt 
Asp 


tac 
Tyr 


nor rna 
yy^ 

Gly Arg 
55 


rtn GFic 
^ i^y yciv„ 

Leu Asp 


ttr 
Phe 


rnt 
^y t^ 

Arg 
60 


ttr 
Phe 


rnr 
uy L. 

Arg 


tar 

Tyr 


rrt 
Pro 


X J L. 


y 

Glu 
65 


gcc 
Ala 


aag 
Lys 


tar 
Cys 


tgt 
Cys 


cag 
Gin 
70 


riar atr 
Asn He 


rtr rtr 
Leu Leu 


tat 
Tyr 
75 


ttt 
Phe 


aat 

y a 0 

Asp 


aar 
Asp 


rra 
Pro 


trr 

Ser 
80 


240 


cag 
Gin 


tgg 
Trp 


cca 
Pro 


gcc 
Ala 


gtg 
Val 
85 


tac 
Tyr 


aag gca 
Lys Ala 


ggg gac 
Gly Asp 
90 


aag 
Lys 


gac 
Asp 


tgc 
Cys 


ctg 
Leu 


gcc 
Ala 
95 


aag 
Lys 


288 


gag 
Glu 


tea 
Ser 


gtg 
Val 


ate 
He 
100 


egg 
Arg 


ccg 
Pro 


gag aac 
Glu Asn 


aac cag 
Asn Gin 
105 


gtc 
Val 


ate 
He 


aac 
Asn 


etc 
Leu 
110 


acc 
Thr 


acc 
Thr 


336 


cag 
Gin 


tat 
Tyr 


gcc 
Ala 
115 


tgg 
Trp 


tec 
Ser 


ggc 
Gly 


tgt cag 
Cys Gin 
120 


gtg gta 
Val Val 


tea 
Ser 


gag 
Glu 


gag 
Glu 

125 


gga 
Gly 


acc 
Thr 


cgc 
Arg 


384 


tac 
Tyr 


ctg 
Leu 
130 


age 
Ser 


tgc 
Cys 


tec 
Ser 


agt 
Ser 


ggc cgc 
Gly Arg 
135 


age ttc 
Ser Phe 


cgc 
Arg 


tea 
Ser 
140 


gtg 
Val 


egt 
Arg 


gaa 
Glu 


egg 
Arg 


432 



35 



tgg tgg tat att gcg etc age aag tgt ggg ggt gat gga ttg cag ctg 480 
Trp Trp Tyr He Ala Leu Ser Lys Cys Gly Gly Asp Gly Leu Gin Leu 
145 150 155 160 

gag tat gag atg gtc etc ace aat ggc aag tec ttc tgg aca cga cac 528 
Glu Tyr Glu Met Val Leu Thr Asn Gly Lys Ser Phe Trp Thr Arg His 
165 170 175 

ttc tec get gat gag ttt ggg ate ctg gag aca gat gtg ace ttc etc 576 
Phe Ser Ala Asp Glu Phe Gly He Leu Glu Thr Asp Val Thr Phe Leu 
180 185 190 

etc ate ttc ate etc ate ttc ttc etc tct tgt tac ttt gga tat ttg 524 
Leu He Phe He Leu He Phe Phe Leu Ser Cys Tyr Phe Gly Tyr Leu 
195 200 205 

ctg aaa ggt cgt cag ttg etc cac aca act tat aaa atg ttc atg gee 672 
Leu Lys Gly Arg Gin Leu Leu His Thr Thr Tyr Lys Met Phe Met Ala 
210 215 220 

gea gea gga gta gag gtc ctg age etc eta ttt ttc tgc ate tac tgg 720 
Ala Ala Gly Val Glu Val Leu Ser Leu Leu Phe Phe Cys He Tyr Trp 
225 230 235 240 

ggt caa tat gee ace gat ggc att ggc aac gag agt gtg aag ate ttg 768 
Gly Gin Tyr Ala Thr Asp Gly He Gly Asn Glu Ser Val Lys He Leu 
245 250 255 

gee aag ctg etc ttc tec tec age ttc etc ate ttc ctg ctg atg ett 815 
Ala Lys Leu Leu Phe Ser Ser Ser Phe Leu He Phe Leu Leu Met Leu 
260 265 270 

ate etc etg ggg aag gga ttc acg gtg aca egg tgc ceg ggc agg gcg 864 
He Leu Leu Gly Lys Gly Phe Thr Val Thr Arg Cys Pro Gly Arg Ala 
275 280 285 

tgc teg tgg ggc ggc tgg ggc cgc ate age cac gcg ggc tec gtg aag 912 
Cys Ser Trp Gly Gly Trp Gly Arg He Ser His Ala Gly Ser Val Lys 
290 295 300 

ttg tct gtc tac atg ace ctg tac acg etc ace eat gtg gtg etg etc 960 
Leu Ser Val Tyr Met Thr Leu Tyr Thr Leu Thr His Val Val Leu Leu 



36 



305 

ate tac gag gcg gaa 
He Tyr Glu Ala Glu 

325 

gag teg ccg gee ggc 
Glu Ser Pro Ala Gly 
340 

gtg tgg ttc tgc tat 
Val Trp Phe Cys Tyr 
355 

aag cag cct ttt tat 
Lys Gin Pro Phe Tyr 
370 



<210> 36 
<211> 382 
<212> PRT 
<213> Homo sapiens 



<400> 36 



Met 


Glu 


Pro 


Leu 


Arg 


Ala 


Pro Ala 


Leu Arg Arg Leu Leu Pro Pro Leu 


1 








5 






10 15 


Leu 


Leu 


Leu 


Leu 


Leu 


Ser 


Leu Pro 


Pro Arg Ala Arg Ala Lys Tyr Val 








20 








25 30 


Arg 


Gly 


Asn 


Leu 


Ser 


Ser 


Lys Glu 


Asp Trp Val Phe Leu Thr Arg Phe 






35 








40 


45 


Cys 


Phe 


Leu 


Ser 


Asp 


Tyr 


Gly Arg 


Leu Asp Phe Arg Phe Arg Tyr Pro 




50 










55 


60 


Glu 


Ala 


Lys 


Cys 


Cys 


Gin 


Asn He 


Leu Leu Tyr Phe Asp Asp Pro Ser 


65 










70 




75 80 


Gin 


Trp 


Pro 


Ala 


Val 


Tyr 


Lys Ala 


Gly Asp Lys Asp Cys Leu Ala Lys 










85 






90 95 


Glu 


Ser 


Val 


He 


Arg 


Pro 


Glu Asn 


Asn Gin Val He Asn Leu Thr Thr 








100 








105 110 


Gin 


Tyr 


Ala 


Trp 


Ser 


Gly 


Cys Gin 


Val Val Ser Glu Glu Gly Thr Arg 






115 








120 


125 


Tyr 


Leu 


Ser 


Cys 


Ser 


Ser 


Gly Arg 


Ser Phe Arg Ser Val Arg Glu Arg 




130 










135 


140 



310 315 320 

ttc ttt gac cca ggc cag gta ctg tac acg tat 1008 
Phe Phe Asp Pro Gly Gin Val Leu Tyr Thr Tyr 
330 335 

tac ggg etc att gga ctg cag gtg gcg gcc tac 1056 
Tyr Gly Leu He Gly Leu Gin Val Ala Ala Tyr 
345 350 

get gtg ett gtc tea ctg ega cac ttt cct gag 1104 
Ala Val Leu Val Ser Leu Arg His Phe Pro Glu 
360 365 

gtg ecc ttc ttt get gcc tat ace etc tg 1148 
Val Pro Phe Phe Ala Ala Tyr Thr Leu 
375 380 



37 



Trp 


Trp 


Tyr 


He 


Ala 


Leu 


Ser 


Lys 


Cys 


biy 


O 1 w 

Gly 


Asp 


Ol M 

b ly 


Leu 


bin 


Leu 


145 
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155 










loU 


Glu 


Tyr 


Glu 


Met 


Val 


Leu 


Thr 


Asn 


Gly 


Lys 


Ser 


Phe 


Trp 


Thr 


Arg 


1 1-1* y~ 

His 
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170 
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ft T 

Ala 


Asp 


Glu 


Phe 


Gly 


He 


Leu 


Glu 


Thr 


Asp 


Val 


Thr 


Phe 


Leu 
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Leu 


T "1 

He 


Phe 


He 


Leu 


He 


Phe 


Phe 


Leu 


Ser 


O. 

Cys 


Tyr 


p> i„ „ 
Phe 


Gly 


Tyr 


Leu 






195 










200 










o A r~ 
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Leu 


Lys 


Gly 


Arg 


Gin 


Leu 


Leu 


His 


Thr 


Thr 


Tyr 


Lys 


Met 


Phe 


Met 


Ala 




210 










215 
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Ala 


Ala 


Gly 


Val 


Glu 


Val 


Leu 


Ser 


Leu 


Leu 


Phe 


Phe 


Cys 


He 


Tyr 


Trp 


225 










230 










235 










240 


Gly 


Gin 


Tyr 


Ala 


Thr 


Asp 


Gly 


He 


Gly 


Asn 


Glu 


Ser 


Val 


Lys 


He 


Leu 










245 










250 










255 




Ala 


Lys 


Leu 


Leu 


Phe 


Ser 


Ser 


Ser 


Phe 


Leu 


He 


Phe 


Leu 


Leu 


Met 


Leu 
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265 










270 






W He 


Leu 


Leu 


Gly 


Lys 


Gly 


Phe 


Thr 


Val 


Thr 


Arg 


Cys 


Pro 


Gly 


Arg 


Ala 
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280 










285 








W Cys 


Ser 


Trp 


Gly 


Gly 


Trp 


Gly 


Arg 


He 


Ser 


His 


Ala 


Gly 


Ser 


Val 


Lys 




290 










295 
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Val 
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Met 


Thr 


Leu 


Tyr 


Thr 


Leu 


Thr 


His 


Val 


Val 


Leu 


Leu 
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310 










315 










320 


fu He 


Tyr 


Glu 


Ala 


Glu 


Phe 


Phe 


Asp 


Pro 


Gly 


Gin 


Val 


Leu 


Tyr 


Thr 


Tyr 
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330 










335 




P Gl u 


Ser 


Pro 


Ala 


Gly 


Tyr 


Gly 


Leu 


He 


Gly 


Leu 


Gin 


Val 


Ala 


Ala 


Tyr 








340 










345 










350 






Val 


Trp 


Phe 


Cys 


Tyr 


Ala 


Val 


Leu 


Val 


Ser 


Leu 


Arg 


His 


Phe 


Pro 


Glu 
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350 










365 
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Gin 


Pro 


Phe 


Tyr 


Val 


Pro 


Phe 


Phe 
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Ala 


Tyr 


Thr 


Leu 
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<210> 37 
<211> 333 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). ..(333) 

<400> 37 

atg teg gtg gtt gag gtg caa ggc etc gtg tgt tat gcg agg cgt ccg 48 
Met Ser Val Val Glu Val Gin Gly Leu Val Cys Tyr Ala Arg Arg Pro 



38 



15 10 15 

ctg ata ctt cct ctg ctg etc ttc tgg teg ttg age ggg tct agt egt 96 
Leu He Leu Pro Leu Leu Leu Phe Trp Ser Leu Ser Gly Ser Ser Arg 
20 25 30 

get act gtc get act gga egg teg egt agt egt cgt ata gtg egt egt 144 
Ala Thr Val Ala Thr Gly Arg Ser Arg Ser Arg Arg He Val Arg Arg 
35 40 45 

gga cct eat gga gat gat age tac gtg ctt ccg ate gtc gta gat aaa 192 
Gly Pro His Gly Asp Asp Ser Tyr Val Leu Pro He Val Val Asp Lys 
50 55 60 

tgg ttg gge egt tea ctg ace gtc ate etc aag cac ggg eta egg egg 240 
Trp Leu Gly Arg Ser Leu Thr Val He Leu Lys His Gly Leu Arg Arg 
65 70 75 80 

etc gtc gag gac gat aag cac ccg ccc etc etc tgg gga tat gtg get 288 
Leu Val Glu Asp Asp Lys His Pro Pro Leu Leu Trp Gly Tyr Val Ala 
85 90 95 

cca gtg tgg ggg gge ccc agt gae eea ttt gtt gaa atg ata taa 333 
Pro Val Trp Gly Gly Pro Ser Asp Pro Phe Val Glu Met He * 
100 105 110 



<210> 38 
<211> 110 
<212> PRT 
<213> Homo sapiens 

<400> 38 

Met Ser Val Val Glu Val Gin Gly Leu Val Cys Tyr Ala Arg Arg Pro 
15 10 15 

Leu He Leu Pro Leu Leu Leu Phe Trp Ser Leu Ser Gly Ser Ser Arg 

20 25 30 

Ala Thr Val Ala Thr Gly Arg Ser Arg Ser Arg Arg He Val Arg Arg 

35 40 45 

Gly Pro His Gly Asp Asp Ser Tyr Val Leu Pro He Val Val Asp Lys 

50 55 60 

Trp Leu Gly Arg Ser Leu Thr Val He Leu Lys His Gly Leu Arg Arg 
65 70 75 80 



39 



Leu Val Glu Asp Asp Lys His Pro Pro Leu Leu Trp Gly Tyr Val Ala 

85 90 95 

Pro Val Trp Gly Gly Pro Ser Asp Pro Phe Val Glu Met He 
100 105 110 

<210> 39 
<211> 441 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(441) 





<400> 


39 


















Ctg 


cag 


age 


tat 


aga 


tec 


aac tgc 


cag ctg 


gac aaa ccc aac 


tea 


tct 


48 


1 pij 


Gin 


Ser 


Tvp 


Ara 


Ser 


Asn Cvs 


Gin Leu 


AsD Lvs Pro Asn 


Ser 


Ser 




1 








5 






10 




15 






cca 


gcc 


atg 


gcc 


cct 


cct 


gat gga 


gca gcc 


ctt ctg ctg ctg 


ctg 


ctg 


96 


Pro 


Ala 


Met 


Ala 


Pro 


Pro 


Asp Gly 


Ala Ala 


Leu Leu Leu Leu 


Leu 


Leu 










20 








25 


30 








ctg 


ttt 


acg 


get 


get 


tea 


ata aaa 


act get 


aac tec att ggc 


teg 


ccc 


144 


Leu 


Phe 


Thr 


Ala 


Ala 


Ser 


He Lys 


Thr Ala 


Asn Ser He Gly 


Ser 


Pro 








35 








40 




45 








tta 


cct 


tct 


ttc 


ttg 


ggt 


gaa gcc 


aca aac 


cct cct ggg agg 


cat 


gta 


192 


Leu 


Pro 


Ser 


Phe 


Leu 


Gly 


Glu Ala 


Thr Asn 


Pro Pro Gly Arg 


His 


Val 






50 










55 




60 








aag 


egg 


tat 


ggt 


cac 


ttt 


gaa gag 


cag ttg 


ggt cac ttc tta 


aaa 


agt 


240 


Lys 


Arg 


Tyr 


Gly 


His 


Phe 


Glu Glu 


Gin Leu 


Gly His Phe Leu 


Lys 


Ser 




65 










70 






75 




80 




gaa 


acc 


tac 


tat 


atg 


acc 


cag tea 


ttc tgc 


tec tat gca cct 


cct 


caa 


288 


Glu 


Thr 


Tyr 


Tyr 


Met 


Thr 


Gin Ser 


Phe Cys 


Ser Tyr Ala Pro 


Pro 


Gin 












85 






90 




95 






cag 


caa 


tgt 


ggc 


cag 


ggt 


gcc cag 


gat gag 


tgt gag aag gag 


ggc 


tgc 


336 


Gin 


Gin 


Cys 


Gly 


Gin 


Gly 


Ala Gin 


Asp Glu 


Cys Glu Lys Glu 


Gly 


Cys 










100 








105 


110 









40 



cat ggt tec cct gca gcc acc tct gac tct egg cag tgg gca get agg 384 
His Gly Ser Pro Ala Ala Thr Ser Asp Ser Arg Gin Trp Ala Ala Arg 
115 120 125 

act tee etc gag ggg ctg get gag etc ctt ggt get caa tgt egt ace 432 
Thr Ser Leu Glu Gly Leu Ala Glu Leu Leu Gly Ala Gin Cys Arg Thr 
130 135 ■ 140 

att tac tga 441 

He Tyr * 

145 



<210> 40 
<211> 146 
<212> PRT 
<213> Homo sapiens 

<400> 40 

Leu Gin Ser Tyr Arg Ser Asn Cys Gin Leu Asp Lys Pro Asn Ser Ser 
15 10 15 

Pro Ala Met Ala Pro Pro Asp Gly Ala Ala Leu Leu Leu Leu Leu Leu 

20 25 ■ 30 

Leu Phe Thr Ala Ala Ser He Lys Thr Ala Asn Ser He Gly Ser Pro 

35 40 45 

Leu Pro Ser Phe Leu Gly Glu Ala Thr Asn Pro Pro Gly Arg His Val 

50 55 60 

Lys Arg Tyr Gly His Phe Glu Glu Gin Leu Gly His Phe Leu Lys Ser 
65 70 75 80 

Glu Thr Tyr Tyr Met Thr Gin Ser Phe Cys Ser Tyr Ala Pro Pro Gin 

85 90 95 

Gin Gin Cys Gly Gin Gly Ala Gin Asp Glu Cys Glu Lys Glu Gly Cys 

100 105 110 

His Gly Ser Pro Ala Ala Thr Ser Asp Ser Arg Gin Trp Ala Ala Arg 

115 120 125 

Thr Ser Leu Glu Gly Leu Ala Glu Leu Leu Gly Ala Gin Cys Arg Thr 

130 135 140 

He Tyr 
145 

<210> 41 
<211> 441 
<212> DNA 



41 



<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(441) 





<400> 


41 
























atg 


ctg ttg 


ctg 


cag 


ctg 


ctg ctg 


ctg 


ctg 


ccg 


ccg 


ctg 


ctg 


etc 


ctg 


Met 


Leu Leu 


Leu 


Gin 


Leu 


Leu Leu 


Leu 


Leu 


Pro 


Pro 


Leu 


Leu 


Leu 


Leu 


1 






5 








10 










15 





ctt ttt tea gtc tea etc tgt tgc cca ggc tgg agt gaa gtg ggc atg 96 
Leu Phe Ser Val Ser Leu Cys Cys Pro Gly Trp Ser Glu Val Gly Met 
20 25 30 

gaa gtc aaa cca ggt etc cct tec cac aac teg ctg ccc cag ccc atg 144 
Glu Val Lys Pro Gly Leu Pro Ser His Asn Ser Leu Pro Gin Pro Met 
35 40 45 

gca gat gga cat ccc cca agg gca tta caa cca tgg cac aag gac acc 192 
Ala Asp Gly His Pro Pro Arg Ala Leu Gin Pro Trp His Lys Asp Thr 
50 55 60 

ctt ggt cca gag gga agt tgc aaa gtc tgg ttt gcc tgg aag gag etc 240 
Leu Gly Pro Glu Gly Ser Cys Lys Val Trp Phe Ala Trp Lys Glu Leu 
65 70 75 80 

ttc cag gtg gag gaa gcg gca gat aaa gaa act gaa gtt cag agt gtc 288 
Phe Gin Val Glu Glu Ala Ala Asp Lys Glu Thr Glu Val Gin Ser Val 
85 90 95 

age tta ccc aag gtc aca tct gaa aag cag cag aga cag gtt tea acc 336 
Ser Leu Pro Lys Val Thr Ser Glu Lys Gin Gin Arg Gin Val Ser Thr 
100 105 110 

cag att ggg ctg act cca age ccc atg ctg att ccc tgt ggc acc tgc 384 
Gin He Gly Leu Thr Pro Ser Pro Met Leu He Pro Cys Gly Thr Cys 
115 120 125 

etc teg get ggt aca gaa aac cag gga aag ctg tat ttg aat etc aac 432 
Leu Ser Ala Gly Thr Glu Asn Gin Gly Lys Leu Tyr Leu Asn Leu Asn 
130 135 140 



cca ate tga 
Pro He * 
145 



<210> 42 
<211> 146 
<212> PRT 

<213> Homo sapiens 
<400> 42 

Met Leu Leu Leu Gin Leu Leu Leu Leu Leu Pro Pro Leu Leu Leu Leu 
15 10 15 

Leu Phe Ser Val Ser Leu Cys Cys Pro Gly Trp Ser Glu Val Gly Met 

20 25 30 

Glu Val Lys Pro Gly Leu Pro Ser His Asn Ser Leu Pro Gin Pro Met 

35 40 45 

Ala Asp Gly His Pro Pro Arg Ala Leu Gin Pro Trp His Lys Asp Thr 

50 55 60 

Leu Gly Pro Glu Gly Ser Cys Lys Val Trp Phe Ala Trp Lys Glu Leu 
65 70 75 80 

Phe Gin Val Glu Glu Ala Ala Asp Lys Glu Thr Glu Val Gin Ser Val 

85 90 95 

Ser Leu Pro Lys Val Thr Ser Glu Lys Gin Gin Arg Gin Val Ser Thr 

100 105 110 

Gin He Gly Leu Thr Pro Ser Pro Met Leu He Pro Cys Gly Thr Cys 

115 120 125 

Leu Ser Ala Gly Thr Glu Asn Gin Gly Lys Leu Tyr Leu Asn Leu Asn 

130 135 140 

Pro He 
145 

<210> 43 
<211> 203 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(203) 

<400> 43 

atg act ggc tgt ccg gcg tea tea aga ege cga ggc ttc ggg etc ttt 



43 



Met Thr Gly Cys Pro Ala Sen Ser Arg Arg Arg Gly Phe Gly Leu Phe 
15 10 15 

ttc ate ttg cgt eta eac ege etc etg ttg ttg ttt etg gtt ttg cgt 96 
Phe He Leu Arg Leu His Arg Leu Leu Leu Leu Phe Leu Val Leu Arg 
20 25 30 

ggg acc etg gcc aac aaa ctt aac gtg cca cag gtg ttg eta ccc ttc 144 
Gly Thr Leu Ala Asn Lys Leu Asn Val Pro Gin Val Leu Leu Pro Phe 
35 40 45 

ggc cga gag cca ggc egg gtg cct ttc etg etg gag gcc cag egg ggc 192 
Gly Arg Glu Pro Gly Arg Val Pro Phe Leu Leu Glu Ala Gin Arg Gly 
50 55 60 

tgc tac act tg 203 
Cys Tyr Thr 
65 



<210> 44 

<211> 67 

<212> PRT 

<213> Homo sapiens 

<400> 44 
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Cys Pro 


Ala Ser 


Ser Arg Arg Arg Gly 
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Val 
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Asn Val Pro Gin Val 


Leu 


Leu 


Pro 


Phe 
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45 
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Arg 


Glu 


Pro Gly 


Arg Val 
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Gin 


Arg 


Gly 
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Tyr 


Thr 
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<210> 45 
<211> 441 
<212> DNA 
<213> Homo sapiens 



<220> 



44 



<221> CDS 

<222> (1)...(441) 





<400> 
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gcc 


ctg 


tct 


tgg 


ctg 


gcc 


ctg 


tee 
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115 










120 










125 








atg 


gaa 


gaa 


aaa 


tct 


ccc 


eta 


get 


tct 


age 


agg 


gga 


aaa 


gaa 


aag 


gag 


Met 


Glu 


Glu 
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Ser 


Arg 


Gly 
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Glu 


Lys 


Glu 
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144 
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240 



288 
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384 



432 



130 135 140 



ace act tag 
Thr Thr * 
145 
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<210> 46 
<211> 146 
<212> PRT 
<213> Homo sapiens 

<400> 46 
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384 
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<213> 


Homo sapiens 
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CDS 
















<222> 


(1)...(384) 














<400> 


47 
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gta aag 


ctg ctg etc tec ctg ctg tec aca 


act 


ggg 


gcc 


tgg 


age 


Met 


Val Lys 
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Gly 


Ala 
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Ser 
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5 
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46 



tgg 


ggt 


cac 


att ttd 


caa ceg gag 


ggt 


tct 


tgg 


gag 


Ctg 


tgg 
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96 
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<211> 
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<212> 


PRT 






















<213> 


Homo sapiens 




















<400> 


48 




















Met 


Val 


Lys 


Leu Leu 


Leu Ser Leu 


Leu 


Ser 


1 hr 


inr 


Gly 


Ala 


Trp Ser 




1 






5 






10 










15 




Trp 


Gly His 


He Leu 


Gin Pro Glu 


Gly 


Ser 


Trp 


Glu 


Leu 


Trp 


Leu Pro 










20 




25 
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Gly 


Ser Thr 


Val Ala Pro Thr Asp 


Leu 


Gin 


Trp 


Val 


Leu 


His 


Pro Gly 








35 




40 
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Leu 


Leu Ser 


Glu Thr Asn Thr Leu 


Pro 


Ser 


Phe 


Leu 


Leu 


Gly 


Thr Val 






50 






55 








60 











47 



Thr Thr Arg Thr Tyr Cys Ala Ser Gly Thr Val Gin Arg Leu Asp He 
65 70 75 80 

Ser Leu Leu Gin Pro Trp Gly Tyr Glu Lys Pro Cys Pro He Leu Ala 

85 90 95 

Glu Gly Ala Glu Val Gly Arg Arg Val Gly Thr Thr Glu Ser Arg Glu 

100 105 110 

Leu Asn Thr His Lys Glu Ser Lys He Cys Phe Tyr Ser Glu Ser 
115 120 125 

<210> 49 
<211> 1110 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(1110) 

<400> 49 

atg cca ccc atg ctg tgg ctg ctg etc cac ttt get gcc ccg gca ctg 48 

Met Pro Pro Met Leu Trp Leu Leu Leu His Phe Ala Ala Pro Ala Leu 

15 10 15 

ggg ttc tac ttt tec ate age tgc ccc agt ggt aag cag tgc caa cag 96 
Gly Phe Tyr Phe Ser He Ser Cys Pro Ser Gly Lys Gin Cys Gin Gin 
20 25 30 

gcc eta etc tea ggc aat gat att etc ctg tat tgc aac tec teg ggg 144 
Ala Leu Leu Ser Gly Asn Asp He Leu Leu Tyr Cys Asn Ser Ser Gly 
35 40 45 

gcg cac tgg tac tat tta ttc aca caa ggc aag aag ggc agg etc ace 192 
Ala His Trp Tyr Tyr Leu Phe Thr Gin Gly Lys Lys Gly Arg Leu Thr 
50 55 60 

age etc ace aat att tec aat atg gaa ata atg ccc gag gge age ett 240 
Ser Leu Thr Asn He Ser Asn Met Glu He Met Pro Glu Gly Ser Leu 
65 70 75 80 

etc att aaa gat cca ttg ccc tec cag acg gge etc tac cac tgc tgg 288 
Leu He Lys Asp Pro Leu Pro Ser Gin Thr Gly Leu Tyr His Cys Trp 
85 90 95 



48 



aac aag aat ggc cgc caa gtg gtg cag tat gaa att gac ttt cag gat 
Asn Lys Asn Gly Arg Gin Val Val Gin Tyr Glu He Asp Phe Gin Asp 
100 105 110 



336 



gtc acc acc ctg cat ata aca cac aag gac ctg ggt cag agg ccc ctg 
Val Thr Thr Leu His He Thr His Lys Asp Leu Gly Gin Arg Pro Leu 
115 120 125 



384 



cag aac gag acc ctg cat ttg ggc age aaa cag etc att ttt acc tgg 
Gin Asn Glu Thr Leu His Leu Gly Ser Lys Gin Leu He Phe Thr Trp 
130 135 140 



432 



tgg gag ccc tgg cag gac tgc aac cgc tgt gag gag ccg ggc gag tgt 480 

Trp Glu Pro Trp Gin Asp Cys Asn Arg Cys Glu Glu Pro Gly Glu Cys 
145 150 155 160 

aaa cgc ctg ggg tac cgc tac att gag gag cct ctg gag gaa gcc atg 528 

Lys Arg Leu Gly Tyr Arg Tyr He Glu Glu Pro Leu Glu Glu Ala Met 
165 170 175 

ccc tgc tgg etc tat ctg gga gag gtg ctg gtg tgg tct age cgc ttg 576 

Pro Cys Trp Leu Tyr Leu Gly Glu Val Leu Val Trp Ser Ser Arg Leu 
180 185 190 

egg cct gag ctg cag gtg gaa gcc tgc cac gtc cag tgc acc aat aac 524 

Arg Pro Glu Leu Gin Val Glu Ala Cys His Val Gin Cys Thr Asn Asn 

195 200 205 



aca cag tta agg gtg gat tac gtc att ttt gac aac tte agg etc gat 
Thr Gin Leu Arg Val Asp Tyr Val He Phe Asp Asn Phe Arg Leu Asp 
210 215 220 



672 



gag aag aca gaa ttt gtg tgg etc gac tgt ccc tta gga tec atg tac 
Glu Lys Thr Glu Phe Val Trp Leu Asp Cys Pro Leu Gly Ser Met Tyr 
225 230 235 240 



720 



agg ccc gtc aac tgg cgt gcc aac gac ace ccc ctg aeg tgg gag age 
Arg Pro Val Asn Trp Arg Ala Asn Asp Thr Pro Leu Thr Trp Glu Ser 
245 250 255 



768 



cag etc tee ggc cag gac ttc acc acc ttt ctg gac ccc tee acc ggc 
Gin Leu Ser Gly Gin Asp Phe Thr Thr Phe Leu Asp Pro Ser Thr Gly 
260 265 270 



816 



49 



ggc agg cag ctg cag gtt ttc cag ccg gcc gtc tac aag tgc ttc gtg 
Gly Arg 61 n Leu Gin Val Phe Gin Pro Ala Val Tyr Lys Cys Phe Val 
275 280 285 



864 



cag cag gag etc gtg gcc cag ttc aaa ccc gcc gcc agt ctg gag acg 
Gin Gin Glu Leu Val Ala Gin Phe Lys Pro Ala Ala Ser Leu Glu Thr 
290 295 300 



912 



ctg gag get cag tgg aga gag aac gat gcc cag tgg egg gag gca agg 
Leu Glu Ala Gin Trp Arg Glu Asn Asp Ala Gin Trp Arg Glu Ala Arg 
305 310 315 320 

aag gcc ctg egg ggc agg gcg gac tec gtg etc aag ggg ctg aag ctg 
Lys Ala Leu Arg Gly Arg Ala Asp Ser Val Leu Lys Gly Leu Lys Leu 
325 330 335 



960 



1008 



gtg ctg etc gtg gtc acc gtc ctg gcc ctg ctg ggg gcg ctg etc aag 
Val Leu Leu Val Val Thr Val Leu Ala Leu Leu Gly Ala Leu Leu Lys 
340 345 350 



1056 



tgc ate cac cct tec ccg ggc agg aga age aca cag gtg ctg gtg gtg 
Cys He His Pro Ser Pro Gly Arg Arg Ser Thr Gin Val Leu Val Val 
355 360 365 



1104 



aaa taa 
Lys * 



1110 



<210> 50 
<211> 369 
<212> PRT 
<213> Homo sapiens 

<400> 50 

Met Pro Pro Met Leu Trp Leu Leu Leu His Phe Ala Ala Pro Ala Leu 

15 10 15 

Gly Phe Tyr Phe Ser He Ser Cys Pro Ser Gly Lys Gin Cys Gin Gin 

20 25 30 

Ala Leu Leu Ser Gly Asn Asp He Leu Leu Tyr Cys Asn Ser Ser Gly 

35 40 45 

Ala His Trp Tyr Tyr Leu Phe Thr Gin Gly Lys Lys Gly Arg Leu Thr 



50 



50 

Ser Leu 
65 

Leu He 

Asn Lys 

Val Thr 

Gin Asn 
130 
Trp Glu 
145 

Lys Arg 

Pro Cys 

Arg Pro 

Thr Gin 
210 
Glu Lys 
225 

Arg Pro 

Gin Leu 

Gly Arg 

Gin Gin 
290 
Leu Glu 
305 

Lys Ala 
Val Leu 
Cys He 
Lys 



Thr Asn 

Lys Asp 

Asn Gly 
100 
Thr Leu 
115 

Glu Thr 

Pro Trp 

Leu Gly 

Trp Leu 
180 
Glu Leu 
195 

Leu Arg 

Thr Glu 

Val Asn 

Ser Gly 
260 
Gin Leu 
275 

Glu Leu 

Ala Gin 

Leu Arg 

Leu Val 
340 
His Pro 
355 



He Ser 
70 

Pro Leu 
85 

Arg Gin 

His He 

Leu His 

Gin Asp 
150 
Tyr Arg 
165 

Tyr Leu 

Gin Val 

Val Asp 

Phe Val 
230 
Trp Arg 
245 

Gin Asp 

Gin Val 

Val Ala 

Trp Arg 
310 
Gly Arg 
325 

Val Thr 
Ser Pro 



55 

Asn Met 

Pro Ser 

Val Val 

Thr His 
120 
Leu Gly 
135 

Cys Asn 

Tyr He 

Gly Glu 

Glu Ala 
200 
Tyr Val 
215 

Trp Leu 

Ala Asn 

Phe Thr 

Phe Gin 
280 
Gin Phe 
295 

Glu Asn 

Ala Asp 

Val Leu 

Gly Arg 
360 



Glu He 

Gin Thr 
90 

Gin Tyr 
105 

Lys Asp 

Ser Lys 

Arg Cys 

Glu Glu 
170 
Val Leu 
185 

Cys His 

He Phe 

Asp Cys 

Asp Thr 
250 
Thr Phe 
265 

Pro Ala 

Lys Pro 

Asp Ala 

Ser Val 
330 
Ala Leu 
345 

Arg Ser 



60 
Met Pro 
75 

Gly Leu 

Glu He 

Leu Gly 

Gin Leu 
140 
Glu Glu 
155 

Pro Leu 

Val Trp 

Val Gin 

Asp Asn 
220 
Pro Leu 
235 

Pro Leu 

Leu Asp 

Val Tyr 

Ala Ala 
300 
Gin Trp 
315 

Leu Lys 
Leu Gly 
Thr Gin 



Glu Gly 

Tyr His 

Asp Phe 
110 
Gin Arg 
125 

He Phe 

Pro Gly 

Glu Glu 

Ser Ser 
190 
Cys Thr 
205 

Phe Arg 

Gly Ser 

Thr Trp 

Pro Ser 
270 
Lys Cys 
285 

Ser Leu 



Ser Leu 
80 
Cys Trp 
95 

Gin Asp 

Pro Leu 

Thr Trp 

Glu Cys 
160 
Ala Met 
175 

Arg Leu 

Asn Asn 

Leu Asp 

Met Tyr 
240 
Glu Ser 
255 

Thr Gly 
Phe Val 
Glu Thr 



Arg Glu Ala Arg 
320 

Gly Leu Lys Leu 
335 

Ala Leu Leu Lys 
350 

Val Leu Val Val 
365 



<210> 51 



51 



<211> 759 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1).. .(759) 



<400> 51 

atg gca gcc ccc gcc ctg ctg etc eta gca ctg ctg ctg ccc gtg ggg 

Met Ala A1a Pro Ala Leu Leu Leu Leu Ala Leu Leu Leu Pro Val Gly 

15 10 15 



48 



gcc tgg ccc ggg ctg ccc agg agg ccc tgt gtg cac tgc tgc cgc ccg 

Ala Trp Pro Gly Leu Pro Arg Arg Pro Cys Val His Cys Cys Arg Pro 
20 25 30 

gcc tgg ccc cct gga ccc tat gcc egg gtg agt gac agg gac ctg tgg 

Ala Trp Pro Pro Gly Pro Tyr Ala Arg Val Ser Asp Arg Asp Leu Trp 
35 40 45 



96 



144 



agg ggg gac ctg tgg agg ggg ctg cct cga gta egg ccc act ata gac 
Arg Gly Asp Leu Trp Arg Gly Leu Pro Arg Val Arg Pro Thr He Asp 
50 55 60 



192 



ate gaa ate etc aaa ggt gag aag ggt gag gee ggc gte cga ggt egg 240 

He Glu He Leu Lys Gly Glu Lys Gly Glu Ala Gly Val Arg Gly Arg 
65 70 75 80 

gcc ggc agg age ggg aaa gag ggg ccg cca gge gcc egg ggc ctg cag 288 

Ala Gly Arg Ser Gly Lys Glu Gly Pro Pro Gly Ala Arg Gly Leu Gin 
85 90 95 



ggc cgc aga gge cag aag ggg cag gtg ggg ccg ccg ggc gcc gcg tgc 
Gly Arg Arg Gly Gin Lys Gly Gin Val Gly Pro Pro Gly Ala Ala Cys 
100 105 110 



336 



cga cgt gcc tac gee gcc ttc tec gtg ggc egg cgc gag ggc ctg cac 
Arg Arg Ala Tyr Ala Ala Phe Ser Val Gly Arg Arg Glu Gly Leu His 
115 120 125 



384 



age tec gac cac ttc cag gcg gtg cec ttc gae acg gag ctg gtg aac 
•Ser Ser Asp His Phe Gin Ala Val Pro Phe Asp Thr Glu Leu Val Asn 



432 



52 



130 135 140 

ctg gac ggc gcc ttc gac ctg gcc gcg ggc cgc ttc etc tgc acg gtg 480 
Leu Asp Gly Ala Phe Asp Leu Ala Ala Gly Arg Phe Leu Cys Thr Val 
145 150 155 160 

ccc ggc gtc tac ttc etc age etc aac gtg cac acc tgg aac tac aag 528 
Pro Gly Val Tyr Phe Leu Ser Leu Asm Val His Thr Trp Asn Tyr Lys 
155 170 175 

gag acc tac ctg cac ate atg ctg aac egg egg ccc gcg gcc gtg etc 576 
Glu Thr Tyr Leu His He Met Leu Asn Arg Arg Pro Ala Ala Val Leu 
180 185 190 

tac gcg cag ccc age gag cgc age gtc atg cag gcc cag age ctg atg 624 
Tyr Ala Gin Pro Ser Glu Arg Ser Val Met Gin Ala Gin Ser Leu Met 
195 200 205 

ctg ctg ctg gcg gcg ggc gac gee gtc tgg gtg cgc atg ttc cag cgc 672 
Leu Leu Leu Ala Ala Gly Asp Ala Val Trp Val Arg Met Phe Gin Arg 
210 215 220 

gac egg gac aac gee ate tac ggc gag cac gga gac etc tac ate ace 720 
Asp Arg Asp Asn Ala He Tyr Gly Glu His Gly Asp Leu Tyr He Thr 
225 230 235 240 

ttc age ggc cac ctg gtc aag eeg gcc gcc gag ctg tag 759 
Phe Ser Gly His Leu Val Lys Pro Ala Ala Glu Leu * 
245 250 



<210> 52 
<211> 252 
<212> PRT 
<213> Homo sapiens 

<400> 52 
Met Ala Ala Pro Ala Leu Leu Leu 

1 5 
Ala Trp Pro Gly Leu Pro Arg Arg 
20 

Ala Trp Pro Pro Gly Pro Tyr Ala 
35 40 



Leu Ala Leu Leu Leu Pro Val Gly 

10 15 
Pro Cys Val His Cys Cys Arg Pro 
25 30 
Arg Val Ser Asp Arg Asp Leu Trp 
45 



53 





Arg 


Gly 
50 


Asp 


Leu 


Trp 


Arg Gly Leu 
55 


Pro Arg 


Val 


Arg 
60 


Pro 


Thr 


He 


Asp 




He 


Glu 


He 


Leu 


Lys 


Gly Glu Lys 


Gly Glu 


Ala 


Gly 


Val 


Arg 


Gly 


Arg 




65 










70 




75 










80 
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Gly 


Arg 


Ser 


Gly 
85 


Lys Glu Gly 


Pro Pro 
90 


Gly 


Ala 


Arg 


Gly 


Leu 
95 


Gin 




Gly 


Arg 


Arg 


Gly 
100 


Gin 


Lys Gly Gin 


Val Gly 
105 


Pro 


Pro 


Gly 


Ala 

no 


Ala 


Cys 




Arg 


Arg 


Ala 
115 


Tyr 


Ala 


Ala Phe Ser 
120 


Val Gly 


Arg 


Arg 


Glu 
125 


Gly 


Leu 


His 




Ser 


Ser 
130 


Asp 


His 


Phe 


Gin Ala Val 
135 


Pro Phe 


Asp 


Thr 
140 


Glu 


Leu 


Val 


Asn 




Leu 


Asp 


Gly 


Ala 


Phe 


Asp Leu Ala 


Ala Gly 


Arg 


Phe 


Leu 


Cys 


Thr 


Val 




145 










150 




155 










160 




Pro 


Gly 


Val 


Tyr 


Phe 
165 


Leu Ser Leu 


Asn Val 
170 


His 


Thr 


Trp 


Asn 


Tyr 

175 


Lys 


\M 


Glu 


Thr 


Tyr 


Leu 


His 


He Met Leu 


Asn Arg 


Ara 


Pro 


Ala 


Ala 


Val 


Leu 










180 






185 








190 








Tvr 


Ala 


Gin 


Pro 


Spr 


fil 11 Arn '^pr 


Val Mpt 


Gin 


Al a 


filn 




I PI i 










195 






200 








205 








sf 


Leu 


Leu 
210 


Leu 


Ala 


Ala 


Gly Asp Ala 
215 


Val Trp 


Val 


Arg 
220 


Met 


Phe 


Gin 


Arg 




Asp 


Arg 


Asp 


Asn 


Ala 


He Tyr Gly 


Glu His 


Gly 


Asp 


Leu 


Tyr 


He 


Thr 




225 










230 




235 










240 




Phe 


Ser 


Gly 


His 


Leu 
245 


Val Lys Pro 


Ala Ala 
250 


Glu 


Leu 











<210> 53 

<211> 293 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(293) 



<400> 53 

atg cag gcc ccc teg etc etc age gtg gtg gcc gtc tgg ctg acc tgg 48 

Met Gin Ala Pro Ser Leu Leu Ser Val Val Ala Val Trp Leu Thr Trp 

15 10 15 

gcc aat ggg gcc ate aac cct gtc ate tac gcc ate cgc aat ccc aac 96 

Ala Asn Gly Ala He Asn Pro Val He Tyr Ala He Arg Asn Pro Asn 



54 



20 



25 



30 



att teg atg etc eta ggg egc aae cgc gag gag gge tac egg act agg 
He Ser Met Leu Leu Gly Arg Asn Arg Glu Glu Gly Tyr Arg Thr Arg 
35 40 45 



144 



aat gtg gae get ttc ctg ccc age cag gge ccg ggt ctg caa gee aga 
Asn Va1 Asp Ala Phe Leu Pro Ser Gin Gly Pro Gly Leu Gin Ala Arg 
50 55 60 



192 



age egc agt egc ctt cga aae cgc tat gee aae egg ctg ggg gee tgc 
Ser Arg Ser Arg Leu Arg Asn Arg Tyr Ala Asn Arg Leu Gly Ala Cys 
65 70 75 80 



240 



aae agg atg tec tct tee aae ccg gee age gga gtg gea ggg gae gtg 
Asn Arg Met Ser Ser Ser Asn Pro Ala Ser Gly Val Ala Gly Asp Val 
85 90 95 



288 



gee at 
Ala 



293 



<210> 54 

<211> 97 

<212> PRT 

<213> Homo sapiens 

<400> 54 

Met Gin Ala Pro Ser Leu Leu Ser Val Val Ala Val Trp Leu Thr Trp 

15 10 15 

Ala Asn Gly Ala He Asn Pro Val He Tyr Ala He Arg Asn Pro Asn 

20 25 30 

He Ser Met Leu Leu Gly Arg Asn Arg Glu Glu Gly Tyr Arg Thr Arg 

35 40 45 

Asn Val Asp Ala Phe Leu Pro Ser Gin Gly Pro Gly Leu Gin Ala Arg 

50 55 60 

Ser Arg Ser Arg Leu Arg Asn Arg Tyr Ala Asn Arg Leu Gly Ala Cys 
65 70 75 80 

Asn Arg Met Ser Ser Ser Asn Pro Ala Ser Gly Val Ala Gly Asp Val 
85 90 95 

Ala 



55 



<210> 55 
<211> 258 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1).. .(258) 

<400> 55 

atg tea ccg ccg ccg ccg ctg ctg ctg ctg ctg ctg ctg agt ctg gcg 48 
Met Ser Pro Pro Pro Pro Leu Leu Leu Leu Leu Leu Leu Ser Leu Ala 
15 10 15 

ctg ctg ggc gcc egg gcc cgc gcc gag ccc gcc ggg agt gcc gtc ccc 96 
Leu Leu Gly Ala Arg Ala Arg Ala Glu Pro Ala Gly Ser Ala Val Pro 
20 25 30 



gcg cag age cgc cca tgc gtg gac tgc cac gcc ttc gag ttc atg cag 
Ala Gin Ser Arg Pro Cys Val Asp Cys His Ala Phe Glu Phe Met Gin 
35 40 45 



144 



cgc gcc ctg cag gac ctg egg aag aca gee tgc age ctg gac gcg egg 192 
Arg Ala Leu Gin Asp Leu Arg Lys Thr Ala Cys Ser Leu Asp Ala Arg 
50 55 50 

acg gag ace eta ctg ctg cag gca gag cgc cgt gcc ctg tgt gcc tgc 240 
Thr Glu Thr Leu Leu Leu Gin Ala Glu Arg Arg Ala Leu Cys Ala Cys 
65 70 75 80 

tgg cca gcg ggg cac tga 258 
Trp Pro Ala Gly His * 
85 



<210> 56 

<211> 85 

<212> PRT 

<213> Homo sapiens 



<400> 55 

Met Ser Pro Pro Pro Pro Leu Leu Leu Leu Leu Leu Leu Ser Leu Ala 



56 



15 10 15 

Leu Leu Gly Ala Arg Ala Arg Ala Glu Pro Ala Gly Ser Ala Val Pro 

20 25 30 

Ala Gin Ser Arg Pro Cys Val Asp Cys His Ala Phe Glu Phe Met Gin 

35 40 45 

Arg Ala Leu Gin Asp Leu Arg Lys Thr Ala Cys Ser Leu Asp Ala Arg 

50 55 60 

Thr Glu Thr Leu Leu Leu Gin Ala Glu Arg Arg Ala Leu Cys Ala Cys 
65 70 75 80 

Trp Pro Ala Gly His 
85 

<210> 57 
<211> 570 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(570) 

<400> 57 

atg gag gaa caa gcc aca cag ggg gtt cca aag tct cca ggg gat get 

Met Glu Glu Gin Ala Thr Gin Gly Val Pro Lys Ser Pro Gly Asp Ala 
15 10 15 

gag gaa gcc ttc ctt gcc ctg tec tgg gtc ttg gcc age ggt ggg etc 
Glu Glu Ala Phe Leu Ala Leu Ser Trp Val Leu Ala Ser Gly Gly Leu 
20 25 30 

ccc agg gae etc acc agg aeg gca ttt tgc gag age cga age egg aag 
Pro Arg Asp Leu Thr Arg Thr Ala Phe Cys Glu Ser Arg Ser Arg Lys 
35 40 45 

egg cct egg ggt gcg ctg cac cgc etc ttc egg ggc etc tct agg ccg 
Arg Pro Arg Gly Ala Leu His Arg Leu Phe Arg Gly Leu Ser Arg Pro 
50 55 60 

gag cgc ggg att teg gtg gee ggg aga ggc egg aac ggc ttc gcg ggg 
Glu Arg Gly He Ser Val Ala Gly Arg Gly Arg Asn Gly Phe Ala Gly 
65 70 75 80 

cag egg cgc etc ctg gcg ggc ctg ggg tea ggc agt ccg tgg ggg gtc 



Gin Arg Arg Leu Leu Ala Gly Leu Gly Ser Gly Ser Pro Trp Gly Val 
85 90 95 

tgg ctg get ccc tgc agt aca cac ctg cgc cga tgc cca gcg ttg agg 
Trp Leu Ala Pro Cys Ser Thr His Leu Arg Arg Cys Pro Ala Leu Arg 
100 105 110 

ccc tac cca tec egg ggg ace ttt ccc etc ccg cct ccc gee ctt ctg 
Pro Tyr Pro Ser Arg Gly Thr Phe Pro Leu Pro Pro Pro Ala Leu Leu 
115 120 125 

teg get ttc ttc cca egg ate tgc eag gaa gee tte cag gae tgt cct 
Ser Ala Phe Phe Pro Arg He Cys Gin 61 u Ala Phe Gin Asp Cys Pro 
130 135 140 

gga gca tea agg etc gac cge aeg gee atg ggt ace gae cat ccc age 
Gly Ala Ser Arg Leu Asp Arg Thr Ala Met Gly Thr Asp His Pro Ser 
145 150 ■ 155 160 

cac acg get ggg caa cgt gtg gtg ggt cac cgc gca gee aga etc egg 
His Thr Ala Gly Gin Arg Val Val Gly His Arg Ala Ala Arg Leu Arg 
165 170 175 

ctg gtg acc gee agg ggt cag cag agg cct cct ttt gca tag 
Leu Val Thr Ala Arg Gly Gin Gin Arg Pro Pro Phe Ala * 
180 185 



<210> 58 
<211> 189 
<212> PRT 
<213> Homo sapiens 

<400> 58 

Met Glu Glu Gin Ala Thr Gin Gly Val Pro Lys Ser Pro Gly Asp Ala 

15 10 15 

Glu Glu Ala Phe Leu Ala Leu Ser Trp Val Leu Ala Ser Gly Gly Leu 

20 25 30 

Pro Arg Asp Leu Thr Arg Thr Ala Phe Cys Glu Ser Arg Ser Arg Lys 

35 40 45 

Arg Pro Arg Gly Ala Leu His Arg Leu Phe Arg Gly Leu Ser Arg Pro 

50 55 60 

Glu Arg Gly He Ser Val Ala Gly Arg Gly Arg Asn Gly Phe Ala Gly 



58 



65 




70 


Gin Arg 


Arg Leu Leu 


Ala Gly Leu 




85 




Trp Leu 


Ala Pro Cys 


Ser Thr His 




100 




Pro Tvr 


Pro Ser Arg 


Gly Thr Phe 




115 


120 


OCT [ r\ 1 a 


php php Ppo 


Ara lie Cvs 

/MM XIV— — 


130 




135 


Gly Ala 


Ser Arg Leu 


Asp Arg Thr 


145 




150 


His Thr 


Ala Gly Gin 


Arg Val Val 




155 




Leu Val 


Thr Ala Arg 


Gly Gin Gin 




180 





75 80 
Gly Ser Gly Ser Pro Trp Gly Val 

90 95 
Leu Arg Arg Cys Pro Ala Leu Arg 
105 110 
Pro Leu Pro Pro Pro Ala Leu Leu 
125 

Gin Glu Ala Phe Gin Asp Cys Pro 
140 

Ala Met Gly Thr Asp His Pro Ser 
155 160 
Gly His Arg Ala Ala Arg Leu Arg 

170 175 
Arg Pro Pro Phe Ala 
185 



<210> 59 

<211> 498 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(498) 



<400> 59 

atg aga aag ata ctt ttc eta aac ctg tgg ate tea eta gtg aaa gca 

Met Arg Lys He Leu Phe Leu Asn Leu Trp He Ser Leu Val Lys Ala 
15 10 15 



48 



age aca tac cag gga gaa cag gaa gcc aga ggc acc aac aac act gag 
Ser Thr Tyr Gin Gly Glu Gin Glu Ala Arg Gly Thr Asn Asn Thr Glu 
20 25 30 



96 



ttt gat gca aaa aag ggg gac ttt agt tea ggc tgc ata aaa aca gga 
Phe Asp Ala Lys Lys Gly Asp Phe Ser Ser Gly Cys He Lys Thr Gly 
35 40 45 



144 



ggc cga ttc aat gca tgg ata aac ggg tct gtc tac etc cat cgc cgc 
Gly Arg Phe Asn Ala Trp He Asn Gly Ser Val Tyr Leu His Arg Arg 
50 55 60 



192 



teg tea agt gca atg gga acc gat gaa aca ctg aag gcc tct ggg ctg 



240 



Ser Sen Ser Ala Met Gly Thr Asp Glu Thr Leu Lys Ala Ser Gly Leu 
65 70 75 80 

gcg tea acc gaa gag aca ccg gcc aag cac agt gac cgc aac egg ctg 
Ala Ser Thr Glu Glu Thr Pro Ala Lys His Ser Asp Arg Asn Arg Leu 
85 90 95 

gaa caa acc cca egg gac cea gag tgg gae cag gee tgg ggg cgc aag 
Glu Gin Thr Pro Arg Asp Pro Glu Trp Asp Gin Ala Trp Gly Arg Lys 
100 105 110 

gag gee egg ctg cca tec gte gca tgc gea aag gag ggg etc ace caa 
Glu Ala Arg Leu Pro Ser Val Ala Cys Ala Lys Glu Gly Leu Thr Gin 
115 120 125 

caa aeg ata tgc age gee gcg gtt tct gcg ccg ctg gtc cec aeg gtg 
Gin Thr He Cys Ser Ala Ala Val Ser Ala Pro Leu Val Pro Thr Val 
130 135 140 

gag tea cac aeg cag tec gtt gac cet gta aag gga aaa aga agg tec 
Glu Ser His Thr Gin Ser Val Asp Pro Val Lys Gly Lys Arg Arg Ser 
145 150 155 160 

caa ata gca tea gaa taa 
Gin lie Ala Ser Glu * 
165 



<210> 60 

<211> 165 

<212> PRT 

<213> Homo sapiens 

<400> 60 

Met Arg Lys He Leu Phe Leu Asn Leu Trp He Ser Leu Val Lys Ala 

15 10 15 

Ser Thr Tyr Gin Gly Glu Gin Glu Ala Arg Gly Thr Asn Asn Thr Glu 

20 25 30 

Phe Asp Ala Lys Lys Gly Asp Phe Ser Ser Gly Cys He Lys Thr Gly 

35 40 45 

Gly Arg Phe Asn Ala Trp He Asn Gly Ser Val Tyr Leu His Arg Arg 

50 55 50 

Ser Ser Ser Ala Met Gly Thr Asp Glu Thr Leu Lys Ala Ser Gly Leu 



60 
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1 nr 
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Apg 


ASp 
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rrO blU 


1 rp Asp b 1 n 


A1 =1 

A 1 a 


Irp 


b ly 


Arg 


Lys 






100 








10b 






110 






Glu Ala 


Arg 


Leu 


Pro 


Ser 


Val Ala 


Cys Ala Lys 


Glu 


Gly 


Leu 


Thr 


Gin 




115 








120 






125 








Gin Thr 


lie 


Cys 


Ser 


Ala 


Ala Val 


Ser Ala Pro 


Leu 


Val 


Pro 


Thr 


Val 


130 










135 




140 










Glu Ser 


His 


Thr 


Gin 


Ser 


Val Asp 


Pro Val Lys 


Gly 


Lys 


Arg 


Arg 


Ser 


145 








150 




155 










150 


Gin He 


Ala 


Ser 


Glu 



















165 



<210> 61 
<211> 462 
<212> DNA 
<213> Homo sapiens 



<220> 




















<221> 


CDS 


















<222> 


(1). 


, . . (462) 
















<400> 


61 


















atg cac ctg 


egg 


ctg eta 


cca eta 


ctg ctt ctg 


eta 


atg 


ctg 


teg 


tta 


Met His Leu 


Arg 


Leu Leu 


Pro Leu 


Leu Leu Leu 


Leu 


Met 


Leu 


Ser 


Leu 


1 




5 




10 








15 




aaa ctg atg 


get 


acc acg 


cgt ggt 


cga tta tgt 


get 


acg 


tet 


tgt 


gca 


Lys Leu Met 


Ala 


Thr Thr 


Arg Gly 


Arg Leu Cys 


Ala 


Thr 


Ser 


Cys 


Ala 




20 






25 






30 







aga etc caa gtt ctt cag tgt cga act ctt gga ctt aca cca gtg gtt 144 
Arg Leu Gin Val Leu Gin Cys Arg Thr Leu Gly Leu Thr Pro Val Val 

35 40 , 45 

tgc cag egg etc teg age ctt ctg eta cag act gaa ggc tac get etc 192 
Cys Gin Arg Leu Ser Ser Leu Leu Leu Gin Thr Glu Gly Tyr Ala Leu 
50 55 60 

ggc ttc cct act ttt agg get ttg gga ctt gaa ctg get tec ttg etc 240 
Gly Phe Pro Thr Phe Arg Ala Leu Gly Leu Glu Leu Ala Ser Leu Leu 
65 70 75 , 80 



61 



etc age ttg cag atg gcc tat tgt ggg act tta cct tgt gat cat aat 288 
Leu Ser Leu Gin Met Ala Tyr Cys Gly Thr Leu Pro Cys Asp His Asn 
85 90 95 

get acg ctg tea eet gea gga aag eet gag cag ata aag atg get tct 336 
Ala Thr Leu Ser Pro Ala Gly Lys Pro Glu Gin He Lys Met Ala Ser 
100 105 110 

gca cct gga gga aat ggg aat ttc cag ega gae agg aag aaa atg att 384 
Ala Pro Gly Gly Asn Gly Asn Phe Gin Arg Asp Arg Lys Lys Met He 
115 120 125 

caa aat ttg aaa get ata agt gae eac att att cec act gea tat gaa 432 
Gin Asn Leu Lys Ala He Ser Asp His He He Pro Thr Ala Tyr Glu 
130 135 140 

gaa att gat gca cag gaa ata aac gtt tga 452 
Glu He Asp Ala Gin Glu He Asn Val * 
145 150 



<210> 62 

<211> 153 

<212> PRT 

<213> Homo sapiens 



<400> 62 



Met 


His 


Leu 


Arg 


Leu 


Leu 


Pro 


Leu 


Leu 


Leu 


Leu 


Leu 


Met 


Leu 


Ser 


Leu 


1 








5 










10 










15 




Lys 


Leu 


Met 


Ala 


Thr 


Thr 


Arg 


Gly 


Arg 


Leu 


Cys 


Ala 


Thr 


Ser 


Cys 


Ala 








20 










25 










30 






Arg 


Leu 


Gin 


Val 


Leu 


Gin 


Cys 


Arg 


Thr 


Leu 


Gly 


Leu 


Thr 


Pro 


Val 


Val 






35 










40 










45 








Cys 


Gin 


Arg 


Leu 


Ser 


Ser 


Leu 


Leu 


Leu 


Gin 


Thr 


Glu 


Gly 


Tyr 


Ala 


Leu 




50 










55 










60 










Gly 


Phe 


Pro 


Thr 


Phe 


Arg 


Ala 


Leu 


Gly 


Leu 


Glu 


Leu 


Ala 


Ser 


Leu 


Leu 


65 










70 










75 










80 


Leu 


Ser 


Leu 


Gin 


Met 


Ala 


Tyr 


Cys 


Gly 


Thr 


Leu 


Pro 


Cys 


Asp 


His 


Asn 










85 










90 










95 




Ala 


Thr 


Leu 


Ser 


Pro 


Ala 


Gly 


Lys 


Pro 


Glu 


Gin 


He 


Lys 


Met 


Ala 


Ser 








100 










105 










110 






Ala 


Pro 


Gly 


Gly 


Asn 


Gly 


Asn 


Phe 


Gin 


Arg 


Asp 


Arg 


Lys 


Lys 


Met 


He 



62 



115 120 125 

Gin Asn Leu Lys Ala He Ser Asp His He He Pro Thr Ala Tyr Glu 

130 135 140 

Glu He Asp Ala Gin Glu He Asn Val 
145 150 



<210> 63 

<211> 315 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(315) 



<400> 63 

atg aag gtt gga gga etc age aag aca get ttt tct tct acc ttc ttc 
Met Lys Val Gly Gly Leu Ser Lys Thr Ala Phe Ser Ser Thr Phe Phe 
15 10 15 



tec etg ett ttt cca gee tea ctg gea get gat tgg atg gtg ccc aec 96 
Ser Leu Leu Phe Pro Ala Ser Leu Ala Ala Asp Trp Met Val Pro Thr 
20 25 30 

aca ttg tgg aca tta gaa eta aag ttt ett ggg cet tta gac ttg agg 144 
Thr Leu Trp Thr Leu Glu Leu Lys Phe Leu Gly Pro Leu Asp Leu Arg 
35 40 45 

get tac ate agt ggc ccc caa ttt etc aaa ett tea act tea aat aaa 192 
Ala Tyr He Ser Gly Pro Gin Phe Leu Lys Leu Ser Thr Ser Asn Lys 
50 55 60 



gtt aca tee tea gat ccc cca ggt tct tct ttg gac tea gac tgg att 
Val Thr Ser Ser Asp Pro Pro Gly Ser Ser Leu Asp Ser Asp Trp He 
65 70 75 80 



aca tea aaa get ttc etg gtt ett cag ttt gaa gac age atg ttg tgg 
Thr Ser Lys Ala Phe Leu Val Leu Gin Phe Glu Asp Ser Met Leu Trp 
85 90 95 



288 



gac ttc tea ace tct ata att gtg tga 
Asp Phe Ser Thr Ser He He Val * 
100 



315 



63 



<210> 64 
<211> 104 
<212> PRT 
<213> Homo sapiens 

<400> 64 



Met 


Lys 


Val 


Gly 


Gly 


Leu 


Ser 


Lys Thr Ala Phe Ser 


Ser Thr Phe 


Phe 


1 








5 






10 


15 




Ser 


Leu 


Leu 


Phe 


Pro 


Ala 


Ser 


Leu Ala Ala Asp Trp 


Met Val Pro 


Thr 








20 








25 


30 




Thr 


Leu 


Trp 


Thr 


Leu 


Glu 


Leu 


Lys Phe Leu Gly Pro 


Leu Asp Leu 


Arg 






35 










40 


45 




Ala 


Tyr 


He 


Ser 


Gly 


Pro 


Gin 


Phe Leu Lys Leu Ser 


Thr Ser Asn 


Lys 




50 










55 


60 






Val 


Thr 


Ser 


Ser 


Asp 


Pro 


Pro 


Gly Ser Ser Leu Asp 


Ser Asp Trp 


He 


65 










70 




75 




80 


Thr 


Ser 


Lys 


Ala 


Phe 


Leu 


Val 


Leu Gin Phe Glu Asp 


Ser Met Leu 


Trp 










85 






90 


95 




Asp 


Phe 


Ser 


Thr 


Ser 


He 


He 


Val 







100 



<210> 65 
<211> 339 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(339) 

<400> 65 

atg tgg gat gaa tea agt aca acc aca tgt gtt cca aag gtc aat gag 48 

Met Trp Asp Glu Ser Ser Thr Thr Thr Cys Val Pro Lys Val Asn Glu 
15 10 15 

agg etc ttc gtg ctt tta gca tta att ttg cct cca ttg aca tea gag 96 
Arg Leu Phe Val Leu Leu Ala Leu He Leu Pro Pro Leu Thr Ser Glu 
20 25 30 



att ctg gat aac aac cgc etc aga caa ata ttt gta gtg ttt gge cct 144 
He Leu Asp Asn Asn Arg Leu Arg Gin He Phe Val Val Phe Gly Pro 



64 



35 40 45 

cac aat ctt ctg caa gca gtt ggc cag aag aaa cac ata aaa cac aga 192 
His Asn Leu Leu Gin Ala Val Gly Gin Lys Lys His He Lys His Arg 
50 55 60 

aca cag acg tat ctg gtc ttt tea gaa aca gca aat aga gag oca ctg 240 
Thr Gin Thr Tyr Leu Val Phe Ser Glu Thr Ala Asn Arg 61 u Pro Leu 
55 70 75 80 

aaa act ggc tec ctt ggg get ctg caa gaa aca get age acc tct ggc 288 
Lys Thr Gly Ser Leu Gly Ala Leu Gin Glu Thr Ala Ser Thr Ser Gly 
85 90 95 

gat gga ggc cag cca cac etc act acc ttg aaa agt agg gta act cag 336 
Asp Gly Gly Gin Pro His Leu Thr Thr Leu Lys Ser Arg Val Thr Gin 
100 105 110 

tag 339 

•k 



<210> 66 
<211> 112 
<212> PRT 
<213> Homo sapiens 





<400> 


66 


















Met 


Trp 


Asp 


Glu 


Ser 


Ser 


Thr 


Thr Thr 


Cys Val 


Pro Lys Val 


Asn 


Glu 


1 








5 








10 




15 




Arg 


Leu 


Phe 


Val 


Leu 


Leu 


Ala 


Leu He 


Leu Pro 


Pro Leu Thr 


Ser 


Glu 








20 








25 




30 






He 


Leu 


Asp 


Asn 


Asn 


Arg 


Leu 


Arg Gin 


He Phe 


Val Val Phe 


Gly 


Pro 






35 










40 




45 






His 


Asn 


Leu 


Leu 


Gin 


Ala 


Val 


Gly Gin 


Lys Lys 


His He Lys 


His 


Arg 




50 










55 






60 






Thr 


Gin 


Thr 


Tyr 


Leu 


Val 


Phe 


Ser Glu 


Thr Ala 


Asn Arg Glu 


Pro 


Leu 


65 










70 






75 






80 


Lys 


Thr 


Gly 


Ser 


Leu 


Gly 


Ala 


Leu Gin 


Glu Thr 


Ala Ser Thr 


Ser 


Gly 










85 








90 




95 




Asp 


Gly 


Gly 


Gin 


Pro 


His 


Leu 


Thr Thr 


Leu Lys 


Ser Arg Val 


Thr 


Gin 








100 








105 




110 







65 





<210> 
<211> 
<212> 
<213> 


67 

254 

DNA 

Homo sapiens 


















<220> 
<221> 
<222> 


CDS 

(1)...(264) 
















atg 
Met 
1 


<400> 
get gtc 
Ala Val 


57 

tta gta 
Leu Val 
5 


ett cgc 
Leu Arg 


ctg aca gtt gtc 
Leu Thr Val Val 
10 


etg 
Leu 


gga 

Gly 


etg 
Leu 


ett 
Leu 
15 


gtc 
Val 


48 


tta 
Leu 


ttc ctg 
Phe Leu 


acc tgc 
Thr Cys 
20 


tat gea 
Tyr Ala 


gac gac aaa cca 
Asp Asp Lys Pro 
25 


gac 
Asp 


aag 
Lys 


cca 
Pro 
30 


gac 
Asp 


gac 
Asp 


96 


aag 
Lys 


cca gac 
Pro Asp 
35 


gac teg 
Asp Ser 


ggc aaa 
Gly Lys 


gac cca aag cca 
Asp Pro Lys Pro 
40 


gac 

Asp 


ttc 
Phe 
45 


ece 
Pro 


aaa 
Lys 


ttc 
Phe 


144 


eta 
Leu 


age etc 
Ser Leu 
50 


ctg ggc 
Leu Gly 


aca gag 
Thr Glu 
55 


ate att gag aat 
He He Glu Asn 


gca 
Ala 
60 


gtc 
Val 


gag 
Glu 


ttc 
Phe 


ate 
He 


192 


etc 
Leu 
65 


cgc tec 
Arg Ser 


atg tec 
Met Ser 


agg age 
Arg Ser 
70 


aca gga ttt atg 
Thr Gly Phe Met 
75 


gaa 
Glu 


ttt 
Phe 


gat 
Asp 


gat 
Asp 


aat 
Asn 
80 


240 


gaa 
Glu 


gga aaa 
Gly Lys 


cat tea 
His Ser 
85 


tea aag 
Ser Lys 


tga 
* 












254 




<210> 
<211> 
<212> 
<213> 


68 
87 
PRT 

Homo sapiens 
















Met 


<400> 
Ala Val 


68 

Leu Val 


Leu Arg 


Leu Thr Val Val 


Leu 


Gly 


Leu 


Leu 


Val 





66 



1 




r 

b 










1 D 

iu 




1 C 

io 


Leu Phe Leu 


Thr 


Cys 


Tyr 


Al a 


Asp 


Asp 


Lys 


Pro Asp Lys 


Pro Asp Asp 




on 


















Lys Pro Asp 


Asp 


Ser 


Gly 


Lys 


Asp 


Pro 


Lys 


Pro Asp Phe 


Pro Lys Phe 


35 










40 






45 




Leu Ser Leu 


Leu 


Gly 


Thr 


Glu 


He 


He 


Glu 


Asn Ala Val 


Glu Phe He 


50 








55 








60 




Leu Arg Ser 


Met 


Ser 


Arg 


Ser 


Thr 


Gly 


Phe 


Met Glu Phe 


Asp Asp Asn 


65 






70 










75 


80 


Glu Gly Lys 


His 


Ser 


Ser 


Lys 













85 



<210> 69 
<211> 357 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...C357) 

<400> 69 
atg ggc tea aag aag 
Met Gly Ser Lys Lys 
1 5 

tta ctg ttg ctg ctg 
Leu Leu Leu Leu Leu 
20 

tec age agg gca gaa 
Ser Ser Arg Ala Glu 
35 

ccc agt ggg agt gaa 
Pro Ser Gly Ser Glu 
50 

ggg ccg cca etc act 
Gly Pro Pro Leu Thr 
65 

gga agt aac ctg aaa 



gta gaa ggg ttg ggt ccg gac gaa ctg ctg ctg 48 
Val Glu Gly Leu Gly Pro Asp Glu Leu Leu Leu 
10 15 

ctg ctg ctg ctg ctg ctg ctg ctg ctg ctg ctg 96 
Leu Leu Leu Leu Leu Leu Leu Leu Leu Leu Leu 
25 30 

gac tgc agt ggc egg gtg tec agt gtt gtt ggg 144 
Asp Cys Ser Gly Arg Val Ser Ser Val Val Gly 
40 45 

ctg age tea cca ctg tec ttg eta tea gtc cca 192 
Leu Ser Ser Pro Leu Ser Leu Leu Ser Val Pro 
55 60 

aca atg ata gee ccc aaa ccc agt cat aca aga 240 
Thr Met He Ala Pro Lys Pro Ser His Thr Arg 
70 75 80 

tta gtc acc aca gga gac agg gac aca aga cct 288 



67 



Gly Ser Asn Leu Lys Leu Va1 Thr Thr Gly Asp Arg Asp Thr Arg Pro 
85 90 95 



aca gaa gaa gac teg tgg tea aca tgt ctg ctg tgg cca tac ttc aag 
Thr Glu Glu Asp Ser Trp Ser Thr Cys Leu Leu Trp Pro Tyr Phe Lys 
100 105 110 



336 



acg ggc tac cag ggc aat tga 
Thr Gly Tyr Gin Gly Asn * 
115 



357 



<210> 70 
<211> 118 
<212> PRT 
<213> Homo sapiens 

<400> 70 

Met Gly Ser Lys Lys Val Glu Gly Leu Gly Pro Asp Glu Leu Leu Leu 
15 10 15 

Leu Leu Leu Leu Leu Leu Leu Leu Leu Leu Leu Leu Leu Leu Leu Leu 

20 25 30 

Ser Ser Arg Ala Glu Asp Cys Ser Gly Arg Val Ser Ser Val Val Gly 

35 40 45 

Pro Ser Gly Ser Glu Leu Ser Ser Pro Leu Ser Leu Leu Ser Val Pro 

50 55 60 

Gly Pro Pro Leu Thr Thr Met He Ala Pro Lys Pro Ser His Thr Arg 
65 70 75 80 

Gly Ser Asn Leu Lys Leu Val Thr Thr Gly Asp Arg Asp Thr Arg Pro 

85 90 95 

Thr Glu Glu Asp Ser Trp Ser Thr Cys Leu Leu Trp Pro Tyr Phe Lys 

100 105 110 

Thr Gly Tyr Gin Gly Asn 
115 

<210> 71 

<211> 474 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(474) 



68 



atg 
Met 
1 


<400> 
aag gca 
Lys Ala 


71 

gcc 

Ala 


tgc tct tec etc tgc ttg 
Cys Ser Ser Leu Cys Leu 
5 10 


tea 
Ser 


ctg 
Leu 


ttg 
Leu 


get 
Ala 


tta 
Leu 
15 


gaa 
Glu 


48 


gcc 
Ala 


acc 
Thr 


tgg 

Trp 


gga 

Gly 
20 


tta gga gca gca ggt gac 
Leu Gly Ala Ala Gly Asp 
25 


aag 
Lys 


cae 
His 


ttt 
Phe 


gaa 
Glu 
30 


gat 
Asp 


gee 
Ala 


96 


etc 
Leu 


cca 
Pro 


gtg 
Val 

00 


teg 
Ser 


ggg ctg get ect gat gtg 
Gly Leu Ala Pro Asp Val 
40 


cag 
Gin 


tgt 
Cys 


egg 
Arg 
45 


cae 
His 


etc 
Leu 


ggc 

Gly 


144 


act 
Thr 


tgg 
Trp 
50 


ggc 

Gly 


gac 
Asp 


tgt tgt ggc tgt get gat 
Cys Cys Gly Cys Ala Asp 
55 


ttg 
Leu 


etc 
Leu 
60 


atg 
Met 


atg 
Met 


cgc 
Arg 


cac 
His 


192 


gac 
Asp 
65 


ctg 
Leu 


gac 
Asp 


tec 
Ser 


agt tac ttg cae gtg gga 
Ser Tyr Leu His Val Gly 
70 


tec 
Ser 
75 


ect 
Pro 


get 
Ala 


gtc 
Val 


gtc 
Val 


cgc 
Arg 
80 


240 


aag 
Lys 


tea 
Ser 


ceg 
Pro 


agg 
Arg 


ggg tgt gga gga gee ttg 
Gly Cys Gly Gly Ala Leu 
85 90 


ect 
Pro 


gac 
Asp 


age 
Ser 


egg 
Arg 


agg 
Arg 
95 


gag 

Glu 


288 


ctg 
Leu 


gag 
Glu 


tet 
Ser 


gaa 
Glu 
100 


atg tea get get ctt ttt 
Met Ser Ala Ala Leu Phe 
105 


aca 
Thr 


gaa 
Glu 


cgt 
Arg 


tat 
Tyr 
110 


gtc 
Val 


aca 
Thr 


336 


ggc 

Gly 


ctt 
Leu 


caa 
Gin 
115 


ata 
He 


aga geg ecc aat ttc ggc 
Arg Ala Pro Asn Phe Gly 

ion 

120 


tea 
Ser 


aga 
Arg 


cgc 
Arg 
125 


gca 
Ala 


ctg 
Leu 


age 
Ser 


384 


aga 
Arg 


gat 
Asp 
130 


atg 
Met 


gag 
Glu 


ctg gee ctg ace aeg ctg 
Leu Ala Leu Thr Thr Leu 
135 


tgg 
Trp 


age 
Ser 
140 


ceg 
Pro 


tgc 
Cys 


tgg 
Trp 


tec 
Ser 


432 


etc 
Leu 
145 


aag 
Lys 


ect 
Pro 


cca 
Pro 


gcc aec tgc acg egg ggc 
Ala Thr Cys Thr Arg Gly 
150 


cag 
Gin 
155 


cca 
Pro 


ggc 

Gly 


cag 
Gin 






474 



69 



<210> 72 
<211> 158 
<212> PRT 
<213> Homo sapiens 

<400> 72 

Ala Cys Ser Ser Leu Cys 
5 

Gly Leu Gly Ala 
20 

Ser Gly Leu Ala 



Met 


Lys 


Ala 


1 






Ala 


Thr 


Trp 


Leu 


Pro 


Val 






35 


Thr 


Trp 


Gly 




50 




Asp 


Leu 


Asp 


65 






Lys 


Ser 


Pro 


Leu 


Glu 


Ser 


Gly 


Leu 


Gin 






115 


Arg 


Asp 


Met 




130 




Leu 


Lys 


Pro 


145 







Asp Cys Cys Gly 
55 

Ser Ser Tyr Leu 
70 

Arg Gly Cys Gly 
85 

Glu Met Ser Ala 
100 

He Arg Ala Pro 



Ala Gly 
25 

Pro Asp 
40 

Cys Ala 

His Val 

Gly Ala 

Ala Leu 
105 
Asn Phe 
120 

Thr Thr 



Glu Leu Ala Leu 
135 

Pro Ala Thr Cys Thr Arg 
150 



Leu Ser 
10 

Asp Lys 

Val Gin 

Asp Leu 

Gly Ser 
75 

Leu Pro 
90 

Phe Thr 

Gly Ser 

Leu Trp 

Gly Gin 
155 



Leu Leu 

His Phe 

Cys Arg 
45 

Leu Met 
60 

Pro Ala 

Asp Ser 

Glu Arg 

Arg Arg 
125 
Ser Pro 
140 

Pro Gly 



Ala Leu Glu 
15 

Glu Asp Ala 
30 

His Leu Gly 

Met Arg His 

Val Val Arg 
80 

Arg Arg Glu 
95 

Tyr Val Thr 
110 

Ala Leu Ser 
Cys Trp Ser 
Gin 



<210> 73 
<211> 411 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(411) 



<400> 73 

atg cgc ccg ctg ctg ctg acc aag agg gca tta ctt ctt cca tec tea 48 

Met Arg Pro Leu Leu Leu Thr Lys Arg Ala Leu Leu Leu Pro Ser Ser 
15 10 15 

cat ctg get caa gcg gaa atg aag ctg gee ttc cec atg ttc aaa gtc 96 
His Leu Ala Gin Ala Glu Met Lys Leu Ala Phe Pro Met Phe Lys Val 



70 



20 



25 



30 



cag gca tgc cag ccc gat tea cac teg get eag aga cct ctg acc caa 
Gin A1a Cys Gin Pro Asp Ser His Ser Ala Gin Arg Pro Leu Thr Gin 
35 40 45 



144 



tta ccc ctg gtt cct ggt gag cct cgc tgc aag acg gaa gcc tgt cac 
Leu Pro Leu Val Pro Gly Glu Pro Arg Cys Lys Thr Glu Ala Cys His 
50 55 60 



192 



CCC ggc ccc ate cct caa ggt gaa acg tgc tgg gcc ctg etc etc cac 
Pro Gly Pro He Pro Gin Gly Glu Thr Cys Trp Ala Leu Leu Leu His 
55 70 75 80 



240 



tgc tet gat cat caa gcc ttc ate cag etc tgt get ggg gcc acg gac 
Cys Ser Asp His Gin Ala Phe He Gin Leu Cys Ala Gly Ala Thr Asp 
85 90 95 



288 



age gtg tet gga gge ace att gac gtg gga cag eat cat ggg acc gca 
Ser Val Ser Gly Gly Thr He Asp Val Gly Gin His His Gly Thr Ala 
100 105 110 



335 



cat gca aga cat gcc eca aaa tgg tet eag aae cac act get tet ggt 
His Ala Arg His Ala Pro Lys Trp Ser Gin Asn His Thr Ala Ser Gly 
115 120 125 



384 



gca gee cac age ggt ett ttc eta taa 
Ala Ala His Ser Gly Leu Phe Leu * 
130 135 



411 



<210> 74 
<211> 136 
<212> PRT 
<213> Homo sapiens 



<400> 74 

Met Arg Pro Leu Leu Leu Thr Lys Arg Ala Leu Leu Leu Pro Ser Ser 

15 10 15 

His Leu Ala Gin Ala Glu Met Lys Leu Ala Phe Pro Met Phe Lys Val 

20 25 30 

Gin Ala Cys Gin Pro Asp Ser His Ser Ala Gin Arg Pro Leu Thr Gin 
35 40 45 



71 



Leu Pro Leu Val 


Pro 


Gly Glu Pro 


50 




55 


Pro Glv Pro He 


Pro 


Gin Gly Glu 


65 




70 


pvc Spp A^n Hi s 


Gin 


Ala Phe He 




85 




Ser Val Ser Gly 


Gly 


Thr He Asp 


100 






His Ala Arg His 


Ala 


Pro Lys Trp 


115 




120 


Ala Ala His Ser 


Gly 


Leu Phe Leu 


130 




135 



Arg Cys Lys Thr Glu Ala Cys His 
60 

Thr Cys Trp Ala Leu Leu Leu His 
75 80 
Gin Leu Cys Ala Gly Ala Thr Asp 

90 95 
Val Gly Gin His His Gly Thr Ala 
105 110 
Ser Gin Asn His Thr Ala Ser Gly 
125 



<210> 75 

<211> 678 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(678) 



<400> 75 

atg tac ttg gtg gcg ggg gac agg ggg ttg gcc ggc tgc ggg cac etc 
Met Tyr Leu Val Ala Gly Asp Arg Gly Leu Ala Gly Cys Gly His Leu 
15 10 15 



ctg gtc teg ctg ctg ggg ctg ctg ctg ctg ctg gcg cgc tec ggc acc 
Leu Val Ser Leu Leu Gly Leu Leu Leu Leu Leu Ala Arg Ser Gly Thr 
20 25 30 



95 



egg gcg ctg gtc tgc ctg ccc tgt gac gag tec aag tgc gag gag cec 
Arg Ala Leu Val Cys Leu Pro Cys Asp Glu Ser Lys Cys Glu Glu Pro 
35 40 45 



144 



agg aac tgc ceg ggg age ate gtg eag ggc gtc tgc ggc tgc tgc tac 
Arg Asn Cys Pro Gly Ser He Val Gin Gly Val Cys Gly Cys Cys Tyr 
50 55 60 

aeg tgc gee age cag agg aac gag age tgc ggc ggc ace ttc ggg att 
Thr Cys Ala Ser Gin Arg Asn Glu Ser Cys Gly Gly Thr Phe Gly He 
65 70 75 80 



72 



tac gga acc tgc gac egg ggg ctg cgt tgt gtc ate cgc ccc ccg etc 288 
Tyr Gly Thr Cys Asp Arg Gly Leu Arg Cys Val He Arg Pro Pro Leu 
85 90 95 

aat ggc gac tec etc ace gag tac gaa geg gge gtt tgc gaa ggt acg 336 
Asn Gly Asp Ser Leu Thr Glu Tyr Glu Ala Gly VaT Cys Glu Gly Thr 
100 105 110 

gcc gcc cgc tgc ggg ccc cct ccc acc tgg cet geg ccg ccc ect egg 384 
Ala Ala Arg Cys Gly Pro Pro Pro Thr Trp Pro Ala Pro Pro Pro Arg 
115 120 125 

cgc tgg ttg tgc ega aca aag ttt ggg cga gac ttt ctg gag gaa aga 432 
Arg Trp Leu Cys Arg Thr Lys Phe Gly Arg Asp Phe Leu Glu Glu Arg 
130 135 140 

ggg etc tgc ggg aag agg ggc ggc cgc cgc ccc cag gag agt gcc ccc 480 
Gly Leu Cys Gly Lys Arg Gly Gly Arg Arg Pro Gin Glu Ser Ala Pro 
145 150 155 160 

geg gcc ctg cgt tec etc tec ttg ttc ccc ccg acg ctt agg cag teg 528 
Ala Ala Leu Arg Ser Leu Ser Leu Phe Pro Pro Thr Leu Arg Gin Ser 
165 170 175 

egg geg agg ttg ggt atg get gcc tgc etc cag gaa aat cac eta gaa 576 
Arg Ala Arg Leu Gly Met Ala Ala Cys Leu Gin Glu Asn His Leu Glu 
180 185 190 

gee aga gaa aca agt gtg gat ect gaa ccc ctg aga aag aaa tet gga 524 
Ala Arg Glu Thr Ser Val Asp Pro Glu Pro Leu Arg Lys Lys Ser Gly 
195 200 205 

tgg aag aca tct ttg gag gat cga agg cag agt tta gaa aaa tta atg 672 
Trp Lys Thr Ser Leu Glu Asp Arg Arg Gin Ser Leu Glu Lys Leu Met 
210 215 220 



aag tga 678 

Lys * 

225 



<210> 76 
<211> 225 



73 



<212> PRT 

<213> Homo sapiens 



<400> 76 



riet 


Tyr 


Leu 


va 1 Ala 


biy Asp Arg uiy 


Leu Ala b ly 


Cys 


b ly 


n1 S Leu 


1 

1 






r 
0 




iU 






1 f; 

10 


1 ^1 1 

Leu 


Va 1 


Ser 


Leu Leu 


Gly Leu Leu Leu 


Leu Leu Al a 


Arg 


Ser 


biy (nr 








on 


CO 










Arg 


A 1 -I 

Ai a 


Leu 


val Cys 


Leu Pro Cys Asp 


Glu Ser Lys 


Cys 


b 1 U 


Pill n v^/-\ 

blu Fro 






Jb 




A n 
4U 




A c; 
4o 






Arg 


Asn 


Cys 


Pro Gly 


Tl^ P'li^ 

Ser lie Val Gin 


b ly Va 1 Lys 


Gly 


Cys 


Cys Tyr 




50 






55 


dU 








Thr 


Cys 


Ala 


Sep Gin 


Arg Asn Glu Ser 


Cys Gly Gly 


rhr 


Phe 


Gly lie 


65 








70 


75 






80 


Tyr 


Gly 


Thr 


Cys Asp 


Arg Gly Leu Arg 


Cys Val He 


Arg 


Pro 


Pro Leu 








85 




90 






95 


Asn 


Gly 


Asp 


Ser Leu 


Thr Glu Tyr Glu 


Ala Gly Val 


Cys 


Glu 


Gly Thr 








100 


105 






110 




Ala 


Ala 


Arg 


Cys Gly 


Pro Pro Pro Thr 


Trp Pro Ala 


Pro 


Pro 


Pro Arg 






115 




120 




125 






Arg 


Trp 


Leu 


Cys Arg 


Thr Lys Phe Gly 


Arg Asp Phe 


Leu 


Glu 


Glu Arg 




130 






135 


140 








Gly 


Leu 


Cys 


Gly Lys 


Arg Gly Gly Arg 


Arg Pro Gin 


Glu 


Ser 


Ala Pro 


145 








150 


155 






160 


Ala 


Ala 


Leu 


Arg Ser 


Leu Ser Leu Phe 


Pro Pro Thr 


Leu 


Arg 


Gin Ser 








155 




170 






175 


Arg 


Ala 


Arg 


Leu Gly 


Met Al a Al a Cys 


Leu Gin Glu 


Asn 


His 


Leu Glu 








180 


185 






190 




Ala 


Arg 


Glu 


Thr Ser 


Val Asp Pro Glu 


Pro Leu Arg 


Lys 


Lys 


Ser Gly 






195 




200 




205 






Trp 


Lys 


Thr 


Ser Leu 


Glu Asp Arg Arg 


Gin Ser Leu 


Glu 


Lys 


Leu Met 




210 






215 


220 









Lys 
225 



<210> 77 

<211> 558 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(558) 



74 



<400> 77 

atg gcc egg gcc agg gcc ggg gcg ctg ctg gcg ctt tgg gtg etc ggg 
Met Ala Arg A1a Arg Ala Gly Ala Leu Leu Ala Leu Trp Val Leu Gly 
15 10 15 

gcc gcc gcg cat ccg cag tgc ctg gac ttc agg ccg ccc ttc egg ccg 
Ala Ala Ala His Pro Gin Cys Leu Asp Phe Arg Pro Pro Phe Arg Pro 
20 25 30 



48 



96 



acg cag ccg ctg cgc etc tgc gcg cag tac teg gac ttc ggc tgc tgc 
Thr Gin Pro Leu Arg Leu Cys Ala Gin Tyr Ser Asp Phe Gly Cys Cys 
35 40 45 

gat gag ggg cgc gac gcc gag ctg ace cgc cgc ttc tgg gcc ctg gcg 
Asp Glu Gly Arg Asp Ala Glu Leu Thr Arg Arg Phe Trp Ala Leu Ala 
50 55 60 

age cgc gtg gac gee gee gag tgg gcc gcg tgc gee ggc tac gcg agg 
Ser Arg Val Asp Ala Ala Glu Trp Ala Ala Cys Ala Gly Tyr Ala Arg 
65 70 75 80 

gac ctg ctg tgc cag tec gtg gag tgg aca gac atg caa aga gat aat 
Asp Leu Leu Cys Gin Ser Val Glu Trp Thr Asp Met Gin Arg Asp Asn 
85 90 95 



144 



192 



240 



288 



gaa gtc eta gcc aag ctg act ggc tgg age gcc cet ggc gac gga gea 
Glu Val Leu Ala Lys Leu Thr Gly Trp Ser Ala Pro Gly Asp Gly Ala 
100 105 110 

gtg act get gta gag aac tea ccc tgt aag eta caa gat tea atg gat 
Val Thr Ala Val Glu Asn Ser Pro Cys Lys Leu Gin Asp Ser Met Asp 
115 120 125 

tet gga ttg ggc ttt ggt gaa egg agg get etc gtt gcc ttc cag atg 
Ser Gly Leu Gly Phe Gly Glu Arg Arg Ala Leu Val Ala Phe Gin Met 
130 135 140 

tet gtt ctg ccc etc act gcg tet ctg gaa cea aga tgg tgc ctg gta 
Ser Val Leu Pro Leu Thr Ala Ser Leu Glu Pro Arg Trp Cys Leu Val 
145 150 155 160 

caa tet ctg etc agt aaa ttc ttg gtg aat gaa atg ttg ctg act aat 



336 



384 



432 



480 



528 



75 



Gin 


Ser Leu 


Leu 


Ser 


Lys Phe 


Leu Val 


Asn 


Glu 


Met 


Leu 


Leu 


Thr 


Asn 








iDD 








1 70 
1 / U 










1 7^ 

l/D 




CLy 


yda ayd 


dCd 


cca 


gtc cag 


yca zca 


iga 














Leu 


Glu Arg 


Thr 


Pro 


Val 


Gin 


Ala Ser 




















180 








185 




















78 


























^91 1 ^ 
<Zil> 


185 


























^91 9^ 


PRT 


























^91 9^ 


Homo sapiens 




















<4Uu> 


78 
























Met 


A! a Arg 


Ala 


Arg 


Ala 


Gly 


Ala Leu 


Leu 


Ala 


Leu 


Trp 


Va 1 


Leu 


Gly 


1 






5 








lU 










Id 




Aid 


Ala Ala 


His 


Pro 


Gin 


Cys 


Leu Asp 


Phe 


Arg 


Pro 


Pro 


Pne 


Arg 


Pro 






20 








911 










on 






Tnr 


Gin Pro 


Leu 


Arg 


Leu 


Cys 


Ala Gin 


Tyr 


Ser 


Asp 


Phe 


Gly 


Cys 


Cys 




35 










40 








A r 

45 








Asp 


Glu bly 


Arg 


Asp 


Ala 


Glu 


Leu Thr 


Arg 


Arg 


Phe 


Trp 


Ala 


Leu 


A 1 

Ala 




50 








55 








60 










Ser 


Arg Val 


Asp 


Ala 


Ala 


Glu 


Trp Ala 


Al a 


Cys 


A "1 

Ala 


Gly 


Tyr 


Al a 


Arg 


DO 








70 








lb 










8U 


Asp 


Leu Leu 


Cys 


Gin 


Ser 


Val 


blu rrp 


1 nr 


Asp 


Met 


bin 


Arg 


Asp 


Asn 








85 








yu 














OH 1 1 

b lU 


Val Leu 


Ala 


Lys 


Leu 


Thr 


Gly Trp 


Ser 


Ala 


Pro 


nit, 

Gly 


Asp 


Gly 


A 1 -V 

Ala 






100 








iUb 










110 






Va 1 


Inr Ala 


Val 


Glu 


Asn 


Ser 


Pro Cys 


Lys 


Leu 


bin 


Asp 


Ser 


Met 


Asp 




lie 

lib 










1 on 








1 OCT 








Ser 


Gly Leu 


Gly 


Phe 


Gly 


Glu 


Arg Arg 


Ala 


Leu 


Val 


Ala 


Phe 


Gin 


Met 




130 








135 








140 










Ser 


Val Leu 


Pro 


Leu 


Thr 


Ala 


Ser Leu 


Glu 


Pro 


Arg 


Trp 


Cys 


Leu 


Val 


145 








150 








155 










160 


Gin 


Ser Leu 


Leu 


Ser 


Lys 


Phe 


Leu Val 


Asn 


Glu 


Met 


Leu 


Leu 


Thr 


Asn 








165 








170 










175 




Leu 


Glu Arg 


Thr 


Pro 


Val 


Gin 


Ala Ser 




















180 








185 

















<210> 79 
<211> 545 
<212> DMA 
<213> Homo sapiens 



76 



<220> 

<221> CDS 

<222> (1)...(645) 





<400> 


79 




























atg 


ccc 


gcg 


gcc 


egg 


ccg 


ccc 


gcc 


gcg 


gga 


etc 


cgc 


ggg 


ate 


teg 


ctg 


A Q 


Met 


Pro 


Ala 


Ala 


Arg 


Pro 


Pro 


Al a 


A "1 

Al a 


Gly 


Leu 


Arg 


Gly 


He 


Ser 


Leu 




1 








5 










10 










15 






ttc 


etc 


get 


ctg 


etc 


ctg 


ggg 


age 


ccg 


gcg 


gea 


gcg 


ctg 


gag 


cga 


ggg 


96 


Phe 


Leu 


Ala 


Leu 


Leu 


Leu 


Gly 


Ser 


Pro 


Ala 


Ala 


Ala 


Leu 


Glu 


Arg 


Gly 










20 










25 










30 








gtg 


gtc 


agt 


gaa 


ggc 


ttc 


ctg 


gag 


cac 


gta 


gca 


ttt 


gaa 


ctg 


gcc 


ctg 


144 


Val 


Val 


Ser 


Glu 


Gly 


Phe 


Leu 


Glu 


His 


Val 


Ala 


Phe 


Glu 


Leu 


Ala 


Leu 








35 










40 










45 










aag 


ggg 


ata 


gga 


eag 


aca 


cag 


ace 


ctg 


gag 


tec 


aag 


aga 


tat 


ggg 


ttc 


192 


Lys 


Gly 


He 


Gly 


Gin 


Thr 


Gin 


Thr 


Leu 


Glu 


Ser 


Lys 


Arg 


Tyr 


Gly 


Phe 






50 










55 










60 












aaa 


cct 


aat 


get 


gtg 


ate 


ttg 


aac 


aag 


tea 


ett 


aac 


tet 


gag 


atg 


atg 


240 


Lys 


Pro 


Asn 


Ala 


Val 


He 


Leu 


Asn 


Lys 


Ser 


Leu 


Asn 


Ser 


Glu 


Met 


Met 




65 










70 










75 










80 




gga 


gtg 


ggt 


ggt 


agt 


gat 


gag 


gat 


gaa 


gag 


ggg 


aat 


tat 


gag 


ttg 


ctg 


288 


Gly 


Val 


Gly 


Gly 


Ser 


Asp 


Glu 


Asp 


Glu 


Glu 


Gly 


Asn 


Tyr 


Glu 


Leu 


Leu 












85 










90 










95 






ttg 


tta 


ctg 


atg 


gac 


cga 


get 


gat 


tct 


cag 


aca 


ttt 


aaa 


agt 


gat 


cca 


336 


Leu 


Leu 


Leu 


Met 


Asp 


Arg 


Ala 


Asp 


Ser 


Gin 


Thr 


Phe 


Lys 


Ser 


Asp 


Pro 










100 










105 










110 








ggc 


att 


gaa 


aat 


cag 


gtt 


gga 


gtg 


gaa 


aat 


gaa 


gag 


aag 


cct 


caa 


ggt 


384 


Gly 


He 


Glu 


Asn 


Gin 


Val 


Gly 


Val 


Glu 


Asn 


Glu 


Glu 


Lys 


Pro 


Gin 


Gly 








115 










120 










125 










ggg 


gtc 


cca 


gga 


get 


etc 


ccc 


ttt 


tee 


eat 


gag 


aga 


ttc 


ate 


tgg 


aat 


432 


Gly 


Val 


Pro 


Gly 


Ala 


Leu 


Pro 


Phe 


Ser 


His 


Glu 


Arg 


Phe 


He 


Trp 


Asn 






130 










135 










140 












gat 


gac 


agt 


gga 


ttt 


aag 


age 


aat 


aag 


gga 


ggg 


gaa 


egg 


ctg 


age 


cag 


480 



77 



Asp Asp Ser Gly Phe Lys Ser Asn Lys Gly Gly Glu Arg Leu Ser Gin 

145 150 155 150 

gga cct gtg gac act cag gat tea act ctg ggc ttg gcc aga gat aag 528 

G1y Pro Val Asp Thr Gin Asp Ser Thr Leu Gly Leu Ala Arg Asp Lys 
165 170 175 

tec tta gag ttt ggg gca ttt gaa caa ctg aca aga age cag cat ggc 576 

Ser Leu Glu Phe Gly Ala Phe Glu Gin Leu Thr Arg Ser Gin His Gly 
180 185 190 

cag aat ate ctg aac aga gaa gga agt ggg caa atg aag tta aga gaa 624 

Gin Asn He Leu Asn Arg Glu Gly Ser Gly Gin Met Lys Leu Arg Glu 
195 200 205 

agt att aaa gaa aag caa tga 545 

Ser He Lys Glu Lys Gin * 
210 



<210> 80 
<211> 214 
<212> PRT 
<213> Homo sapiens 

<400> 80 

Met Pro Ala Ala Arg Pro Pro Ala Ala Gly Leu Arg Gly He Ser Leu 
15 10 15 

Phe Leu Ala Leu Leu Leu Gly Ser Pro Ala Ala Ala Leu Glu Arg Gly 

20 25 30 

Val Val Ser Glu Gly Phe Leu Glu His Val Ala Phe Glu Leu Ala Leu 

35 40 45 

Lys Gly He Gly Gin Thr Gin Thr Leu Glu Ser Lys Arg Tyr Gly Phe 

50 55 60 

Lys Pro Asn Ala Val He Leu Asn Lys Ser Leu Asn Ser Glu Met Met 
65 70 75 80 

Gly Val Gly Gly Ser Asp Glu Asp Glu Glu Gly Asn Tyr Glu Leu Leu 

85 90 95 

Leu Leu Leu Met Asp Arg Ala Asp Ser Gin Thr Phe Lys Ser Asp Pro 

100 105 110 

Gly He Glu Asn Gin Val Gly Val Glu Asn Glu Glu Lys Pro Gin Gly 

115 120 125 

Gly Val Pro Gly Ala Leu Pro Phe Ser His Glu Arg Phe He Trp Asn 



78 



130 135 140 

Asp Asp Sen Gly Phe Lys Ser Asn Lys Gly Gly G1u Arg Leu Ser Gin 
145 150 155 150 

Gly Pro Val Asp Thr Gin Asp Ser Thr Leu Gly Leu Ala Arg Asp Lys 

165 170 175 

Ser Leu Glu Phe Gly Ala Phe Glu Gin Leu Thr Arg Ser Gin His Gly 

180 185 190 

Gin Asn He Leu Asn Arg Glu Gly Ser Gly Gin Met Lys Leu Arg Glu 

195 200 205 

Ser He Lys Glu Lys Gin 
210 

<210> 81 
<2U> 303 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(303) 

<400> 81 

atg gca gcc ttg ctg etc ttg acc etc age ctg att cag gtc tea ggg 48 
Met Ala Ala Leu Leu Leu Leu Thr Leu Ser Leu He Gin Val Ser Gly 
15 10 15 

gtg ctg ctg acc tec agt gtg gac agt ccc tct acc ctg ccg ctg tct 96 
Val Leu Leu Thr Ser Ser Val Asp Ser Pro Ser Thr Leu Pro Leu Ser 
20 25 30 

gca cag aga acc gtc cac cgt ggc etc ttt aca ttc caa get gga ttt 144 
Ala Gin Arg Thr Val His Arg Gly Leu Phe Thr Phe Gin Ala Gly Phe 
35 40 45 

tct cct gat cgc tec agt tct cga ggc aaa aag caa aga gtc teg ggc 192 
Ser Pro Asp Arg Ser Ser Ser Arg Gly Lys Lys Gin Arg Val Ser Gly 
50 55 60 

tgc aat gac atg gtt tgc ttc ggg ttc tec ggc gcc gcc tgc etc etc 240 
Cys Asn Asp Met Val Cys Phe Gly Phe Ser Gly Ala Ala Cys Leu Leu 
65 70 75 80 

tgt cag atg ccg gtg ttc ggg ggc ggc ttc gtt ggc ttc ctt cct tct 288 



79 



Cys Gin Met Pro Val Phe Gly Gly Gly Phe Val G1y Phe Leu Pro Ser 
85 90 95 



ctg ttc cag acc taa 
Leu Phe Gin Thr * 
100 



303 



<210> 82 
<211> 100 
<212> PRT 
<213> Homo sapiens 

<400> 82 

Met Ala Ala Leu Leu Leu Leu Thr Leu Ser Leu He Gin Val Ser Gly 
15 10 15 

Val Leu Leu Thr Ser Ser Val Asp Ser Pro Ser Thr Leu Pro Leu Ser 

20 25 30 

Ala Gin Arg Thr Val His Arg Gly Leu Phe Thr Phe Gin Ala Gly Phe 

35 40 45 

Ser Pro Asp Arg Ser Ser Ser Arg Gly Lys Lys Gin Arg Val Ser Gly 

50 55 60 

Cys Asn Asp Met Val Cys Phe Gly Phe Ser Gly Ala Ala Cys Leu Leu 
65 70 75 80 

Cys Gin Met Pro Val Phe Gly Gly Gly Phe Val Gly Phe Leu Pro Ser 
85 90 95 

Leu Phe Gin Thr 
100 

<210> 83 
<211> 1533 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(1533) 

<400> 83 

atg get tgg gca agt agg ctg ggc ctg ctg ctg gca ctg ctg ctg ccc 48 
Met Ala Trp Ala Ser Arg Leu Gly Leu Leu Leu Ala Leu Leu Leu Pro 
15 10 15 



80 



gtg gtc ggt gcc tec acg cca ggc acc gtg gtc cga etc aac aag gca 96 
Val Val Gly Ala Ser Thr Pro G1y Thr Val Val Arg Leu Asn Lys Ala 
20 25 30 

gca ttg age tac gtg tct gaa att ggg aaa gee ect etc cag egg gee 144 
Ala Leu Ser Tyr Val Ser Glu He Gly Lys Ala Pro Leu Gin Arg Ala 
35 40 45 

ctg cag gtc act gtc cet cat ttc ctg gac tgg agt gga gag gcg ett 192 
Leu Gin Val Thr Val Pro His Phe Leu Asp Trp Ser Gly Glu Ala Leu 
50 55 60 

cag ccc acc agg ate egg att ctg aat gtc cat gtg ccc cgc etc cac 240 
Gin Pro Thr Arg He Arg He Leu Asn Val His Val Pro Arg Leu His 
65 70 75 80 

ctg aaa tte att get ggt ttc gga gtg cgc ctg ctg gca gca get aat 288 
Leu Lys Phe He Ala Gly Phe Gly Val Arg Leu Leu Ala Ala Ala Asn 
85 90 95 

ttt act ttc aag gtc ttt cgc gee cca gag ece ctg gag ctg acg ctg 336 
Phe Thr Phe Lys Val Phe Arg Ala Pro Glu Pro Leu Glu Leu Thr Leu 
100 105 110 

ect gtg gaa ctg etg get gae ace cgc gtg ace eag age tec ate agg 384 
Pro Val Glu Leu Leu Ala Asp Thr Arg Val Thr Gin Ser Ser He Arg 
115 120 125 

acc cet gtg gtc age ate tct gee tge tct tta tte teg ggc cae gee 432 
Thr Pro Val Val Ser He Ser Ala Cys Ser Leu Phe Ser Gly His Ala 
130 135 140 

aac gag ttt gat ggc agt aac age ace tec cac gcg etg ctg gtc etg 480 
Asn Glu Phe Asp Gly Ser Asn Ser Thr Ser His Ala Leu Leu Val Leu 
145 150 155 160 

gtg cag aag cae att aaa get gtc ttg agt aac aag ctg tge ctg age 528 
Val Gin Lys His He Lys Ala Val Leu Ser Asn Lys Leu Cys Leu Ser 
165 170 175 

ate tec aac ctg gtg cag ggt gtc aat gtc cae ctg ggc ace tta att 576 
He Ser Asn Leu Val Gin Gly Val Asn Val His Leu Gly Thr Leu He 
180 185 190 



81 



ggc etc aac ccc gtg ggt cct gag tec cag ate cge tat tec atg gtc 624 
Gly Leu Asn Pro Va1 Gly Pro Glu Ser Gin He Arg Tyr Ser Met Val 
195 200 205 

agt gtg cec act gtc ace agt gae tac att tec etg gaa gtc aat get 672 
Ser Val Pro Thr Val Thr Ser Asp Tyr He Ser Leu Glu Val Asn Ala 
210 215 220 

gtt etc ttc etg ctg ggc aag ccc ate ate etg ccc aeg gat gee aec 720 
Val Leu Phe Leu Leu Gly Lys Pro He He Leu Pro Thr Asp Ala Thr 
225 230 235 240 

ect ttt gtg ttg cea agg cat gtg ggt acc gag ggc tec atg gee ace 768 
Pro Phe Val Leu Pro Arg His Val Gly Thr Glu Gly Ser Met Ala Thr 
245 250 255 

gtg ggc etc tee cag cag ctg ttt gae tet gcg etc etg ctg ctg eag 816 
Val Gly Leu Ser Gin Gin Leu Phe Asp Ser Ala Leu Leu Leu Leu Gin 
260 265 270 

aag gee ggt gee etc aac ctg gae ate aca ggg cag ctg gtg gee cge 864 
Lys Ala Gly Ala Leu Asn Leu Asp He Thr Gly Gin Leu Val Ala Arg 
275 280 285 

cag ttt ccc gag ccc atg cct gtg gtg etc aag gtg egg ctg ggt gee 912 
Gin Phe Pro Glu Pro Met Pro Val Val Leu Lys Val Arg Leu Gly Ala 
290 295 300 

aca cct gtg gcc atg etc cac aca aac aac gcc acc ctg egg ctg cag 960 
Thr Pro Val Ala Met Leu His Thr Asn Asn Ala Thr Leu Arg Leu Gin 
305 310 315 320 

ccc ttc gtg gag gtc etg gcc aca gee tec aac teg get ttc eag tec 1008 
Pro Phe Val Glu Val Leu Ala Thr Ala Ser Asn Ser Ala Phe Gin Ser 
325 330 335 

etc ttc tee ctg gat gtg gta gtg aac ttg aga etc eag etc tct gtg 1056 
Leu Phe Ser Leu Asp Val Val Val Asn Leu Arg Leu Gin Leu Ser Val 
340 345 350 

tee aag gtg aag ett cag ggg ace aeg tet gtg etg ggg gat gtc cag 1104 
Ser Lys Val Lys Leu Gin Gly Thr Thr Ser Val Leu Gly Asp Val Gin 



82 



355 



350 



365 



etc acg gtg gcc tec tec aac gtg ggc ttc att gat ccc tea eee eaa 
Leu Thr Val Ala Ser Ser Asn Va1 Gly Phe He Asp Pro Ser Pro Gin 
370 375 380 



1152 



aag tee att ggt eag ttg gae aaa gaa tgt eag etg tee ett eag eea 
Lys Ser He Gly Gin Leu Asp Lys Glu Cys Gin Leu Ser Leu Gin Pro 
385 390 395 400 



1200 



ggt gat gtg att ggg tea teg gee aee ata eat eea ett gte age egg 
Gly Asp Val He Gly Ser Ser Ala Thr He His Pro Leu Val Ser Arg 
405 410 415 



1248 



cat gee ate aac atg eee eee ttc tae eea gee gte agt ctg tct gtc 
His Ala He Asn Met Pro Pro Phe Tyr Pro Ala Val Ser Leu Ser Val 
420 425 430 



1296 



tgt egg tea tct geg tea ggc agt etg etg gee agt eea cet gtt ggt 
Cys Arg Ser Ser Ala Ser Gly Ser Leu Leu Ala Ser Pro Pro Val Gly 
435 440 445 



1344 



cae aca aca gat cag gtg egc aca etg atg ggc aee gtt ttt gag aag 1392 

His Thr Thr Asp Gin Val Arg Thr Leu Met Gly Thr Val Phe Glu Lys 
450 455 460 

eee etg ctg gae cat etc aat get etc ttg gee atg gga att gee etc 1440 

Pro Leu Leu Asp His Leu Asn Ala Leu Leu Ala Met Gly He Ala Leu 

465 470 475 480 



cet ggt gtg gtc aac etc cac tat gtc gee cet gag ate ttt gtc tat 
Pro Gly Val Val Asn Leu His Tyr Val Ala Pro Glu He Phe Val Tyr 
485 490 495 



1488 



gag ggc tae gtg gtg ata tec agt gga etc ttc tae cag age tga 
Glu Gly Tyr Val Val He Ser Ser Gly Leu Phe Tyr Gin Ser * 
500 505 510 



1533 



<210> 84 
<211> 510 
<212> PRT 
<213> Homo sapiens 



83 



<400> 84 

Met Ala Trp Ala Ser Arg Leu Gly Leu Leu Leu Ala Leu Leu Leu Pro 
15 10 15 

Val Val Gly Ala Ser Thr Pro Gly Thr Val Val Arg Leu Asn Lys Ala 

20 25 30 

Ala Leu Ser Tyr Val Ser Glu He Gly Lys Ala Pro Leu Gin Arg Ala 

35 40 45 

Leu Gin Val Thr Val Pro His Phe Leu Asp Trp Ser Gly Glu Ala Leu 

50 55 60 

Gin Pro Thr Arg He Arg He Leu Asn Val His Val Pro Arg Leu His 
65 70 75 80 

Leu Lys Phe He Ala Gly Phe Gly Val Arg Leu Leu Ala Ala Ala Asn 

85 90 95 

Phe Thr Phe Lys Val Phe Arg Ala Pro Glu Pro Leu Glu Leu Thr Leu 

100 105 110 

Pro Val Glu Leu Leu Ala Asp Thr Arg Val Thr Gin Ser Ser He Arg 

115 120 125 

Thr Pro Val Val Ser He Ser Ala Cys Ser Leu Phe Ser Gly His Ala 

130 135 140 

Asn Glu Phe Asp Gly Ser Asn Ser Thr Ser His Ala Leu Leu Val Leu 
145 150 155 150 

Val Gin Lys His He Lys Ala Val Leu Ser Asn Lys Leu Cys Leu Ser 

165 170 175 

He Ser Asn Leu Val Gin Gly Val Asn Val His Leu Gly Thr Leu He 

180 185 190 

Gly Leu Asn Pro Val Gly Pro Glu Ser Gin He Arg Tyr Ser Met Val 

195 200 205 

Ser Val Pro Thr Val Thr Ser Asp Tyr He Ser Leu Glu Val Asn Ala 

210 215 220 

Val Leu Phe Leu Leu Gly Lys Pro He He Leu Pro Thr Asp Ala Thr 
225 230 235 240 

Pro Phe Val Leu Pro Arg His Val Gly Thr Glu Gly Ser Met Ala Thr 

245 250 255 

Val Gly Leu Ser Gin Gin Leu Phe Asp Ser Ala Leu Leu Leu Leu Gin 

260 265 270 

Lys Ala Gly Ala Leu Asn Leu Asp He Thr Gly Gin Leu Val Ala Arg 

275 280 285 

Gin Phe Pro Glu Pro Met Pro Val Val Leu Lys Val Arg Leu Gly Ala 

290 295 300 

Thr Pro Val Ala Met Leu His Thr Asn Asn Ala Thr Leu Arg Leu Gin 
305 310 315 320 

Pro Phe Val Glu Val Leu Ala Thr Ala Ser Asn Ser Ala Phe Gin Ser 



84 



Leu Phe 

Sen Lys 

Leu Thr 
370 
Lys Ser 
385 

Gly Asp 

His Ala 

Cys Arg 

His Thr 
450 
Pro Leu 
465 

Pro Gly 



Ser Leu 
340 
Val Lys 
355 

Val Ala 

He Gly 

Val He 

He Asn 
420 
Ser Ser 
435 

Thr Asp 
Leu Asp 
Val Val 



Glu Gly Tyr Val 
500 



325 

Asp Val 

Leu Gin 

Ser Ser 

Gin Leu 
390 
Gly Ser 
405 

Met Pro 

Ala Ser 

Gin Val 

His Leu 
470 
Asn Leu 
485 

Val He 



Val Val 

Gly Thr 
360 
Asn Val 
375 

Asp Lys 

Ser Ala 

Pro Phe 

Gly Ser 
440 
Arg Thr 
455 

Asn Ala 
His Tyr 
Ser Ser 



330 
Asn Leu 
345 

Thr Ser 

Gly Phe 

Glu Cys 

Thr He 
410 
Tyr Pro 
425 

Leu Leu 

Leu Met 

Leu Leu 

Val Ala 
490 
Gly Leu 
505 



Arg Leu Gin Leu 
350 

Val Leu Gly Asp 
365 

He Asp Pro Ser 
380 

Gin Leu Ser Leu 
395 

His Pro Leu Val 

Ala Val Ser Leu 
430 

Ala Ser Pro Pro 
445 

Gly Thr Val Phe 
460 

Ala Met Gly He 
475 

Pro Glu He Phe 

Phe Tyr Gin Ser 
510 



335 

Ser Val 

Val Gin 

Pro Gin 

Gin Pro 
400 
Ser Arg 
415 

Ser Val 

Val Gly 

Glu Lys 

Ala Leu 
480 
Val Tyr 
495 



<210> 85 

<211> 453 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(453) 



<400> 85 

atg get gtc ctg gtg gtc tct ctt ggg tec etc get eta ggg gaa gaa 

Met Ala Val Leu Val Val Ser Leu Gly Ser Leu Ala Leu Gly Glu Glu 
15 10 15 



gtc ctg tta gtg gcc cca tgg aga ggc cca eac age aag gaa ctg aag 
Val Leu Leu Val Ala Pro Trp Arg Gly Pro His Ser Lys Glu Leu Lys 
20 25 30 



ctt cct gcc cac age aac gag aga aag ctt aga ggt age cct cag gtc 



85 



Leu Pro Ala His Ser Asn Glu Arg Lys Leu Arg Gly Ser Pro Gin Val 
35 40 45 

cca gcc aag tct tea gag ccg gcc act ctg gcc aac age ttg agt aca 
Pro Ala Lys Ser Ser Glu Pro Ala Thr Leu Ala Asn Ser Leu Ser Thr 
50 55 60 



192 



act gca cgc aag ccg caa gcc gga acc act ggg eta gga tgc tec cag 240 
Thr Ala Arg Lys Pro Gin Ala Gly Thr Thr Gly Leu Gly Cys Ser Gin 
65 70 75 80 

att ctg age tct gag gat ttg act cag gca aag att att get get ggc 288 
He Leu Ser Ser Glu Asp Leu Thr Gin Ala Lys He He Ala Ala Gly 
85 90 95 



aga agg teg agg caa aaa ttc tct ace ttg gag gga agg gtg gat aca 
Arg Arg Ser Arg Gin Lys Phe Ser Thr Leu Glu Gly Arg Val Asp Thr 
100 105 110 



336 



gat ate aaa cag atg tct agt ctt get agg aat ggg gcc gaa aac tec 
Asp He Lys Gin Met Ser Ser Leu Ala Arg Asn Gly Ala Glu Asn Ser 
115 120 125 

cac cct aeg cca ace atg gae aca agg aga agt ttg gca gcc aca ggt 
His Pro Thr Pro Thr Met Asp Thr Arg Arg Ser Leu Ala Ala Thr Gly 
130 135 140 



384 



432 



aga agg age aag aat get tag 
Arg Arg Ser Lys Asn Ala * 
145 150 



453 



<210> 86 
<211> 150 
<212> PRT 
<213> Homo sapiens 

<400> 86 

Met Ala Val Leu Val Val Ser Leu Gly Ser Leu Ala Leu Gly Glu Glu 
15 10 15 

Val Leu Leu Val Ala Pro Trp Arg Gly Pro His Ser Lys Glu Leu Lys 

20 25 30 

Leu Pro Ala His Ser Asn Glu Arg Lys Leu Arg Gly Ser Pro Gin Val 



86 



35 40 45 

Pro Ala Lys Ser Ser Glu Pro Ala Thr Leu Ala Asn Ser Leu Ser Thr 

50 55 50 

Thr Ala Arg Lys Pro Gin Ala Gly Thr Thr Gly Leu Gly Cys Ser Gin 
65 70 75 80 

He Leu Ser Ser Glu Asp Leu Thr Gin Ala Lys He He Ala Ala Gly 

85 90 95 

Arg Arg Ser Arg Gin Lys Phe Ser Thr Leu Glu Gly Arg Val Asp Thr 

100 105 110 

Asp He Lys Gin Met Ser Ser Leu Ala Arg Asn Gly Ala Glu Asn Ser 

115 120 125 

His Pro Thr Pro Thr Met Asp Thr Arg Arg Ser Leu Ala Ala Thr Gly 

130 135 140 

Arg Arg Ser Lys Asn Ala 
145 150 



<210> 87 
<211> 438 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(438) 



<400> 87 

atg ggc cgc cgc cgc ctg etc gtc tgg ctg tgc gcc gtc gcg gcg ctg 
Met Gly Arg Arg Arg Leu Leu Val Trp Leu Cys Ala Val Ala Ala Leu 
15 10 15 



48 



etc teg ggg gcg cag gcc agg ggc acc ccg etc ctg gcg egg cct gcg 
Leu Ser Gly Ala Gin Ala Arg Gly Thr Pro Leu Leu Ala Arg Pro Ala 
20 25 30 

ccg ccc ggt gcc tec cgc tac agt etc tac acg acg gga tgg cgc ccg 
Pro Pro Gly Ala Ser Arg Tyr Ser Leu Tyr Thr Thr Gly Trp Arg Pro 
35 40 45 

egg ctg cgc ccg ggg ccg cac aag gcc etc tgt gcc tat gtg gtg cac 
Arg Leu Arg Pro Gly Pro His Lys Ala Leu Cys Ala Tyr Val Val His 
50 55 60 



96 



144 



192 



agg aat gtg acc tgc ate eta cag gag gga gcg gag age tac gta aag 



240 



87 



Arg Asn Val Thr Cys He Leu Gin Glu Gly Ala Glu Ser Tyr Val Lys 
65 70 75 80 

get gaa tac egg eag tgt aga tgg ggg ccc aag tge ecc ggg aca gte 288 

Ala Glu Tyr Arg Gin Cys Arg Trp Gly Pro Lys Cys Pro Gly Thr Val 
85 90 95 

acg cca cag ace geg tat geg ttc aga ete cag gag cgt etc teg agt 336 

Thr Pro Gin Thr Ala Tyr Ala Phe Arg Leu Gin Glu Arg Leu Ser Ser 
100 105 110 



ggg tct gca tct cat gca gaa tat cgc ggg tct cac gac age att aat 
Gly Ser Ala Ser His Ala Glu Tyr Arg Gly Ser His Asp Ser He Asn 
115 120 125 

cga gga etc ggt tea eta egg tgt get egg atg tat get cag eta gtt 
Arg Gly Leu Gly Ser Leu Arg Cys Ala Arg Met Tyr Ala Gin Leu Val 
130 135 140 

att tga 
He * 
145 



<210> 88 
<211> 145 
<212> PRT 
<213> Homo sapiens 

<400> 88 

Met Gly Arg Arg Arg Leu Leu Val Trp Leu Cys Ala Val Ala Ala Leu 
15 10 15 

Leu Ser Gly Ala Gin Ala Arg Gly Thr Pro Leu Leu Ala Arg Pro Ala 

20 25 30 

Pro Pro Gly Ala Ser Arg Tyr Ser Leu Tyr Thr Thr Gly Trp Arg Pro 

35 40 45 

Arg Leu Arg Pro Gly Pro His Lys Ala Leu Cys Ala Tyr Val Val His 

50 55 60 

Arg Asn Val Thr Cys He Leu Gin Glu Gly Ala Glu Ser Tyr Val Lys 
65 70 75 80 

Ala Glu Tyr Arg Gin Cys Arg Trp Gly Pro Lys Cys Pro Gly Thr Val 

85 90 95 

Thr Pro Gin Thr Ala Tyr Ala Phe Arg Leu Gin Glu Arg Leu Ser Ser 



384 



432 



438 



88 



100 105 110 

Gly Ser Ala Ser His A1a Glu Tyr Arg Gly Ser His Asp Ser He Asn 

115 120 125 

Arg Gly Leu Gly Ser Leu Arg Cys Ala Arg Met Tyr Ala Gin Leu Val 
130 135 140 

He 
145 

<210> 89 

<211> 372 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(372) 

<400> 89 

atg ctg ctg ctg etc ctg ttg ctg ctg ctg eta cag etc cag gee ctt 
Met Leu Leu Leu Leu Leu Leu Leu Leu Leu Leu Gin Leu Gin Ala Leu 
15 10 15 



agt get get eca aca caa caa cea gtc ace tge ttg ctg agg att ggt 
Ser Ala Ala Pro Thr Gin Gin Pro Val Thr Cys Leu Leu Arg He Gly 
35 40 45 

tgt eat get ect get tgg cec aca age ate tec eac aag aaa ttc tgc 
Cys His Ala Pro Ala Trp Pro Thr Ser He Ser His Lys Lys Phe Cys 
50 55 60 

agg aaa tee agg gtc ctg tct gaa cec aaa gat gtt tct ate tat ega 
Arg Lys Ser Arg Val Leu Ser Glu Pro Lys Asp Val Ser He Tyr Arg 
55 70 75 80 

atg ttc ect ggt cat tgg ttg aag gcc ate aag teg gcg gtg aaa gtc 
Met Phe Pro Gly His Trp Leu Lys Ala He Lys Ser Ala Val Lys Val 
85 90 95 



48 



get ctg gtg eca ctg gag caa aat etc tec eca aga cec egg gtg aag 96 
Ala Leu Val Pro Leu Glu Gin Asn Leu Ser Pro Arg Pro Arg Val Lys 
20 25 30 



144 



192 



240 



288 



tta cec agt act tac aca gta ctt cag ctt age tgc gaa aat ate aat 



335 



89 



Leu Pro Ser Thr Tyr Thr Va1 Leu Gin Leu Ser Cys Glu Asn He Asn 
100 105 110 

gag ctg ccg aac tgt gtg gac ccc aag cca ggc tga 
Glu Leu Pro Asn Cys Val Asp Pro Lys Pro Gly * 
115 120 



<210> 90 
<211> 123 
<212> PRT 
<213> Homo sapiens 

<400> 90 



Met 


Leu Leu Leu Leu Leu 


Leu Leu 


Leu 


Leu 


Leu Gin 


Leu Gin Ala Leu 


1 


5 






10 




15 


Ala 


Leu Val Pro Leu Glu 


Gin Asn 


Leu 


Ser 


Pro Arg 


Pro Arg Val Lys 




20 




25 






30 


Ser 


Ala Ala Pro Thr Gin 


Gin Pro 


Val 


Thr 


Cys Leu 


Leu Arg He Gly 




35 


40 








45 


Cys 


His Ala Pro Ala Trp 


Pro Thr 


Ser 


He 


Ser His 


Lys Lys Phe Cys 


50 


55 






50 




Arg 


Lys Ser Arg Val Leu 


Ser Glu 


Pro 


Lys 


Asp Val 


Ser He Tyr Arg 


65 


70 








75 


80 


Met 


Phe Pro Gly His Trp 


Leu Lys 


Ala 


He 


Lys Ser 


Ala Val Lys Val 




85 






90 




95 


Leu 


Pro Ser Thr Tyr Thr 


Val Leu 


Gin 


Leu 


Ser Cys 


Glu Asn He Asn 




100 




105 






110 


Glu 


Leu Pro Asn Cys Val 


Asp Pro 


Lys 


Pro 


Gly 






115 


120 











<210> 91 

<211> 618 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(618) 

<400> 91 

atg gag ttg ctg tta ctg gcg gtg ttg agt egg ggg act ggg gca gtt 
Met Glu Leu Leu Leu Leu Ala Val Leu Ser Arg Gly Thr Gly Ala Val 



90 



1 



10 



15 



gca ctg ctg tct gac tgc att ttc aaa ggg cag cag tgc tgt get ggg 
Ala Leu Leu Ser Asp Cys He Phe Lys Gly Gin Gin Cys Cys Ala Gly 
20 25 30 

ggt ctg etc cag tec eta gte ace teg tac tee eta aat get gaa gge 
Gly Leu Leu Gin Ser Leu Val Thr Ser Tyr Ser Leu Asn Ala Glu Gly 
35 40 45 

aaa caa cag eta agg ctg caa aac age aaa gat gat gac ctg ecc etc 
Lys Gin Gin Leu Arg Leu Gin Asn Ser Lys Asp Asp Asp Leu Pro Leu 
50 55 60 

cct ctg gga get cca ace cac ggg ggg atg ggg ctg ctg aaa aca eca 
Pro Leu Gly Ala Pro Thr His Gly Gly Met Gly Leu Leu Lys Thr Pro 
65 70 75 80 

gca aag ggt gac tgg aga ecc tgg tec tgc cca aat teg get gtg aat 
Ala Lys Gly Asp Trp Arg Pro Trp Ser Cys Pro Asn Ser Ala Val Asn 
85 90 95 



96 



144 



192 



240 



288 



cca tct ggt cct gga etc ttt ttg gtt ggt aaa eta ttg att att gee 
Pro Ser Gly Pro Gly Leu Phe Leu Val Gly Lys Leu Leu He He Ala 
100 105 110 

aca att tea gag cct gtt att ggt eta ttc aga gat tea act tct tec 
Thr He Ser Glu Pro Val He Gly Leu Phe Arg Asp Ser Thr Ser Ser 
115 120 125 

tgg ttt agt ett ggg aga gtg tat gtg teg agg aat gta tec att tct 
Trp Phe Ser Leu Gly Arg Val Tyr Val Ser Arg Asn Val Ser He Ser 
130 135 140 

tac aac gga tgt gaa gga cct ctt caa gga gaa eta caa ace act get 
Tyr Asn Gly Cys Glu Gly Pro Leu Gin Gly Glu Leu Gin Thr Thr Ala 
145 150 155 160 

caa gga aat aaa aga gga cac aaa caa atg gaa gaa cat tec atg etc 
Gin Gly Asn Lys Arg Gly His Lys Gin Met Glu Glu His Ser Met Leu 
165 170 175 



336 



384 



432 



480 



528 



atg ggt agg aag aat caa tat cgt gaa aat gge cat act gee caa gac 



576 



91 



Met Gly Arg Lys Asn Gin Tyr Arg Glu Asn Gly His Thr Ala Gin Asp 
180 185 190 

etc cag gac tgt gat gag agg ggc tac tgc caa gat etc tga 
Leu Gin Asp Cys Asp Glu Arg Gly Tyr Cys Gin Asp Leu * 
195 200 205 



<210> 
<211> 
<212> 
<213> 

<400> 
Met Glu Leu 
1 

Ala Leu Leu 

Gly Leu Leu 
35 

Lys Gin Gin 
50 

Pro Leu Gly 
65 

Ala Lys Gly 

Pro Ser Gly 

Thr He Ser 
115 

Trp Phe Ser 

130 
Tyr Asn Gly 
145 

Gin Gly Asn 

Met Gly Arg 

Leu Gin Asp 
195 



92 

205 

PRT 

Homo sapiens 
92 



Arg Gly Thr Gly 
Gin Gin 
Ser Leu 



Leu Leu Leu Ala Val Leu Ser 
5 10 
Ser Asp Cys He Phe Lys Gly 
20 25 
Gin Ser Leu Val Thr Ser Tyr 
40 

Leu Arg Leu Gin Asn Ser Lys Asp Asp 
55 60 
Ala Pro Thr His Gly Gly Met Gly Leu 

70 75 
Asp Trp Arg Pro Trp Ser Cys Pro Asn 

85 90 
Pro Gly Leu Phe Leu Val Gly Lys Leu 
100 105 
Glu Pro Val He Gly Leu Phe Arg Asp 
120 

Leu Gly Arg Val Tyr Val Ser Arg Asn 
135 140 
Cys Glu Gly Pro Leu Gin Gly Glu Leu 

150 155 
Lys Arg Gly His Lys Gin Met Glu Glu 

165 170 
Lys Asn Gin Tyr Arg Glu Asn Gly His 
180 185 
Cys Asp Glu Arg Gly Tyr Cys Gin Asp 
200 



Cys Cys 
30 
Asn Ala 
45 

Asp Leu 



Leu Lys 

Ser Ala 

Leu He 
110 
Ser Thr 
125 

Val Ser 



Ala Val 

15 

Ala Gly 

Glu Gly 

Pro Leu 

Thr Pro 
80 
Val Asn 
95 

He Ala 
Ser Ser 
He Ser 



Gin Thr Thr Ala 
160 

His Ser Met Leu 
175 

Thr Ala Gin Asp 
190 

Leu 
205 



<210> 93 
<211> 342 



92 



<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(342) 



<400> 93 

atg gcg gcg gcc cca cgc gcg ggc egg egg cgc ggg cag ccg etc ctg 
Met Ala Ala Ala Pro Arg Ala Gly Arg Arg Arg Gly Gin Pro Leu Leu 
15 10 15 

geg ctg ctg ctt ctg ctg ctg gcg cca ctg ccg ccg ggg gcc ccg ccg 
Ala Leu Leu Leu Leu Leu Leu Ala Pro Leu Pro Pro Gly Ala Pro Pro 
20 25 30 



ggc gcc gac gcc tac ttc ccc gag gag cgc tgg age ccg gag teg ccc 
Gly Ala Asp Ala Tyr Phe Pro Glu Glu Arg Trp Ser Pro Glu Ser Pro 
35 40 45 



144 



ctg cag gcg ccg cgc gtg etc ate gcg ctg ttg gcg cga aac gcg gcc 
Leu Gin Ala Pro Arg Val Leu He Ala Leu Leu Ala Arg Asn Ala Ala 
50 55 60 



192 



cae gcg ttg ccc ace aeg ctg ggc gca etc gag egg ctg egg cae ccg 
His Ala Leu Pro Thr Thr Leu Gly Ala Leu Glu Arg Leu Arg His Pro 
65 70 75 80 



240 



egg gag cgc acg gcg eta tgg aeg gag ccc aga gee ccc act ggg gcg 
Arg Glu Arg Thr Ala Leu Trp Thr Glu Pro Arg Ala Pro Thr Gly Ala 
85 90 95 



288 



ttg cca gag gee aca tet aac age aag cet ttc tgt gee ggc tge tgc 
Leu Pro Glu Ala Thr Ser Asn Ser Lys Pro Phe Cys Ala Gly Cys Cys 
100 105 110 



336 



cet taa 
Pro * 



342 



<210> 94 
<211> 113 



93 



<212> PRT 

<213> Homo sapiens 

<400> 94 

Met Ala Ala Ala Pro Arg Ala Gly Arg Arg Arg Gly Gin Pro Leu Leu 

15 10 15 

Ala Leu Leu Leu Leu Leu Leu Ala Pro Leu Pro Pro Gly Ala Pro Pro 

20 25 30 

Gly Ala Asp Ala Tyr Phe Pro Glu Glu Arg Trp Ser Pro Glu Ser Pro 

35 40 45 

Leu Gin Ala Pro Arg Val Leu He Ala Leu Leu Ala Arg Asn Ala Ala 

50 55 60 

H1s Ala Leu Pro Thr Thr Leu Gly Ala Leu Glu Arg Leu Arg His Pro 
65 70 75 80 

Arg G1u Arg Thr Ala Leu Trp Thr Glu Pro Arg Ala Pro Thr Gly Ala 

85 90 95 

Leu Pro Glu Ala Thr Ser Asn Ser Lys Pro Phe Cys Ala Gly Cys Cys 
100 105 110 

Pro 



<210> 95 
<211> 343 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(343) 

<400> 95 

atg aca gca age cgc cag atg ttt aga ctt tct gtt etc ctt get ggc 

Met Thr Ala Ser Arg Gin Met Phe Arg Leu Ser Val Leu Leu Ala Gly 
15 10 15 

tct gta ttg cca gcc ctg get act get gtt aga aac ctt tct gag act 
Ser Val Leu Pro Ala Leu Ala Thr Ala Val Arg Asn Leu Ser Glu Thr 
20 25 30 



aga cca gtt aaa ctt gtg gtt ccg tgg gtt gat ate cag aaa tta gaa 
Arg Pro Val Lys Leu Val Val Pro Trp Val Asp lie Gin Lys Leu Glu 
35 40 45 



94 



aga acg tec aat gtc ttt ctg acg gat acc ate cga ate acc acg cag 192 
Arg Thr Ser Asn Val Phe Leu Thr Asp Thr He Arg He Thr Thr Gin 
50 55 60 

aat aag gag cgt gac ttc tec atg tte ctg aac ctg gat gag gtg ttt 240 
Asn Lys Glu Arg Asp Phe Ser Met Phe Leu Asn Leu Asp Glu Val Phe 
65 70 75 80 

aag gtc atg gag cag ctg gcc gac gtg acg ctg cga agg ctg ctg gat 288 
Lys Val Met Glu Gin Leu Ala Asp Val Thr Leu Arg Arg Leu Leu Asp 
85 90 95 

aat gag tct ttg ace teg ace ceg ate tgc agg age cga gcc aga tea 336 
Asn Glu Ser Leu Thr Ser Thr Pro He Cys Arg Ser Arg Ala Arg Ser 
100 105 110 

cea aga g 343 
Pro Arg 



<210> 96 
<211> 114 
<212> PRT 
<213> Homo sapiens 

<400> 96 

Met Thr Ala Ser Arg Gin Met Phe Arg Leu Ser Val Leu Leu Ala Gly 

15 10 15 

Ser Val Leu Pro Ala Leu Ala Thr Ala Val Arg Asn Leu Ser Glu Thr 

20 25 30 

Arg Pro Val Lys Leu Val Val Pro Trp Val Asp He Gin Lys Leu Glu 

35 40 45 

Arg Thr Ser Asn Val Phe Leu Thr Asp Thr He Arg He Thr Thr Gin 

50 55 60 

Asn Lys Glu Arg Asp Phe Ser Met Phe Leu Asn Leu Asp Glu Val Phe 
65 70 75 80 

Lys Val Met Glu Gin Leu Ala Asp Val Thr Leu Arg Arg Leu Leu Asp 

85 90 95 

Asn Glu Ser Leu Thr Ser Thr Pro He Cys Arg Ser Arg Ala Arg Ser 
100 105 110 

Pro Arg 



95 



<210> 97 
<211> 420 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(420) 

<400> 97 

atg ctg ctg ctg ctg ctg ttg ttt atg aga cag ggt ctg get ctg tea 
Met Leu Leu Leu Leu Leu Leu Phe Met Arg Gin Gly Leu Ala Leu Ser 
15 10 15 

ccc age ctg gag tgc agt gac gtc ate att gee eae tgc age etc age 
Pro Ser Leu Glu Cys Ser Asp Val He He Ala His Cys Ser Leu Ser 
20 25 30 

etc gtg ggc teg agt gat cet ect gaa aca aea tat att gge ace etc 
Leu Val Gly Ser Ser Asp Pro Pro Glu Thr Thr Tyr He Gly Thr Leu 
35 40 45 

ctt gtg tet gtg aat cea tac cag gag etc gga ate tac act gtg ctg 
Leu Val Ser Val Asn Pro Tyr Gin Glu Leu Gly He Tyr Thr Val Leu 
50 55 60 

tgc aag tec aag aac att ate ctg agg gaa tgc ttc ctg ctg gcc gag 
Cys Lys Ser Lys Asn He He Leu Arg Glu Cys Phe Leu Leu Ala Glu 
65 70 75 -80 

tta gaa aac egg agg agg ccc cea aea gge ttg tec aat aag ggt gtg 
Leu Glu Asn Arg Arg Arg Pro Pro Thr Gly Leu Ser Asn Lys Gly Val 
85 90 95 

gee tat etc cet act gga cet ctt ctg gag gga gee tea aeg ccc aaa 
Ala Tyr Leu Pro Thr Gly Pro Leu Leu Glu Gly Ala Ser Thr Pro Lys 
100 105 110 



aga cet aat aac aac aat aaa att gtg gge aea ttg cea atg atg gga 
Arg Pro Asn Asn Asn Asn Lys He Val Gly Thr Leu Pro Met Met Gly 
115 120 125 



96 



ggt ggc tec ccc aag get caa gag tgg age tgg tga 
Gly Gly Ser Pro Lys Ala G1n Glu Trp Ser Trp * 
130 135 



420 



<210> 98 
<211> 139 
<212> PRT 
<213> Homo sapiens 



<400> 98 

Met Leu Leu Leu Leu Leu Leu Phe Met Arg Gin Gly Leu Ala Leu Ser 
15 10 15 

Pro Ser Leu Glu Cys Ser Asp Val lie He Ala His Cys Ser Leu Ser 

20 25 30 

Leu Val Gly Ser Ser Asp Pro Pro Glu Thr Thr Tyr He Gly Thr Leu 

35 40 45 

Leu Val Ser Val Asn Pro Tyr Gin Glu Leu Gly He Tyr Thr Val Leu 

50 55 60 

Cys Lys Ser Lys Asn He He Leu Arg Glu Cys Phe Leu Leu Ala Glu 
65 70 75 80 

Leu Glu Asn Arg Arg Arg Pro Pro Thr Gly Leu Ser Asn Lys Gly Val 

85 90 95 

Ala Tyr Leu Pro Thr Gly Pro Leu Leu Glu Gly Ala Ser Thr Pro Lys 

100 105 110 

Arg Pro Asn Asn Asn Asn Lys He Val Gly Thr Leu Pro Met Met Gly 

115 120 125 

Gly Gly Ser Pro Lys Ala Gin Glu Trp Ser Trp 
130 135 



<210> 99 
<211> 2172 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(2172) 



<400> 99 

atg get cte age etc tgg cce etg etg ctg etg ctg ctg etg etg etg 
Met Ala Leu Ser Leu Trp Pro Leu Leu Leu Leu Leu Leu Leu Leu Leu 
15 10 15 



97 



ctg ctg tec ttt gca gtg act ctg gcc cct act ggg cct cat tec ctg 
Leu Leu Ser Phe Ala Val Thr Leu Ala Pro Thr Gly Pro His Ser Leu 
20 25 30 

gac cct ggt etc tec ttc ctg aag tea ttg etc tec act ctg gac cag 
Asp Pro Gly Leu Ser Phe Leu Lys Ser Leu Leu Ser Thr Leu Asp Gin 
35 40 45 



eta gtg aca ctg aga ggt age ecc gac tgg gag cea atg eta ggg ctg 
Leu Val Thr Leu Arg Gly Ser Pro Asp Trp Glu Pro Met Leu Gly Leu 
100 105 110 

eta ggg gat atg ctg gca ctg ctg gga cag gag cag act ecc ega gat 
Leu Gly Asp Met Leu Ala Leu Leu Gly Gin Glu Gin Thr Pro Arg Asp 
115 120 125 



ctg gga gee tta gtt cct ggg ggc ecc cct ace cea act egg ecc cea 
Leu Gly Ala Leu Val Pro Gly Gly Pro Pro Thr Pro Thr Arg Pro Pro 
145 150 155 160 



96 



144 



get ecc cag ggc tec ctg age ege tea egg ttc ttt aca ttc ctg gee 192 
Ala Pro Gin Gly Ser Leu Ser Arg Ser Arg Phe Phe Thr Phe Leu Ala 
50 55 60 

aac att tet tct tec ttt gag cct ggg aga atg ggg gaa gga cea gta 240 
Asn He Ser Ser Ser Phe Glu Pro Gly Arg Met Gly Glu Gly Pro Val 
65 70 75 80 

gga gag ecc cea cct etc cag ecg cct get ctg egg etc cat gat ttt 288 
Gly Glu Pro Pro Pro Leu Gin Pro Pro Ala Leu Arg Leu His Asp Phe 
85 90 95 



336 



384 



ttc Ctg gtg cac cag gca ggg gtg ctg ggt gga ctt gtg gag gtg ctg 432 
Phe Leu Val His Gin Ala Gly Val Leu Gly Gly Leu Val Glu Val Leu 
130 135 140 



480 



tge ace egt gat ggg ecg tct gac tgt gte ctg get get gac tgg ttg 528 

Cys Thr Arg Asp Gly Pro Ser Asp Cys Val Leu Ala Ala Asp Trp Leu 
165 170 175 

cet tct ctg ctg ctg ttg tta gag ggc aca ege tgg caa get ctg gtg 576 

Pro Ser Leu Leu Leu Leu Leu Glu Gly Thr Arg Trp Gin Ala Leu Val 



98 



180 185 190 

cag gtg cag ccc agt gtg gac ccc acc aat gcc aca ggc etc gat ggg 624 
Gin Val Gin Pro Ser Val Asp Pro Thr Asn Ala Thr Gly Leu Asp Gly 
195 200 205 

agg gag gca get ect cae ttt ttg eag ggt etg ttg ggt ttg ctt acc 672 
Arg Glu Ala Ala Pro His Phe Leu Gin Gly Leu Leu Gly Leu Leu Thr 
210 215 220 

eca aca ggg gag eta ggc tee aag gag get ctt tgg ggc ggt etg eta 720 
Pro Thr Gly Glu Leu Gly Ser Lys Glu Ala Leu Trp Gly Gly Leu Leu 
225 230 235 240 

cgc aca gtg ggg gcc ccc etc tat get gee ttt cag gag ggg etg etc 768 
Arg Thr Val Gly Ala Pro Leu Tyr Ala Ala Phe Gin Glu Gly Leu Leu 
245 250 255 

cgt gtc act cae tec etg cag gat gag gtc ttc tec att ttg ggg cag 816 
Arg Val Thr His Ser Leu Gin Asp Glu Val Phe Ser He Leu Gly Gin 
260 265 270 

oca gag cct gat ace aat ggg cag tgc cag gga ggt aac ctt caa eag 864 
Pro Glu Pro Asp Thr Asn Gly Gin Cys Gin Gly Gly Asn Leu Gin Gin 
275 280 285 

Gtg etc tta tgg ggc gtc egg cae aac ctt tec tgg gat gtc cag gcg 912 
Leu Leu Leu Trp Gly Val Arg His Asn Leu Ser Trp Asp Val Gin Ala 
290 295 300 

etg ggc ttt etg tet gga tea eca ccc eca ccc cct gee etc ctt cae 960 
Leu Gly Phe Leu Ser Gly Ser Pro Pro Pro Pro Pro Ala Leu Leu His 
305 310 315 320 

tgc etg age acg ggc gtg cct etg ccc aga get tet cag eeg tea gcc 1008 
Cys Leu Ser Thr Gly Val Pro Leu Pro Arg Ala Ser Gin Pro Ser Ala 
325 330 335 

cae ate age eca cgc caa egg cga gee ate act gtg gag gcc etc tgt 1056 
His He Ser Pro Arg Gin Arg Arg Ala He Thr Val Glu Ala Leu Cys 
340 345 350 



gag aac cae tta ggc eca gca eca ccc tae age att tec aac ttc tec 



1104 



99 



Glu Asn His Leu Gly Pro Ala Pro Pro Tyr Ser He Ser Asn Phe Ser 
355 360 355 

ate cac ttg etc tgc cag cac acc aag cct gcc act cca cag ccc cat 
He His Leu Leu Cys Gin His Thr Lys Pro Ala Thr Pro Gin Pro His 
370 375 380 



1152 



ccc age acc act gcc ate tgc cag aca get gtg tgg tat gca gtg tec 
Pro Ser Thr Thr Ala He Cys Gin Thr Ala Val Trp Tyr Ala Val Ser 
385 390 395 400 

tgg gca cca ggt gcc caa ggc tgg eta cag gcc tgc cac gac cag ttt 
Trp Ala Pro Gly Ala Gin Gly Trp Leu Gin Ala Cys His Asp Gin Phe 
405 410 415 

cct gat gag ttt ttg gat gcg ate tgc agt aac etc tec ttt tea gee 
Pro Asp Glu Phe Leu Asp Ala He Cys Ser Asn Leu Ser Phe Ser Ala 
420 425 430 



1200 



1248 



1296 



ctg tct ggc tee aac cgc cge etg gtg aag egg etc tgt get ggc etg 
Leu Ser Gly Ser Asn Arg Arg Leu Val Lys Arg Leu Cys Ala Gly Leu 
435 440 445 



1344 



etc cca ccc cct ace age tgc cct gaa ggc etg ccc cct gtt ccc etc 1392 
Leu Pro Pro Pro Thr Ser Cys Pro Glu Gly Leu Pro Pro Val Pro Leu 
450 455 460 

acc cca gac ate ttt tgg ggc tgc ttc ttg gag aat gag act ctg tgg 1440 
Thr Pro Asp He Phe Trp Gly Cys Phe Leu Glu Asn Glu Thr Leu Trp 
465 470 475 480 

get gag ega etg tgt ggg gag gca agt eta cag get gtg ccc ccc age 1488 
Ala Glu Arg Leu Cys Gly Glu Ala Ser Leu Gin Ala Val Pro Pro Ser 
485 490 495 



aac cag get tgg gtc cag eat gtg tgc cag ggc ccc ace cca gat gtc 
Asn Gin Ala Trp Val Gin His Val Cys Gin Gly Pro Thr Pro Asp Val 
500 505 510 



1536 



act gee tec cca cca tgc cac att gga ccc tgt ggg gaa cgc tgc ccg 
Thr Ala Ser Pro Pro Cys His He Gly Pro Cys Gly Glu Arg Cys Pro 
515 520 525 



1584 



100 



gat ggg ggc age ttc ctg gtg atg gtc tgt gcc aat gac acc atg tat 1632 
Asp Gly Gly Ser Phe Leu Val Met Val Cys A1a Asn Asp Thr Met Tyr 
530 535 540 

gag gtc ctg gtg ccc ttc tgg cct tgg eta gca ggc caa tgc agg ata 1680 
Glu Val Leu Val Pro Phe Trp Pro Trp Leu Ala Gly Gin Cys Arg He 
545 550 555 560 

agt cgt ggg ggc aat gac act tgc ttc eta gaa ggg ctg ctg ggc ccc 1728 
Ser Arg Gly Gly Asn Asp Thr Cys Phe Leu Glu Gly Leu Leu Gly Pro 
565 570 575 

ctt ctg ccc tct ctg cca cca ctg gga cca tec cca etc tgt ctg acc 1775 
Leu Leu Pro Ser Leu Pro Pro Leu Gly Pro Ser Pro Leu Cys Leu Thr 
580 585 590 

cct ggc ccc ttc etc ctt ggc atg eta tec cag ttg cea cgc tgt cag 1824 
Pro Gly Pro Phe Leu Leu Gly Met Leu Ser Gin Leu Pro Arg Cys Gin 
595 600 605 

tec tct gtc cca get ctt get eac eee aca cgc eta cac tat etc etc 1872 
Ser Ser Val Pro Ala Leu Ala His Pro Thr Arg Leu His Tyr Leu Leu 
610 515 620 

cgc ctg ctg acc ttc etc ttg ggt cca ggg get ggg ggc get gag gee 1920 
Arg Leu Leu Thr Phe Leu Leu Gly Pro Gly Ala Gly Gly Ala Glu Ala 
625 630 635 640 

cag ggg atg ctg ggt egg gee eta ctg etc tee agt etc cca gac aac 1968 
Gin Gly Met Leu Gly Arg Ala Leu Leu Leu Ser Ser Leu Pro Asp Asn 
645 650 655 

tgc tee ttc tgg gat gee ttt cgc cea gag ggc egg cgc agt gtg eta 2016 
Cys Ser Phe Trp Asp Ala Phe Arg Pro Glu Gly Arg Arg Ser Val Leu 
660 665 670 

egg aeg att ggg gaa tac ctg gaa caa gat gag gag cag cea acc cca 2064 
Arg Thr He Gly Glu Tyr Leu Glu Gin Asp Glu Glu Gin Pro Thr Pro 
675 680 685 

tea ggc ttt gaa ccc act gtc aac ccc age tct ggt ata age aag atg 2112 
Ser Gly Phe Glu Pro Thr Val Asn Pro Ser Ser Gly He Ser Lys Met 
690 695 700 



101 



gag ctg ctg gcc tgc ttt agt gtg agt get ctg cca gag gga aag etc 
Glu Leu Leu Ala Cys Phe Ser Val Ser Ala Leu Pro Glu Gly Lys Leu 
705 710 715 720 

eta gaa cag tga 
Leu Glu Gin * 



<210> 100 
<211> 723 
<212> PRT 
<213> Homo sapiens 

<400> 100 

Met Ala Leu Ser Leu Trp Pro Leu Leu Leu Leu Leu Leu Leu Leu Leu 
15 10 15 

Leu Leu Ser Phe Ala Val Thr Leu Ala Pro Thr Gly Pro His Ser Leu 

20 25 30 

Asp Pro Gly Leu Ser Phe Leu Lys Ser Leu Leu Ser Thr Leu Asp Gin 

35 40 45 

Ala Pro Gin Gly Ser Leu Ser Arg Ser Arg Phe Phe Thr Phe Leu Ala 

50 55 60 

Asn He Ser Ser Ser Phe Glu Pro Gly Arg Met Gly Glu Gly Pro Val 
65 70 75 80 

Gly Glu Pro Pro Pro Leu Gin Pro Pro Ala Leu Arg Leu His Asp Phe 

85 90 95 

Leu Val Thr Leu Arg Gly Ser Pro Asp Trp Glu Pro Met Leu Gly Leu 

100 105 110 

Leu Gly Asp Met Leu Ala Leu Leu Gly Gin Glu Gin Thr Pro Arg Asp 

115 120 125 

Phe Leu Val His Gin Ala Gly Val Leu Gly Gly Leu Val Glu Val Leu 

130 135 140 

Leu Gly Ala Leu Val Pro Gly Gly Pro Pro Thr Pro Thr Arg Pro Pro 
145 150 155 160 

Cys Thr Arg Asp Gly Pro Ser Asp Cys Val Leu Ala Ala Asp Trp Leu 

165 170 175 

Pro Ser Leu Leu Leu Leu Leu Glu Gly Thr Arg Trp Gin Ala Leu Val 

180 185 190 

Gin Val Gin Pro Ser Val Asp Pro Thr Asn Ala Thr Gly Leu Asp Gly 

195 200 205 

Arg Glu Ala Ala Pro His Phe Leu Gin Gly Leu Leu Gly Leu Leu Thr 



102 



210 
Pro Thr 
225 

Arg Thr 

Arg Val 

Pro Glu 

Leu Leu 
290 
Leu Gly 
305 

Cys Leu 

His He 

G1u Asn 

He His 
370 
Pro Ser 
385 

Trp Ala 

Pro Asp 

Leu Ser 

Leu Pro 
450 
Thr Pro 
455 

Ala Glu 

Asn Gin 

Thr Ala 

Asp Gly 
530 
Glu Val 
545 



Gly Glu Leu 

Val Gly Ala 
245 

Thr His Ser 

260 
Pro Asp Thr 
275 

Leu Trp Gly 

Phe Leu Ser 

Ser Thr Gly 
325 

Ser Pro Arg 

340 
His Leu Gly 
355 

Leu Leu Cys 

Thr Thr Ala 

Pro Gly Ala 
405 

Glu Phe Leu 

420 
Gly Ser Asn 
435 

Pro Pro Thr 

Asp He Phe 

Arg Leu Cys 
485 

Ala Trp Val 

500 
Ser Pro Pro 
515 

Gly Ser Phe 
Leu Val Pro 



215 
Gly Ser 
230 

Pro Leu 

Leu Gin 

Asn Gly 

Val Arg 
295 
Gly Ser 
310 

Val Pro 

Gin Arg 

Pro Ala 

Gin His 
375 
lie Cys 
390 

Gin Gly 

Asp Ala 

Arg Arg 

Ser Cys 
455 
Trp Gly 
470 

Gly Glu 

Gin His 

Cys His 

Leu Val 
535 
Phe Trp 
550 



Lys Glu Ala Leu 
235 

Tyr Ala Ala Phe 
250 

Asp Glu Val Phe 
265 

Gin Cys Gin Gly 
280 

His Asn Leu Ser 



Pro Pro 

Leu Pro 

Arg Ala 
345 
Pro Pro 
360 

Thr Lys 

Gin Thr 

Trp Leu 

He Cys 
425 
Leu Val 
440 

Pro Glu 

Cys Phe 

Ala Ser 

Val Cys 
505 
He Gly 
520 

Met Val 
Pro Trp 



Pro Pro 
315 
Arg Ala 
330 

He Thr 

Tyr Ser 

Pro Ala 

Ala Val 
395 
Gin Ala 
410 

Ser Asn 

Lys Arg 

Gly Leu 

Leu Glu 
475 
Leu Gin 
490 

Gin Gly 

Pro Cys 

Cys Ala 

Leu Ala 
555 



220 

Trp Gly 

Gin Glu 

Ser He 

Gly Asn 
285 
Trp Asp 
300 

Pro Ala 

Ser Gin 

Val Glu 

He Ser 
365 
Thr Pro 
380 

Trp Tyr 

Cys His 

Leu Ser 

Leu Cys 
445 
Pro Pro 
460 

Asn Glu 

Ala Val 

Pro Thr 

Gly Glu 
525 
Asn Asp 
540 

Gly Gin 



Gly Leu Leu 
240 

Gly Leu Leu 

255 
Leu Gly Gin 
270 

Leu Gin Gin 

Val Gin Ala 

Leu Leu His 
320 

Pro Ser Ala 

335 
Ala Leu Cys 
350 

Asn Phe Ser 

Gin Pro His 

Ala Val Ser 
400 

Asp Gin Phe 

415 
Phe Ser Ala 
430 

Ala Gly Leu 

Val Pro Leu 

Thr Leu Trp 
480 

Pro Pro Ser 

495 
Pro Asp Val 
510 

Arg Cys Pro 

Thr Met Tyr 

Cys Arg He 
560 



103 



Ser Arg 61 y 

Leu Leu Pro 

Pro Gly Pro 
595 

Ser Ser Val 

610 
Arg Leu Leu 
625 

Gin Gly Met 

Cys Ser Phe 

Arg Thr He 
675 

Ser Gly Phe 

690 

Glu Leu Leu 
705 

Leu Glu Gin 



Gly Asn 
565 
Ser Leu 
580 

Phe Leu 

Pro Ala 

Thr Phe 

Leu Gly 
645 
Trp Asp 
660 

Gly Glu 
Glu Pro 
Ala Cys 



Asp Thr Cys 

Pro Pro Leu 

Leu Gly Met 
600 

Leu Ala His 

615 
Leu Leu Gly 
630 

Arg Ala Leu 

Ala Phe Arg 

Tyr Leu Glu 
680 

Thr Val Asn 

595 
Phe Ser Val 
710 



Phe Leu 
570 
Gly Pro 
585 

Leu Ser 

Pro Thr 

Pro Gly 

Leu Leu 
650 
Pro Glu 
665 

Gin Asp 
Pro Ser 
Ser Ala 



Glu Gly 

Ser Pro 

Gin Leu 

Arg Leu 
620 
Ala Gly 
635 

Ser Ser 

Gly Arg 

Glu Glu 

Ser Gly 
700 
Leu Pro 
715 



Leu Leu Gly Pro 
575 

Leu Cys Leu Thr 
590 

Pro Arg Cys Gin 
605 

His Tyr Leu Leu 

Gly Ala Glu Ala 
640 

Leu Pro Asp Asn 
655 

Arg Ser Val Leu 
670 

Gin Pro Thr Pro 
685 

He Ser Lys Met 

Glu Gly Lys Leu 
720 



<210> 101 
<211> 456 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(456) 

<400> 101 

atg ctg age age cag tat ggg ctg ate gtg ttc gtg gcg ggg ctg ctg 
Met Leu Ser Ser Gin Tyr Gly Leu He Val Phe Val Ala Gly Leu Leu 
15 10 15 

ctg ctg ctg gcc tgg gcc gtt cga ccg egg gca tgc tgt ggt acg tgg 
Leu Leu Leu Ala Trp Ala Val Arg Pro Arg Ala Cys Cys Gly Thr Trp 
20 25 30 

gcc gca etc egg aac cgc cgc etc ttc cgc etc aag gac acg cac gcc 
Ala Ala Leu Arg Asn Arg Arg Leu Phe Arg Leu Lys Asp Thr His Ala 



104 



35 



40 



45 



ggc gcc ggc tgg ctg cac egg ctg gag cct cct etc cgc etc cag acg 
61y Ala Gly Trp Leu His Arg Leu G1u Pro Pro Leu Arg Leu Gin Thr 
50 55 60 

ctt cca tea tta cag eca cag tta cag aaa cct etc ctg tee ttc cct 
Leu Pro Ser Leu Gin Pro Gin Leu Gin Lys Pro Leu Leu Ser Phe Pro 
65 70 75 80 

ggc tta aag cca tac agt ggc cct act gac ccc atg agg gag ttc agt 
Gly Leu Lys Pro Tyr Ser Gly Pro Thr Asp Pro Met Arg Glu Phe Ser 
85 90 95 



192 



240 



288 



tct gtt get gat gta eta tgg ctg caa get gcc aaa tge tge ttc cct 
Ser Val Ala Asp Val Leu Trp Leu Gin Ala Ala Lys Cys Cys Phe Pro 
100 105 110 



336 



ctg ctt gtt aaa gag cca age aac eca tct gat tta ceg agt aga get 
Leu Leu Val Lys Glu Pro Ser Asn Pro Ser Asp Leu Pro Ser Arg Ala 
115 120 125 



384 



cgt tea gga cct tea tea aat eat ctt gga get get ggc ega ctt ctt 
Arg Ser Gly Pro Ser Ser Asn His Leu Gly Ala Ala Gly Arg Leu Leu 
130 135 140 



432 



tac tct gea agg aaa gag gaa tga 
Tyr Ser Ala Arg Lys Glu Glu * 
145 150 



456 



<210> 102 
<211> 151 
<212> PRT 
<213> Homo sapiens 

<400> 102 

Met Leu Ser Ser Gin Tyr Gly Leu He Val Phe Val Ala Gly Leu Leu 
15 10 15 

Leu Leu Leu Ala Trp Ala Val Arg Pro Arg Ala Cys Cys Gly Thr Trp 

20 25 30 

Ala Ala Leu Arg Asn Arg Arg Leu Phe Arg Leu Lys Asp Thr His Ala 
35 40 45 



105 



Gly Ala Gly Trp Leu His Arg Leu Glu Pro Pro Leu Arg Leu Gin Thr 

50 55 60 

Leu Pro Ser Leu Gin Pro Gin Leu Gin Lys Pro Leu Leu Ser Phe Pro 
65 70 75 80 

Gly Leu Lys Pro Tyr Ser Gly Pro Thr Asp Pro Met Arg Glu Phe Ser 

85 90 95 

Ser Val Ala Asp Val Leu Trp Leu Gin Ala Ala Lys Cys Cys Phe Pro 

100 105 110 

Leu Leu Val Lys Glu Pro Ser Asn Pro Ser Asp Leu Pro Ser Arg Ala 

115 120 125 

Arg Ser Gly Pro Ser Ser Asn His Leu Gly Ala Ala Gly Arg Leu Leu 

130 135 140 

Tyr Ser Ala Arg Lys Glu Glu 
145 150 



<210> 103 
<211> 414 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(414) 



<400> 103 

atg ggg cga gtc egg acc ttg gcg ggc gag tgc teg gcg cag gcg caa 

Met Gly Arg Val Arg Thr Leu Ala Gly Glu Cys Ser Ala Gin Ala Gin 

15 10 15 



48 



gcg cag agt etc etc gcg gtc gtc ctt ttg gcc cct ccc etc tgg ggg 
Ala Gin Ser Leu Leu Ala Val Val Leu Leu Ala Pro Pro Leu Trp Gly 
20 25 30 



96 



acc ccc agt gcc agg ctg tea gtg cgc age ccc cag cct gcg gga ccc 
Thr Pro Ser Ala Arg Leu Ser Val Arg Ser Pro Gin Pro Ala Gly Pro 
35 40 45 



144 



ctg ggg act ctg ggc gcc tgt tct gca aat gac egg ttc tta cga gtt 
Leu Gly Thr Leu Gly Ala Cys Ser Ala Asn Asp Arg Phe Leu Arg Val 
50 55 60 



192 



caa get gaa cca gcc acc cga gga tgg cat etc etc cgt gaa gtt aag 
Gin Ala Glu Pro Ala Thr Arg Gly Trp His Leu Leu Arg Glu Val Lys 



240 



106 



65 70 75 80 

ccc cca cac cct tec cag tec tgg gtt gtc tec ttc ctg gga gac gtt 288 
Pro Pro His Pro Ser Gin Ser Trp Val Val Ser Phe Leu G1y Asp Val 
85 90 95 

ccg tgc gtc ttt acg atg tgg ccg ggc aac ttc atg gcg gtt aag tac 336 
Pro Cys Val Phe Thr Met Trp Pro Gly Asn Phe Met Ala Val Lys Tyr 
100 105 110 

caa gca cac egg ggc ccg tec tgg gaa tgg gee ttt tta att tea att 384 
Gin Ala His Arg Gly Pro Ser Trp Glu Trp Ala Phe Leu He Ser He 
115 120 125 

tac ccc ett ggc egg aga gtc aaa tgt tga 414 
Tyr Pro Leu Gly Arg Arg Val Lys Cys * 
130 135 



<210> 104 
<211> 137 
<212> PRT 
<213> Homo sapiens 

<400> 104 

Met Gly Arg Val Arg Thr Leu Ala Gly Glu Cys Ser Ala Gin Ala Gin 

15 10 15 

Ala Gin Ser Leu Leu Ala Val Val Leu Leu Ala Pro Pro Leu Trp Gly 

20 25 30 

Thr Pro Ser Ala Arg Leu Ser Val Arg Ser Pro Gin Pro Ala Gly Pro 

35 40 45 

Leu Gly Thr Leu Gly Ala Cys Ser Ala Asn Asp Arg Phe Leu Arg Val 

50 55 60 

Gin Ala Glu Pro Ala Thr Arg Gly Trp His Leu Leu Arg Glu Val Lys 
65 70 75 80 

Pro Pro His Pro Ser Gin Ser Trp Val Val Ser Phe Leu Gly Asp Val 

85 90 95 

Pro Cys Val Phe Thr Met Trp Pro Gly Asn Phe Met Ala Val Lys Tyr 

100 105 110 

Gin Ala His Arg Gly Pro Ser Trp Glu Trp Ala Phe Leu He Ser He 

115 120 125 

Tyr Pro Leu Gly Arg Arg Val Lys Cys 
130 135 



107 



<210> 105 
<211> 1260 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(1250) 



<400> 105 

atg ggg ccc atg ctg ctg cct ctg get ctg ctg gcc ctg ctg ctg ggg 
Met Gly Pro Met Leu Leu Pro Leu Ala Leu Leu Ala Leu Leu Leu Gly 
15 10 15 

cct gcg ctg gcc egg agt gcc egg gac ecg gag gtg tte tgt gga ggc 
Pro Ala Leu Ala Arg Ser Ala Arg Asp Pro Glu Val Phe Cys Gly Gly 
20 25 30 

gtc ata tta gca ata aaa tgc atg aaa cca gca ttc ttt gcc acc ttc 
Val He Leu Ala He Lys Cys Met Lys Pro Ala Phe Phe Ala Thr Phe 
35 40 45 



48 



95 



144 



teg eta ate att get att ttc teg gag aga gag get ett ggc aaa ggt 

Ser Leu He He Ala He Phe Ser Glu Arg Glu Ala Leu Gly Lys Gly 
50 55 60 

cae age cct gga ccc ggt ttt cct tec tgg aat att tgg gtg gtg aca 

His Ser Pro Gly Pro Gly Phe Pro Ser Trp Asm He Trp Val Val Thr 

65 70 75 80 

teg eag ctg age ccc tte eat gga att ctg tgg tgt tgg get gtt ett 

Ser Gin Leu Ser Pro Phe His Gly He Leu Trp Cys Trp Ala Val Leu 

85 90 95 



192 



240 



288 



caa gag aag att agg aca eag aca cae aca gag gga egg cca egt gag 
Gin Glu Lys He Arg Thr Gin Thr His Thr Glu Gly Arg Pro Arg Glu 
100 105 110 



336 



gac ata ggg aga aga eag ctg tet gca agt caa gga ggg gee tea gaa 
Asp He Gly Arg Arg Gin Leu Ser Ala Ser Gin Gly Gly Ala Ser Glu 
115 120 125 



384 



108 



gga acc aac cct cct gac acc ttg ate ttg gac ttc cag ctg cag aac 
Gly Thr Asn Pro Pro Asp Thr Leu He Leu Asp Phe Gin Leu Gin Asn 
130 135 140 

ggg tgt ttt ggc aaa tac acc ttc ate tgc tct tea cct ggt aaa tge 
Gly Cys Phe Gly Lys Tyr Thr Phe He Cys Ser Ser Pro Gly Lys Cys 
145 150 155 160 

ctg ate ate ttt cag gtc eta ctt gtc atg etc tta ggg aag ect ecc 
Leu He He Phe Gin Val Leu Leu Val Met Leu Leu Gly Lys Pro Pro 
165 170 175 

gtg ttc ttt gac aag aag gtc ceg teg gtg gat caa ggc ect ecc tac 
Val Phe Phe Asp Lys Lys Val Pro Ser Val Asp Gin Gly Pro Pro Tyr 
180 185 190 

tee agt atg act tgg tct gaa tea ate cea tct gca aag ace eta ttc 
Ser Ser Met Thr Trp Ser Glu Ser He Pro Ser Ala Lys Thr Leu Phe 
195 200 205 

cca aat aag gee aca ttc aca geg tgc agg geg ctg atg gac gag ata 
Pro Asn Lys Ala Thr Phe Thr Ala Cys Arg Ala Leu Met Asp Glu He 
210 215 220 

gag cac gac ate acc aag get egg cag aag aag ace aag gtg gga tec 
Glu His Asp He Thr Lys Ala Arg Gin Lys Lys Thr Lys Val Gly Ser 
225 230 235 240 

ttc ega ate aat ecc gat ggg act cag gag agg aga aag cac eta aat 
Phe Arg He Asn Pro Asp Gly Thr Gin Glu Arg Arg Lys His Leu Asn 
245 250 255 

ttt gtg tct egt caa gtc gaa aga cat ttc ggc act gtt ctt cat cag 
Phe Val Ser Arg Gin Val Glu Arg His Phe Gly Thr Val Leu His Gin 
260 265 270 

aat aaa aat age geg tct gtg gtt ctt ggc aca etc aag gat gga tec 
Asn Lys Asn Ser Ala Ser Val Val Leu Gly Thr Leu Lys Asp Gly Ser 
275 280 285 

ttc aag age cgt gtc tgg caa gtc cac egg agg gac ecc gtg cag gee 
Phe Lys Ser Arg Val Trp Gin Val His Arg Arg Asp Pro Val Gin Ala 
290 295 300 



109 



cac tgg ctg etc tgc tgc agg tct gac gcc tgc acc ccg gaa tct caa 950 
His Trp Leu Leu Cys Cys Arg Ser Asp Ala Cys Thr Pro Glu Ser G1n 
305 310 315 320 

ggt cct ttg tgg tea cct gaa tgc agg aca tgt gcc tec ata aaa tee 1008 
Gly Pro Leu Trp Ser Pro Glu Cys Arg Thr Cys Ala Ser He Lys Ser 
325 330 335 



agt aca gtc ctg gtc cct gac acc age egg gag ctg att cec act gtc 
Ser Thr Val Leu Val Pro Asp Thr Ser Arg Glu Leu He Pro Thr Val 
340 345 350 



1056 



aag cag ggc cag gga aga tea ttc egg gtc tac atg tgg tgt gga eta 
Lys Gin Gly Gin Gly Arg Ser Phe Arg Val Tyr Met Trp Cys Gly Leu 
355 360 355 

ggg gag gaa ttc ttc ccc cat agg age tea eac tct gac eea gag acc 
Gly Glu Glu Phe Phe Pro His Arg Ser Ser His Ser Asp Pro Glu Thr 
370 375 380 

tea gea gee gcc agt gtg aac gee aeg tct cag aga gtg aag gga ggg 
Ser Ala Ala Ala Ser Val Asn Ala Thr Ser Gin Arg Val Lys Gly Gly 
385 390 395 400 

age etc agg aaa tac act gag aca ata gtc aca gtt ctt gta tct gcg 
Ser Leu Arg Lys Tyr Thr Glu Thr He Val Thr Val Leu Val Ser Ala 
405 410 415 



1104 



1152 



1200 



1248 



tat tac tgc tga 
Tyr Tyr Cys * 



1260 



<210> 106 
<211> 419 
<212> PRT 
<213> Homo sapiens 

<400> 106 

Met Gly Pro Met Leu Leu Pro Leu Ala Leu Leu Ala Leu Leu Leu Gly 
15 10 15 

Pro Ala Leu Ala Arg Ser Ala Arg Asp Pro Glu Val Phe Cys Gly Gly 



110 



Val He 

Ser Leu 
50 

His Ser 
65 

Ser Gin 

Gin Glu 

Asp He 

Gly Thr 
130 
Gly Cys 
145 

Leu He 

Val Phe 

Ser Ser 

Pro Asn 
210 
Glu His 
225 

Phe Arg 

Phe Val 

Asn Lys 

Phe Lys 
290 
His Trp 
305 

Gly Pro 
Ser Thr 
Lys Gin 



20 25 30 

Leu Ala He Lys Cys Met Lys Pro Ala Phe Phe Ala Thr Phe 
35 40 45 

He He Ala He Phe Ser Glu Arg Glu Ala Leu Gly Lys Gly 

55 60 
Pro Gly Pro Gly Phe Pro Ser Trp Asn He Trp Val Val Thr 
70 75 80 

Leu Ser Pro Phe His Gly He Leu Trp Cys Trp Ala Val Leu 

85 90 95 

Lys He Arg Thr Gin Thr His Thr Glu Gly Arg Pro Arg Glu 

100 105 110 

Gly Arg Arg Gin Leu Ser Ala Ser Gin Gly Gly Ala Ser Glu 
115 120 125 

Asn Pro Pro Asp Thr Leu He Leu Asp Phe Gin Leu Gin Asn 

135 140 
Phe Gly Lys Tyr Thr Phe He Cys Ser Ser Pro Gly Lys Cys 
150 155 160 

He Phe Gin Val Leu Leu Val Met Leu Leu Gly Lys Pro Pro 

165 170 175 

Phe Asp Lys Lys Val Pro Ser Val Asp Gin Gly Pro Pro Tyr 

180 185 190 

Met Thr Trp Ser Glu Ser He Pro Ser Ala Lys Thr Leu Phe 
195 200 205 

Lys Ala Thr Phe Thr Ala Cys Arg Ala Leu Met Asp Glu He 

215 220 
Asp He Thr Lys Ala Arg Gin Lys Lys Thr Lys Val Gly Ser 
230 235 240 

He Asn Pro Asp Gly Thr Gin Glu Arg Arg Lys His Leu Asn 

245 250 255 

Ser Arg Gin Val Glu Arg His Phe Gly Thr Val Leu His Gin 

260 265 270 

Asn Ser Ala Ser Val Val Leu Gly Thr Leu Lys Asp Gly Ser 
275 280 285 

Ser Arg Val Trp Gin Val His Arg Arg Asp Pro Val Gin Ala 

295 300 
Leu Leu Cys Cys Arg Ser Asp Ala Cys Thr Pro Glu Ser Gin 
310 315 320 

Leu Trp Ser Pro Glu Cys Arg Thr Cys Ala Ser He Lys Ser 

325 330 335 

Val Leu Val Pro Asp Thr Ser Arg Glu Leu He Pro Thr Val 

340 345 350 

Gly Gin Gly Arg Ser Phe Arg Val Tyr Met Trp Cys Gly Leu 
355 360 365 



Ill 



Gly Glu Glu Phe Phe Pro His Arg Ser Ser His Ser Asp Pro Glu Thr 

370 375 380 

Ser Ala Ala Ala Ser Val Asn Ala Thr Ser Gin Arg Val Lys Gly Gly 
385 390 395 400 

Ser Leu Arg Lys Tyr Thr Glu Thr He Val Thr Val Leu Val Ser Ala 
405 410 415 

Tyr Tyr Cys 



<210> 107 
<211> 669 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(669) 

<400> 107 

atg gcg cct cct ctg cga ccc etc gcc egg ctg eg a eeg eeg ggg atg 48 

Met Al a Pro Pro Leu Arg Pro Leu Al a Arg Leu Arg Pro Pro Gly Met 
15 10 15 

ctg etc cgc gcg etc ctg etc ctg ctg ctg etc agt cct ttg cca ggg 96 
Leu Leu Arg Ala Leu Leu Leu Leu Leu Leu Leu Ser Pro Leu Pro Gly 
20 25 30 



ctg cga gag gga ata ggt gaa etc ata acc cca ate ggc ace age ttg^ 
Leu Arg Glu Gly He Gly Glu Leu He Thr Pro He Gly Thr Ser Leu' 
35 40 45 



gtt gga agt gaa gtg gee gat ttg tgc cee gga aag gag ggg gga aaa 
Val Gly Ser Glu Val Ala Asp Leu Cys Pro Gly Lys Glu Gly Gly Lys 
65 70 75 80 



144 



eeg gat ctg gat cca gee agg agg aga tgg gag ggt gga att ggc agg 192 
Pro Asp Leu Asp Pro Ala Arg Arg Arg Trp Glu Gly Gly He Gly Arg 
50 55 60 



240 



gtc ccc gaa get gaa aag gaa gga gtg tgg tgc ttt age gaa ctg tet 288 
Val Pro Glu Ala Glu Lys Glu Gly Val Trp Cys Phe Ser Glu Leu Ser 
85 90 95 



112 



ttt gta aaa gaa cca cag gat gta act gtc aca aga aag gac cca gtc 
Phe Val Lys Glu Pro Gin Asp Val Thr Val Thr Arg Lys Asp Pro Val 
100 105 110 



336 



gtt tta gat tgc cag get cac gga gaa gtt cct att aag gtc aca tgg 384 
Val Leu Asp Cys Gin Ala His Gly Glu Val Pro .He Lys Val Thr Trp 
115 120 125 

ttg aaa aat gga gca aaa atg tct gaa aat aaa egg ate gag gtt ctt 432 
Leu Lys Asn Gly Ala Lys Met Ser Glu Asn Lys Arg He Glu Val Leu 
130 135 140 



tct aac ggc tct tta tac ate agt gag gtg gaa ggc agg cga gga gag 

Ser Asn Gly Ser Leu Tyr He Ser Glu Val Glu Gly Arg Arg Gly Glu 

145 150 155 160 

cag tec gat gaa gga ttt tat cag tgc ttg gca atg aac aaa tat gga 

Gin Ser Asp Glu Gly Phe Tyr Gin Cys Leu Ala Met Asn Lys Tyr Gly 

165 170 175 



480 



528 



gee att ctt agt caa aaa get cat ctt gcc tta tea atg tta gcg gca 
Ala He Leu Ser Gin Lys Ala His Leu Ala Leu Ser Met Leu Ala Ala 
180 185 190 



576 



tec ctg gcc tct ace etc cca ata ceg ata gac tct ctt cca gtt gtg 

Ser Leu Ala Ser Thr Leu Pro He Pro He Asp Ser Leu Pro Val Val 
195 200 205 

aca ace aag aaa gtt eta ctg tgg ggc aaa ata act cct gat tga 

Thr Thr Lys Lys Val Leu Leu Trp Gly Lys He Thr Pro Asp * 
210 215 220 



624 



669 



<210> 108 
<211> 222 
<212> PRT 
<213> Homo sapiens 

<400> 108 

Met Ala Pro Pro Leu Arg Pro Leu Ala Arg Leu Arg Pro Pro Gly Met 
15 10 15 

Leu Leu Arg Ala Leu Leu Leu Leu Leu Leu Leu Ser Pro Leu Pro Gly 
20 25 30 



113 



Leu Arg Glu G1y 
35 

Pro Asp Leu Asp 
50 

Val Gly Ser Glu 
65 

Val Pro Glu Ala 



Phe Val 

Val Leu 

Leu Lys 
130 
Ser Asn 
145 

Gin Ser 

Ala lie 

Ser Leu 

Thr Thr 
210 



Lys Glu 
100 
Asp Cys 
115 

Asn Gly 

Gly Ser 

Asp Glu 

Leu Ser 
180 
Ala Ser 
195 

Lys Lys 



He Gly Glu Leu He Thr Pro He Gly Thr Ser Leu 

40 45 
Pro Ala Arg Arg Arg Trp Glu Gly Gly He Gly Arg 

55 60 
Val Ala Asp Leu Cys Pro Gly Lys Glu Gly Gly Lys 
70 75 80 

Glu Lys Glu Gly Val Trp Cys Phe Ser Glu Leu Ser 
85 90 95 

Pro Gin Asp Val Thr Val Thr Arg Lys Asp Pro Val 

105 110 
Gin Ala His Gly Glu Val Pro He Lys Val Thr Trp 

120 125 
Ala Lys Met Ser Glu Asn Lys Arg He Glu Val Leu 

135 140 
Leu Tyr He Ser Glu Val Glu Gly Arg Arg Gly Glu 
150 155 160 

Gly Phe Tyr Gin Cys Leu Ala Met Asn Lys Tyr Gly 
165 170 175 

Gin Lys Ala His Leu Ala Leu Ser Met Leu Ala Ala 

185 190 
Thr Leu Pro He Pro He Asp Ser Leu Pro Val Val 

200 205 
Val Leu Leu Trp Gly Lys He Thr Pro Asp 
215 220 



<210> 109 
<211> 864 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(864) 



<400> 109 

atg egg caa acc eta ccg ctg ctg ctg ctg acg gtg ctg cgc ccc age 
Met Arg Gin Thr Leu Pro Leu Leu Leu Leu Thr Val Leu Arg Pro Ser 
15 10 15 

tgg gca gac eet cee eag gag aag gte ceg etc ttc egg gte aet eag 
Trp Ala Asp Pro Pro Gin Glu Lys Val Pro Leu Phe Arg Val Thr Gin 
20 25 30 



114 



cag ggc ccc tgg ggg age agt ggc age aac gcc acc gac teg ccc tgc 
Gin Gly Pro Trp Gly Ser Ser Gly Sen Asn A1a Thr Asp Ser Pro Cys 
35 40 45 

gag ggg etg ecc gee gcg gat geg aeg gee ttg aec etg geg aae cgc 
Glu Gly Leu Pro Ala Ala Asp Ala Thr Ala Leu Thr Leu Ala Asn Arg 
50 55 60 

aac etg gag ege etg cce gge tgc eta ccg cgc aea etg cgc age etc 
Asn Leu Glu Arg Leu Pro Gly Cys Leu Pro Arg Thr Leu Arg Ser Leu 
65 70 75 80 

gac gcc age cae aae etg etg cgc gee etg age act tec gag etc ggc 
Asp Ala Ser His Asn Leu Leu Arg Ala Leu Ser Thr Ser Glu Leu Gly 
85 90 95 

eac etg gag cag etg cag gtg etg acc etg cgc cae aac cgc ate gee 
His Leu Glu Gin Leu Gin Val Leu Thr Leu Arg His Asn Arg He Ala 
100 105 110 

geg etg cgc tgg ggc ccg ggt ggg ccg geg ggg etg cae ace etg gac 
Ala Leu Arg Trp Gly Pro Gly Gly Pro Ala Gly Leu His Thr Leu Asp 
115 120 125 

etc age tac aae cag etg gcc get etg ccg ccg tgc acc ggg ccc gcg 
Leu Ser Tyr Asn Gin Leu Ala Ala Leu Pro Pro Cys Thr Gly Pro Ala 
130 135 140 

■etg age age etc cgc gcc etg gcg etc gee ggg aat ccg etg egg geg 
Leu Ser Ser Leu Arg Ala Leu Ala Leu Ala Gly Asn Pro Leu Arg Ala 
145 150 155 160 

etg eag ccc egg gcc ttc gee tgc ttc ecc gcg etg cag etc etc aae 
Leu Gin Pro Arg Ala Phe Ala Cys Phe Pro Ala Leu Gin Leu Leu Asn 
165 170 175 



etc tee tgc acc gcg etg ggt cgc gga gee eag ggg ggc ate gee gag 
Leu Ser Cys Thr Ala Leu Gly Arg Gly Ala Gin Gly Gly He Ala Glu 
180 185 190 

geg geg ttc get gga gag gat ggc gcg ccc etg gte aeg etc gaa gtc 
Ala Ala Phe Ala Gly Glu Asp Gly Ala Pro Leu Val Thr Leu Glu Val 
195 200 205 



115 



ctg gat etc age ggc acg ttc ctt gaa egg gtt gag tea ggg tgg ate 672 

Leu Asp Leu Ser Gly Thr Phe Leu Glu Arg Val Glu Ser Gly Trp He 

210 215 220 

aga gac ctg ccg aag etc aca tec etc tac ctg agg aag atg cct egg 720 

Arg Asp Leu Pro Lys Leu Thr Ser Leu Tyr Leu Arg Lys Met Pro Arg 
225 230 235 240 

ctg acg acc ctg gag ggg gac att ttc aag atg acc ccc aac ctg cag 758 

Leu Thr Thr Leu Glu Gly Asp He Phe Lys Met Thr Pro Asn Leu G1n 
245 250 255 

cag ctg gac tgt cag gac tec eca gea ctt get tet gtc gee aca cac 816 

Gin Leu Asp Cys Gin Asp Ser Pro Ala Leu Ala Ser Val Ala Thr His 
260 265 270 

ate ttt eaa gat act eca cat eta cag gtc ctt ctg ttc cag aag taa 864 

He Phe Gin Asp Thr Pro His Leu Gin Val Leu Leu Phe Gin Lys * 

275 280 285 



<210> 110 
<211> 287 
<212> PRT 
<213> Homo sapiens 



<400> 110 



Met 


Arg 


Gin 


Thr 


Leu 


Pro 


Leu 


Leu 


1 








5 








Trp 


Ala 


Asp 


Pro 


Pro 


Gin 


Glu 


Lys 








20 










Gin 


Gly 


Pro 


Trp 


Gly 


Ser 


Ser 


Gly 






35 










40 


Glu 


Gly 


Leu 


Pro 


Ala 


Ala 


Asp 


Ala 




50 










55 




Asn 


Leu 


Glu 


Arg 


Leu 


Pro 


Gly 


Cys 


65 










70 






Asp 


Ala 


Ser 


His 


Asn 


Leu 


Leu 


Arg 










85 








His 


Leu 


Glu 


Gin 


Leu 


Gin 


Val 


Leu 








100 










Ala 


Leu 


Arg 


Trp 


Gly 


Pro 


Gly 


Gly 



Leu Leu Thr Val Leu Arg Pro Ser 

10 15 

Val Pro Leu Phe Arg Val Thr Gin 
25 30 

Ser Asn Ala Thr Asp Ser Pro Cys 
45 

Thr Ala Leu Thr Leu Ala Asn Arg 
60 

Leu Pro Arg Thr Leu Arg Ser Leu 
75 80 

Ala Leu Ser Thr Ser Glu Leu Gly 

90 95 

Thr Leu Arg His Asn Arg He Ala 
105 110 

Pro Ala Gly Leu His Thr Leu Asp 



116 



115 120 125 

Leu Ser Tyr Asn Gin Leu Ala Ala Leu Pro Pro Cys Thr Gly Pro Ala 

130 135 140 

Leu Ser Ser Leu Arg Ala Leu Ala Leu Ala Gly Asn Pro Leu Arg Ala 
145 150 155 160 

Leu Gin Pro Arg Ala Phe Ala Cys Phe Pro Ala Leu Gin Leu Leu Asn 

165 170 175 

Leu Ser Cys Thr Ala Leu Gly Arg Gly Ala Gin Gly Gly He Ala Glu 

180 185 190 

Ala Ala Phe Ala Gly Glu Asp Gly Ala Pro Leu Val Thr Leu Glu Val 

195 200 205 

Leu Asp Leu Ser Gly Thr Phe Leu Glu Arg Val Glu Ser Gly Trp He 

210 215 220 

Arg Asp Leu Pro Lys Leu Thr Ser Leu Tyr Leu Arg Lys Met Pro Arg 
225 230 235 240 

Leu Thr Thr Leu Glu Gly Asp He Phe Lys Met Thr Pro Asn Leu Gin 

245 250 255 

Gin Leu Asp Cys Gin Asp Ser Pro Ala Leu Ala Ser Val Ala Thr His 

260 265 270 

He Phe Gin Asp Thr Pro His Leu Gin Val Leu Leu Phe Gin Lys 
275 280 285 



<210> 111 
<211> 603 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(603) 



<400> 111 

atg gaa aag gaa tta ate ttc tea ccc tgg cga gtt ttc ctg aaa eta 

Met Glu Lys Glu Leu He Phe Ser Pro Trp Arg Val Phe Leu Lys Leu 

15 10 15 

ctt ate Gtt age gtc age get gta aga ggt gga gcc get cag tec cgc 

Leu He Leu Ser Val Ser Ala Val Arg Gly Gly Ala Ala Gin Ser Arg 

20 25 30 

ggg tgg ctg cag aca gaa ggg gta gtg gac agt gtt gac ttg aat tgc 
Gly Trp Leu Gin Thr Glu Gly Val Val Asp Ser Val Asp Leu Asn Cys 

35 40 45 



117 



tgt ccc teg ttc caa gcc ttt cct gtg aat gaa ccc gaa aac act cga 
Cys Pro Ser Phe Gin Ala Phe Pro Val Asn Glu Pro Glu Asn Thr Arg 
50 55 60 

cag gtc gtg aat aat cgt ttt aat gag tgt gca aag cgt gcg acg gga 
Gin Val Val Asn Asn Arg Phe Asn Glu Cys Ala Lys Arg Ala Thr Gly 
65 70 75 80 

cac act ttc ggt ccc ccg cca gag etc egg tgc ecc cga gtg ace get 
His Thr Phe Gly Pro Pro Pro Glu Leu Arg Cys Pro Arg Val Thr Ala 
85 90 95 

ttc tgc gat cgc gtc cgc egg gac ccc gtc cct ctt tec cct tea gtc 
Phe Cys Asp Arg Val Arg Arg Asp Pro Val Pro Leu Ser Pro Ser Val 
100 105 110 

ttc agg gag ggg gag gcg etc cgc att age ggg gca gtt cag caa ccc 
Phe Arg Glu Gly Glu Ala Leu Arg He Ser Gly Ala Val Gin Gin Pro 
115 120 125 

cga ecc cac ccg cgt ggc tec agg ccc agg ggt ccg ttc act tec ccg 
Arg Pro His Pro Arg Gly Ser Arg Pro Arg Gly Pro Phe Thr Ser Pro 
130 135 140 

tec ggt ttg ggg gac gee aat teg cct aag aaa ace ctg gca gaa gag 
Ser Gly Leu Gly Asp Ala Asn Ser Pro Lys Lys Thr Leu Ala Glu Glu 
145 150 155 160 

cgc gga ecc ttc act aca aac etc acg tea ggg tta cag cca eat tta 
Arg Gly Pro Phe Thr Thr Asn Leu Thr Ser Gly Leu Gin Pro His Leu 
165 170 175 

gga ace tet teg gaa aag ctg aga aat cac tgt ttt gca aaa age ctt 
Gly Thr Ser Ser Glu Lys Leu Arg Asn His Cys Phe Ala Lys Ser Leu 
180 185 190 

ctg tac tgt gat ggg get ttg tgg tga 
Leu Tyr Cys Asp Gly Ala Leu Trp * 
195 200 



<210> 112 



118 



<211> 200 
<212> PRT 
<213> Homo sapiens 



<400> 
Met Glu Lys 

1 

Leu He Leu 

Gly Trp Leu 
35 

Cys Pro Ser 
50 

Gin Val Val 
65 

His Thr Phe 



112 

Glu Leu He 
5 

Ser Val Ser 
20 

Gin Thr Glu 
Phe Gin Ala 



Asn Asn Arg 
70 

Gly Pro Pro 
85 

Phe Cys Asp Arg Val Arg 
100 

Gly Glu Ala 



Phe Arg Glu 
115 

Arg Pro His 

130 
Ser Gly Leu 
145 

Arg Gly Pro 



Pro Arg Gly 



Gly Asp Ala 
150 

Phe Thr Thr 
165 

Gly Thr Ser Ser Glu Lys 
180 

Leu Tyr Cys Asp Gly Ala 
195 



Phe Ser 

Ala Val 

Gly Val 
40 
Phe Pro 
55 

Phe Asn 

Pro Glu 

Arg Asp 

Leu Arg 
120 
Ser Arg 
135 

Asn Ser 

Asn Leu 

Leu Arg 

Leu Trp 
200 



Pro Trp Arg 
10 

Arg Gly Gly 
25 

Val Asp Ser 

Val Asn Glu 

Glu Cys Ala 
75 

Leu Arg Cys 
90 

Pro Val Pro 
105 

He Ser Gly 

Pro Arg Gly 

Pro Lys Lys 
155 

Thr Ser Gly 
170 

Asn His Cys 
185 



Val Phe 

Ala Ala 

Val Asp 
45 
Pro Glu 
60 

Lys Arg 

Pro Arg 

Leu Ser 

Ala Val 
125 
Pro Phe 
140 

Thr Leu 
Leu Gin 
Phe Ala 



Leu Lys Leu 
15 

Gin Ser Arg 
30 

Leu Asn Cys 

Asn Thr Arg 

Ala Thr Gly 
80 

Val Thr Ala 
95 

Pro Ser Val 
110 

Gin Gin Pro 

Thr Ser Pro 

Ala Glu Glu 
160 

Pro His Leu 

175 
Lys Ser Leu 
190 



<210> 113 
<211> 285 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(285) 



<400> 113 

atg get tea gtg gcc tgg gcc gtc etc aag gtg ctg ctg ctt etc ecc 



Met Ala Ser Val Ala Trp Ala Val Leu Lys Val Leu Leu Leu Leu Pro 
15 10 15 

act cag act tgg age ccc gta gga gca gga aat cca ctt age tat teg 
Thr Gin Thr Trp Ser Pro Val Gly Ala 61y Asn Pro Leu Ser Tyr Ser 
20 25 30 

tct aat cct ttt tea agg ttt tta get tct ttg cga egg gtt cga aca 
Ser Asn Pro Phe Ser Arg Phe Leu Ala Ser Leu Arg Arg Val Arg Thr 
35 40 45 

tec tec ttt age teg gag aag ttt gtt att ace gat cat ctg aaa cct 
Ser Ser Phe Ser Ser Glu Lys Phe Val He Thr Asp His Leu Lys Pro 
50 55 60 

tct tct etc aac teg tea aag tea tte tec ate cag ctt tgt tec gtt 
Ser Ser Leu Asn Ser Ser Lys Ser Phe Ser He Gin Leu Cys Ser Val 
65 70 75 80 

get ggc gag gcg ttg tgt tec ttt gga gga gaa gag gcg etc tga 
Ala Gly Glu Ala Leu Cys Ser Phe Gly Gly Glu Glu Ala Leu * 
85 90 



<210> 114 
<211> 94 
<212> PRT 
<213> Homo sapiens 

<400> 114 

Met Ala Ser Val Ala Trp Ala Val Leu Lys Val Leu Leu Leu Leu Pro 

15 10 15 

Thr Gin Thr Trp Ser Pro Val Gly Ala Gly Asn Pro Leu Ser Tyr Ser 

20 25 30 

Ser Asn Pro Phe Ser Arg Phe Leu Ala Ser Leu Arg Arg Val Arg Thr 

35 40 45 

Ser Ser Phe Ser Ser Glu Lys Phe Val He Thr Asp His Leu Lys Pro 

50 55 60 

Ser Ser Leu Asn Ser Ser Lys Ser Phe Ser He Gin Leu Cys Ser Val 
65 70 75 80 

Ala Gly Glu Ala Leu Cys Ser Phe Gly Gly Glu Glu Ala Leu 
85 90 



120 



<210> 115 
<211> 312 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(312) 





<400> 


115 




atg 


gcc 


ctg 


etc 


ccc 


Met 


Ala 


Leu 


Leu 


Pro 


1 








5 


ggt 


gtc 


cag 


aga 


cat 


Gly 


Val 


Gin 


Arg 


His 








20 




cat 


ggg 


aag 


age 


ggg 


His 


Gly 


Lys 


Ser 


Gly 






35 






gag 


aaa 


cga 


gag 


aat 


Glu 


Lys 


Arg 


Glu 


Asn 




50 








aca 


ctg 


ccc 


agt 


gcc 


Thr 


Leu 


Pro 


Ser 


Ala 


65 










aca 


gca 


gca 


gga 


ggc 


Thr 


Ala 


Ala 


Gly 


Gly 










85 


ctg 


gaa 


cat 


cct 


ggg 


Leu 


Glu 


His 


Pro 


Gly 








100 





3ct gtt ttg tgt eta tgg gca cag gca cag gtg 48 
rhr Val Leu Cys Leu Trp Ala Gin Ala Gin Val 
10 15 

iat cac ate tte tgg aat gag aag gag cat ggc 96 
\sn His lie Phe Trp Asn Glu Lys Glu His Gly 
25 30 

3gg cca gtg cct get aeg ett aga atg acg aga 144 
\rg Pro Val Pro Ala Thr Leu Arg Met Thr Arg 
40 45 

3ac agt ett tec act ace tea gat ttg tte atg 192 
\sp Ser Leu Ser Thr Thr Ser Asp Leu Phe Met 
55 60 

jgt gag atg cac tec cct gcc agg cgt tgg ccc 240 
aly Glu Met His Ser Pro Ala Arg Arg Trp Pro 
70 75 80 

tte att aag cag gae ate tac att tte gtg ctg 288 
^he He Lys Gin Asp He Tyr lie Phe Val Leu 
90 95 

aqc tct taa 312 



<210> 116 
<211> 103 
<212> PRT 
<213> Homo sapiens 



121 



<400> 115 



rlc U M 1 a 


Leu 


1 £11 1 

LtlU 


r 1 U 


Thr 
till 


vd 1 


1 Ol 1 


Lyb 


1 Ql 1 


irp Ala \Ji \n Mid ulll 


Vd 1 


1 






0 










1 n 


ID 




b ly Vd 1 


u 1 n 


Apg 


Mi c 


Ac n 


Mi c 


Tip 


rflc 


t rp 


Acn m 1 1 1 \/c fil 1 1 Ui <z 
Mbil uiU Ljb ulU nib 


u ly 
















CD 




oU 




His Gly 


Lys 


Sep 


Gly 


Arg 


Pro 


Val 


Pro 


Ala 


Thr Leu Arg Met Thr 


Arg 




35 










40 






45 




Glu Lys 


Arg 


Glu 


Asn 


Asp 


Ser 


Leu 


Ser 


Thr 


Thr Ser Asp Leu Phe 


Met 


50 










55 








60 




Thr Leu 


Pro 


Ser 


Ala 


Gly 


Glu 


Met 


His 


Ser 


Pro Ala Arg Arg Trp 


Pro 


65 








70 










75 


80 


Thr Ala 


Ala 


Gly 


Gly 


Phe 


He 


Lys 


Gin 


Asp 


He Tyr He Phe Val 


Leu 








85 










90 


95 




Leu Glu 


His 


Pro 


Gly 


Ser 


Ser 













100 



<210> 117 
<211> 423 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(423) 

<400> 117 

atg ccg cca ctg ctg gtc ctg etc ttg etc ctg ccg cca cca ctt gca 48 
Met Pro Pro Leu Leu Val Leu Leu Leu Leu Leu Pro Pro Pro Leu Ala 
15 10 15 

cct ccc etc ttc age cag tgt ggt gge age gge tgc tec cga cag ccc 96 
Pro Pro Leu Phe Ser Gin Cys Gly Gly Ser Gly Cys Ser Arg Gin Pro 
20 25 30 

aec att ccc ate agt aat atg gag ggg caa ata tgt gta aag cct tea 144 
Thr He Pro He Ser Asn Met Glu Gly Gin He Cys Val Lys Pro Ser 
35 40 45 



ggt gee aaa get get cca gaa ccc ctg gaa gaa tta tea aag atg egg 
Gly Ala Lys Ala Ala Pro Glu Pro Leu Glu Glu Leu Ser Lys Met Arg 
50 55 60 



192 



122 



tec etc tct tea att cca tgg tat att ttg tec ttc agt tet gca gag 
Ser Leu Ser Ser lie Pro Trp Tyr He Leu Ser Phe Ser Ser Ala Glu 
65 70 75 80 

cct gca ate aaa cat get aaa gca gag aaa tac aat aag aga ect ata 
Pro Ala He Lys His Ala Lys Ala Glu Lys Tyr Asn Lys Arg Pro He 
85 90 95 



240 



288 



ett gac att age aga gga agt cca get gtg tac act aat tat gat aaa 
Leu Asp He Ser Arg Gly Ser Pro Ala Val Tyr Thr Asn Tyr Asp Lys 
100 105 110 



336 



cat cca ttc aca atg tct ggg agg aga eta gee aca gac ctg gaa aga 

His Pro Phe Thr Met Ser Gly Arg Arg Leu Ala Thr Asp Leu Glu Arg 
115 120 125 

ggt gaa gaa aaa cga cac cat gaa aaa gga gca aag tga 

Gly Glu Glu Lys Arg His His Glu Lys Gly Ala Lys * 
130 135 140 



384 



423 



<210> 118 
<211> 140 
<212> PRT 
<213> Homo sapiens 

<400> 118 

Met Pro Pro Leu Leu Val Leu Leu Leu Leu Leu Pro Pro Pro Leu Ala 
15 10 15 

Pro Pro Leu Phe Ser Gin Cys Gly Gly Ser Gly Cys Ser Arg Gin Pro 

20 25 30 

Thr He Pro He Ser Asn Met Glu Gly Gin He Cys Val Lys Pro Ser 

35 40 45 

Gly Ala Lys Ala Ala Pro Glu Pro Leu Glu Glu Leu Ser Lys Met Arg 

50 55 60 

Ser Leu Ser Ser He Pro Trp Tyr He Leu Ser Phe Ser Ser Ala Glu 
65 70 75 80 

Pro Ala He Lys His Ala Lys Ala Glu Lys Tyr Asn Lys Arg Pro He 

85 90 95 

Leu Asp He Ser Arg Gly Ser Pro Ala Val Tyr Thr Asn Tyr Asp Lys 

100 105 110 

His Pro Phe Thr Met Ser Gly Arg Arg Leu Ala Thr Asp Leu Glu Arg 
115 120 125 



123 



Gly Glu Glu Lys Arg His His Glu Lys Gly Ala Lys 
130 135 140 

<210> 119 
<211> 336 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1).. .(336) 





<400> 


119 




























atg 


gga 


tgc 


aga 


ctg 


ctg 


ace 


ctg 


ctg 


tgt 


ttc 


eta 


caa 


cct 


get 


tec 


48 


Met 


Gly 


Lys 


Arg 


Leu 


Leu 


1 nr 


Leu 


Leu 


Cys 


Pne 


Leu 


bin 


Pro 


Ala 


Ser 




1 








5 










10 










15 






age 


tec 


teg 


tgg 


etc 


ttt 


ggc 


tec 


caa 


tec 


aga 


get 


ttc 


gcg 


aac 


acG 


96 


Ser 


Ser 




T 

Trp 


Leu 


Phe 


Gly 


Ser 


Gin 


Ser 


Arg 


Ala 


Phe 


Ala 


Asn 


Thr 










OA 

20 










25 










O A 

30 








aga 


gcc 


cct 


gtg 


cct 


etc 


cct 


gca 


get 


ggc 


tgg 


gag 


ttc 


cag 


ggc 


att 


144 


Arg 


Ala 


Pro 


Val 


Pro 


Leu 


Pro 


Ala 


Ala 


Gly 


Trp 


Glu 


Phe 


Gin 


Gly 


He 








35 










40 










45 










aac 


aca 


gac 


agt 


ctt 


tgc 


eca 


tea 


gcc 


agt 


gac 


tgt 


atg 


gag 


ctt 


gga 


192 


Asn 


Thr 


Asp 


Ser 


Leu 


Cys 


Pro 


Ser 


Ala 


Ser 


Asp 


Cys 


Met 


Glu 


Leu 


Gly 






50 










55 










60 












tgt 


gaa 


tac 


aca 


get 


cct 


gea 


tec 


etc 


cga 


ggc 


ate 


tec 


aca 


ccg 


tct 


240 


Cys 


Glu 


Tyr 


Thr 


Ala 


Pro 


Ala 


Ser 


Leu 


Arg 


Gly 


He 


Ser 


Thr 


Pro 


Ser 




65 










70 










75 










80 




ccc 


aga 


gaa 


tgt 


etc 


gta 


aaa 


get 


get 


cct 


ctt 


ggg 


gag 


get 


ctg 


ggc 


288 


Pro 


Arg 


Glu 


Cys 


Leu 


Val 


Lys 


Ala 


Ala 


Pro 


Leu 


Gly 


Glu 


Ala 


Leu 


Gly 












85 










90 










95 






ttt 


gga 


gag 


age 


ace 


tgg 


aat 


tec 


eca 


eta 


gaa 


aag 


ccc 


aaa 


aac 


tga 


336 


Phe 


Gly 


Glu 


Ser 


Thr 


Trp 


Asn 


Ser 


Pro 


Leu 


Glu 


Lys 


Pro 


Lys 


Asn 


* 










100 










105 










110 









<210> 120 



124 



<211> 111 
<212> PRT 
<213> Homo sapiens 

<400> 120 





b ly 


Cys 


Arg 


Lt:U 


Leu 


\ iir 


1 Csl 1 1 d\ 1 

Leu Leu 


uyb rile LcU 


r^l n 
u 1 n 


r 1 U 


M I d 




1 








5 








10 






15 




Ser 


Ser 


Ser 


Trp 


Leu 


Phe 


Sly 


Ser Gin 


Ser Arg Ala 


Phe 


Ala 


Asn 


Thr 








20 








25 






30 






Arg 


Ala 


Pro 


Val 


Pro 


Leu 


Pro 


Ala Ala 


Gly Trp Glu 


Phe 


61 n 


Gly 


He 






35 










40 




45 








Asn 


Thr 


Asp 


Ser 


Leu 


Cys 


Pro 


Ser Ala 


Ser Asp Cys 


Met 


Glu 


Leu 


Gly 




50 










55 




60 










Cys 


Glu 


Tyr 


Thr 


Ala 


Pro 


Ala 


Ser Leu 


Arg Gly He 


Ser 


Thr 


Pro 


Ser 


65 










70 






75 








80 


Pro 


Arg 


Glu 


Cys 


Leu 


Val 


Lys 


Ala Ala 


Pro Leu Gly 


Glu 


Ala 


Leu 


Gly 










85 








90 






95 




Phe 


Gly 


Glu 


Ser 


Thr 


Trp 


Asn 


Ser Pro 


Leu Glu Lys 


Pro 


Lys 


Asn 





100 105 110 



<210> 121 
<211> 336 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(336) 

<400> 121 

atg aag etc ctt ctt ctg ctt ttg act gtt act ctg etc ctg gcc cag 48 
Met Lys Leu Leu Leu Leu Leu Leu Thr Val Thr Leu Leu Leu Ala Gin 
15 10 15 

gtc acc cca ggt ctg cca gcc atg aaa ctt ctt tac ctg ttt ctt gcc 96 
Val Thr Pro Gly Leu Pro Ala Met Lys Leu Leu Tyr Leu Phe Leu" Ala 
20 25 30 

ate ctt ctg gcc ata gaa gaa cca gtg ata tea gta gag tgt tgg atg 144 
He Leu Leu Ala He Glu Glu Pro Val He Ser Val Glu Cys Trp Met 
35 40 45 



gat gga cac tgc egg ttg ttg tgc aaa gat ggt gaa gac age ate ata 



192 



125 



Asp Gly His Cys Arg Leu Leu Cys Lys Asp Gly Glu Asp Ser He lie 
50 55 60 

cgc tgc cga aat cgt aaa egg tgc tgt gtt cct agt cgt tat tta aca 240 

Arg Cys Arg Asn Arg Lys Arg Cys Cys Val Pro Ser Arg Tyr Leu Thr 

65 70 75 80 

ate caa cca gta aca att cat gga ate ctt ggc tgg aec act cet cag 288 

He Gin Pro Val Thr He His Gly He Leu Gly Trp Thr Thr Pro Gin 
85 90 95 

atg tec aca aca get cca aaa atg aag aca aat ata act aat aga tag 336 

Met Ser Thr Thr Ala Pro Lys Met Lys Thr Asn He Thr Asn Arg * 
100 105 110 



<210> 122 
<211> 111 
<212> PRT 
<213> Homo sapiens 

<400> 122 



Met 


Lys 


Leu 


Leu 


Leu 


Leu 


Leu 


Leu Thr 


Val 


Thr 


Leu 


Leu 


Leu 


Ala 


Gin 


1 








5 








10 










15 




Val 


Thr 


Pro 


Gly 
20 


Leu 


Pro 


Ala 


Met Lys 
25 


Leu 


Leu 


Tyr 


Leu 


Phe 
30 


Leu 


Ala 


He 


Leu 


Leu 

35 


Ala 


He 


Glu 


Glu 


Pro Val 
40 


He 


Ser 


Val 


Glu 
45 


Cys 


Trp 


Met 


Asp 


Gly 
50 


His 


Cys 


Arg 


Leu 


Leu 
55 


Cys Lys 


Asp 


Gly 


Glu 
60 


Asp 


Ser 


He 


He 


Arg 


Cys 


Arg 


Asn 


Arg 


Lys 


Arg 


Cys Cys 


Val 


Pro 


Ser 


Arg 


Tyr 


Leu 


Thr 


65 










70 








75 










80 


He 


Gin 


Pro 


Val 


Thr 
85 


He 


His 


Gly He 


Leu 
90 


Gly 


Trp 


Thr 


Thr 


Pro 
95 


Gin 


Met 


Ser 


Thr 


Thr 
100 


Ala 


Pro 


Lys 


Met Lys 
105 


Thr 


Asn 


He 


Thr 


Asn 

110 


Arg 





<210> 123 
<211> 297 
<212> DNA 
<213> Homo sapiens 



<220> 



126 



<221> CDS 

<222> (1)...(297) 

<400> 123 

atg cca gag age ttc ctg ttg gga ctg gga tgg ctg gag ggc ate aca 48 
Met Pro Glu Ser Phe Leu Leu Gly Leu Gly Trp Leu Glu Gly lie Thr 
15 10 15 



gca ctg gtt teg aac act gaa egg aga act gee atg caa caa gaa cct 
Ala Leu Val Ser Asn Thr Glu Arg Arg Thr Ala Met Gin Gin Glu Pro 
20 25 30 



etc gat ggg cge teg cag gae gtg aat ggc ate teg gta aeg cca age 
Leu Asp Gly Arg Ser Gin Asp Val Asn Gly He Ser Val Thr Pro Ser 
50 55 60 



96 



ggg cac ate aga ecc ctg cag gca cec teg gga cec aca gat cge aca 144 
Gly His He Arg Pro Leu Gin Ala Pro Ser Gly Pro Thr Asp Arg Thr 
35 40 45 



192 



tee ace cca gag cca cag gca ggc ggc aac agg gae aag cag aeg aca 240 
Ser Thr Pro Glu Pro Gin Ala Gly Gly Asn Arg Asp Lys Gin Thr Thr 
65 70 75 80 

cac ctg ggg cca gag gae gae gca gag aga cec aca tea gag ace etc 288 
His Leu Gly Pro Glu Asp Asp Ala Glu Arg Pro Thr Ser Glu Thr Leu 
85 90 95 

gag gag tga 297 
Glu Glu * 



<210> 124 
<211> 98 
<212> PRT 
<213> Homo sapiens 

<400> 124 

Met Pro Glu Ser Phe Leu Leu Gly Leu Gly Trp Leu Glu Gly He Thr 

15 10 15 

Ala Leu Val Ser Asn Thr Glu Arg Arg Thr Ala Met Gin Gin Glu Pro 
20 25 30 



127 



Gly 


His 


He 


Arg 


Pro Leu Gin Ala 






35 




40 


Leu 


Asp 


Gly 


Arg 


Ser Gin Asp Val 




50 






55 


Ser 


Thr 


Pro 


Glu 


Pro Gin Ala Gly 


65 








70 


His 


Leu 


Gly 


Pro 


Glu Asp Asp Ala 



85 



Glu Glu 



Fro ber 


biy rro 1 nr Asp Arg 


1 nr 




45 




Asn Gly 


He Ser Val Thr Pro 


Ser 




60 




Gly Asn 


Arg Asp Lys Gin Thr 


Thr 




75 


80 


Glu Arg 


Pro Thr Ser Glu Thr 


Leu 


90 


95 





<210> 125 
<211> 630 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(630) 





<400> 


125 
















atg 


aga 


tec 


ggg 


agg 


cac 


cec teg 


ctg ctg 


ctg ett eta gtg ctg 


ctg 


48 


Met 


Arg 


Ser 


Gly 


Arg 


His 


Pro Ser 


Leu Leu 


Leu Leu Leu Val Leu 


Leu 




1 








5 






10 


15 






ctg 


tgg 


ctg 


ctg 


cag 


aca 


ctg etc 


act aga 


tta ggg ccc act eta 


ace 


96 


Leu 


Trp 


Leu 


Leu 


Gin 


Thr 


Leu Leu 


Thr Arg 


Leu Gly Pro Thr Leu 


Thr 










20 








25 


30 






cag 


tgt 


gac 


ttc 


ate 


tta 


act gta 


att cag 


tta aga att aca tet 


gea 


144 


Gin 


Cys 


Asp 


Phe 


He 


Leu 


Thr Val 


He Gin 


Leu Arg He Thr Ser 


Ala 








35 








40 




45 






aat 


age 


eta 


ttt 


eca 


aat 


aag gtc 


ceg ttc 


aca ggt aaa ccc aac 


ggg 


192 


Asn 


Ser 


Leu 


Phe 


Pro 


Asn 


Lys Val 


Pro Phe 


Thr Gly Lys Pro Asn 


Gly 






50 










55 




60 






gtc 


cat 


gcg 


cag 


tee 


tat 


aeg ate 


tta gta 


etc etc ate gcg tee 


eg a 


240 


Val 


His 


Ala 


Gin 


Ser 


Tyr 


Thr He 


Leu Val 


Leu Leu He Ala Ser 


Arg 




65 










70 






75 


80 




ggt 


aat 


gtt 


tgc 


age 


tgc 


gta gag 


tet ate 


ttt ata gge egg ceg 


atg 


288 


Gly 


Asn 


Val 


Cys 


Ser 


Cys 


Val Glu 


Ser He 


Phe He Gly Arg Pro 


Met 





128 



85 90 95 

gtt gcg ggt gcc cct cgt cgc ggg tgc gcg cac agg gca acc aga att 
Val Ala Gly Ala Pro Arg Arg Gly Cys Ala His Arg Ala Thr Arg He 
100 105 110 

aaa acc act att att agg cga aac aag acg ctg gag gtg gta ggc etc 
Lys Thr Thr He He Arg Arg Asn Lys Thr Leu Glu Val Val Gly Leu 
115 120 125 

aaa ctg ttt ctg etc gtg teg acg gcg gac tea gtt cec egg aat gtt 
Lys Leu Phe Leu Leu Val Ser Thr Ala Asp Ser Val Pro Arg Asn Val 
130 135 140 

egg get gtg teg gag gaa gae gcg gag gaa tea tet gca ggc agt etc 
Arg Ala Val Ser G1u Glu Asp Ala Glu Glu Ser Ser Ala Gly Ser Leu 
145 150 155 150 

gtc cac gta ttt caa aaa ttt gcg aat ata ecc gtc gtg ggg aaa tac 
Val His Val Phe Gin Lys Phe Ala Asn He Pro Val Val Gly Lys Tyr 
165 170 175 

ccg tgc tat ttt ggg gag get ttg cec aga ctt tct cga ttg gat tac 
Pro Cys Tyr Phe Gly Glu Ala Leu Pro Arg Leu Ser Arg Leu Asp Tyr 
180 185 190 

aga ate tac cgt tac tgc teg gga tgc cag agg ttg cga tgc tgt gga 
Arg He Tyr Arg Tyr Cys Ser Gly Cys Gin Arg Leu Arg Cys Cys Gly 
195 200 205 

gag tga 
Glu * 



<210> 126 
<211> 209 
<212> PRT 
<213> Homo sapiens 



<400> 126 

Met Arg Ser Gly Arg His Pro Ser Leu Leu Leu Leu Leu Val Leu Leu 
15 10 15 



129 







Trn 


Lgu 


Lgu 
20 


Gin 


Thr 
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Thr 
25 
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Leu 


Gl V 


Pro 


Thr 
30 
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Thr 








Asn 
35 


Phe 


He 


1 PIJ 

1 m 
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V U t 

40 


He 
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Leu 


Ara 
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45 


Thr 
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50 


i PIJ 


Phe 


Pro 


Asn 
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55 
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Prn 


Phe 


Thr 
1 1 1 1 


Gl V 

VJ 1 J 

60 


1 vs 


Pro 
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Gl V 
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1 t 1 O 
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Gin 




Tvr 
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Tip 


1 p{ t 
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! PI 1 
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Spr 
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Mf y 
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1 IC L* 
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Rl V 


Pvs 
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Al ;^ 

M 1 U 
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Ml y 
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M 1 a 


Thr 
1 1 1 1 

110 


Arn 
Ml y 


Tip 
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Thr 
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1 1 R 

1 XvJ 


Tip 


Tip 


A rn 


Arn 
Ml y 
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Mo 1 1 

1 ?n 


1 \/Q 
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Thr 
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u 1 U 


\/rll 
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V CI 1 


Rl V 
a ly 


( PI t 

Leu 


ro 


Lys 


LtrU 

130 


ri It; 


1 Ol 1 

LtrU 




V d I 
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Thr 
1 1 1 1 


AT 
A 1 d 


Acn 
Mop 


OCI 


vd 1 

140 


Prn 
rl U 


A prr 
Mf y 


Acn 
Moi 1 


\/;^T 
vd 1 




Arg 


Ala 


Va 1 


Ser 


Pill 


blU 


Asp 


Ala 


Pill 
blU 


PI 1 1 
b 1 U 


Ser 


Ser 


Ala 


PI M 

biy 


Ser 


Leu 




145 










150 










155 










160 




Val 


His 


Val 


Phe 


Gin 
165 


Lys 


Phe 


Ala 


Asn 


He 
170 


Pro 


Val 


Val 


Gly 


Lys 
175 


Tyr 




Pro 


Cys 


Tyr 


Phe 


Gly 


Glu 


Ala 


Leu 


Pro 


Arg 


Leu 


Ser 


Arg 


Leu 


Asp 


Tyr 










180 










185 










190 








Arg 


He 


Tyr 
195 


Arg 


Tyr 


Cys 


Ser 


Gly 
200 


Cys 


Gin 


Arg 


Leu 


Arg 
205 


Cys 


Cys 


Gly 



S Glu 



<210> 127 
<211> 348 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(348) 

<400> 127 

atg ggg ccc ctt ate tec ccc ggc act ttc ccc tac ate egg ctg caa 48 

Met Gly Pro Leu He Ser Pro Gly Thr Phe Pro Tyr He Arg Leu Gin 

15 10 15 

eta gaa get ttc gca eta ace etc gtg get gee eea ege tgg gee ctg 95 
Leu Glu Ala Phe Ala Leu Thr Leu Val Ala Ala Pro Arg Trp Ala Leu 



130 



20 25 30 

gcc ttt gta aac ggt tec ttt att aaa etc tct cca aat acc cac ggc 144 
Ala Phe Val Asm Gly Ser Phe He Lys Leu Ser Pro Asm Thr His Gly 
35 40 45 

atg cgt gtg aca gcg gac tec tte ctg ccc gtc aca ccg gcg atg tgc 192 
Met Arg Val Thr Ala Asp Ser Phe Leu Pro Val Thr Pro Ala Met Cys 
50 55 50 

aca aaa agt ate tea gac cet etc etc ace cca cet gat cee gtc aaa 240 
Thr Lys Ser He Ser Asp Pro Leu Leu Thr Pro Pro Asp Pro Val Lys 
65 70 75 80 

aag gee tee atg aac gee acc etc eat get ggg gtc teg ggg cet gca 288 
Lys Ala Ser Met Asn Ala Thr Leu His Ala Gly Val Ser Gly Pro Ala 
85 90 95 

aga tec cag etc agt gga ttt gaa gga act gat ggg cet gga gtc tgg 336 
Arg Ser Gin Leu Ser Gly Phe Glu Gly Thr Asp Gly Pro Gly Val Trp 
100 105 110 

cag tgt gaa tga 348 
Gin Cys Glu * 
115 



<210> 128 
<211> 115 
<212> PRT 
<213> Homo sapiens 

<400> 128 

Met Gly Pro Leu He Ser Pro Gly Thr Phe Pro Tyr lie Arg Leu Gin 
15 10 15 

Leu Glu Ala Phe Ala Leu Thr Leu Val Ala Ala Pro Arg Trp Ala Leu 

20 25 30 

Ala Phe Val Asn Gly Ser Phe He Lys Leu Ser Pro Asn Thr His Gly 

35 40 45 

Met Arg Val Thr Ala Asp Ser Phe Leu Pro Val Thr Pro Ala Met Cys 

50 55 60 

Thr Lys Ser He Ser Asp Pro Leu Leu Thr Pro Pro Asp Pro Val Lys 
65 70 75 80 



131 



Lys Ala Ser Met Asn Ala Thr Leu His Ala Gly Val Ser Gly Pro Ala 

85 90 95 

Arg Ser Gin Leu Ser Gly Phe Glu Gly Thr Asp Gly Pro Gly Val Trp 
100 105 110 

Gin Cys Glu 
115 



<210> 129 
<211> 660 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(660) 



<400> 129 

atg ggc tea ttg get tct gag gag aga tac tgg gat gtc teg gee ttg 

Met Gly Ser Leu Ala Ser Glu Glu Arg Tyr Trp Asp Val Ser Ala Leu 
15 10 15 

ctg atg gca tta ccc ctt cca get gee tct etc cag aat gat etc aac 
Leu Met Ala Leu Pro Leu Pro Ala Ala Ser Leu Gin Asn Asp Leu Asn 
20 25 30 

cag ggt ggc cca ggg age act aat tec aag agg cag gee aac tgg tec 
Gin Gly Gly Pro Gly Ser Thr Asn Ser Lys Arg Gin Ala Asn Trp Ser 
35 40 45 

ttg gag gag gag aag age aga ctg ctg get gag gca gca ctt gag ttg 
Leu Glu Glu Glu Lys Ser Arg Leu Leu Ala Glu Ala Ala Leu Glu Leu 
50 55 60 

egg gag gag aac acg agg cag gaa egg att ctg gcc ctg gcc aag ega 
Arg Glu Glu Asn Thr Arg Gin Glu Arg He Leu Ala Leu Ala Lys Arg 
65 70 75 80 

eta gcc atg ctg egg gga cag gac ccc gag aga gtg acc etc cag gac 
Leu Ala Met Leu Arg Gly Gin Asp Pro Glu Arg Val Thr Leu Gin Asp 
85 90 95 

tat cgc etc cca gac agt gat gac gac gag gat gag gag aca gcc ate 
Tyr Arg Leu Pro Asp Ser Asp Asp Asp Glu Asp Glu Glu Thr Ala He 



132 



100 105 110 

caa aga gtc ctg cag cag etc act gaa gaa get tec ctg gat gag gca 384 

Gin Arg Val Leu Gin Gin Leu Thr Glu Glu Ala Ser Leu Asp Glu Ala 

115 120 125 

agt ggc ttt aac ate cct gca gag cag get tct cga ccc tgg acg caa 432 

Ser Gly Phe Asn He Pro Ala Glu Gin Ala Sen Arg Pro Trp Thr Gin 
130 135 140 

ccc cgc ggg gca gag cct gag gee cag gat gtg gac ccc agg cct gag 480 

Pro Arg Gly Ala Glu Pro Glu Ala Gin Asp Val Asp Pro Arg Pro Glu 
145 150 155 160 

get gag gaa gag gag etc ccc tgg tgc tgc ate tgc aat gag gat gee 528 

Ala Glu Glu Glu Glu Leu Pro Trp Cys Cys He Cys Asn Glu Asp Ala 
165 170 175 

ace eta cgc tgc get ggc tgc gat ggg gac etc ttc tgt gee cgc tgc 576 

Thr Leu Arg Cys Ala Gly Cys Asp Gly Asp Leu Phe Cys Ala Arg Cys 
180 185 190 

ttc cga gag ggc eat gat gee ttt gag ctt aaa gag cac cag aca tct 624 

Phe Arg Glu Gly His Asp Ala Phe Glu Leu Lys Glu His Gin Thr Ser 

195 200 205 

gee tac tct cct cca cgt gca ggc caa gag eae tga 660 

Ala Tyr Ser Pro Pro Arg Ala Gly Gin Glu His * 
210 215 



<210> 130 
<211> 219 
<212> PRT 
<213> Homo sapiens 

<400> 130 

Met Gly Ser Leu Ala Ser Glu Glu Arg Tyr Trp Asp Val Ser Ala Leu 
15 10 15 

Leu Met Ala Leu Pro Leu Pro Ala Ala Ser Leu Gin Asn Asp Leu Asn 

20 25 30 

Gin Gly Gly Pro Gly Ser Thr Asn Ser Lys Arg Gin Ala Asn Trp Ser 
35 40 , 45 



133 



Leu Glu 
50 

Arg Glu 
65 

Leu Ala 

Tyr Arg 

Gin Arg 

Ser Gly 
130 
Pro Arg 
145 

Ala Glu 

Thr Leu 

Phe Arg 

Ala Tyr 
210 



Glu Glu 

Glu Asn 

Met Leu 

Leu Pro 
100 
Val Leu 
115 

Phe Asn 

Gly Ala 

Glu Glu 

Arg Cys 
180 
Glu Gly 
195 

Ser Pro 



Lys Ser Arg Leu Leu Ala Glu Ala Ala Leu Glu Leu 

55 60 
Thr Arg Gin Glu Arg He Leu Ala Leu Ala Lys Arg 
70 75 80 

Arg Gly Gin Asp Pro Glu Arg Val Thr Leu Gin Asp 
85 90 95 

Asp Ser Asp Asp Asp Glu Asp Glu Glu Thr Ala He 

105 110 
Gin Gin Leu Thr Glu Glu Ala Ser Leu Asp Glu Ala 

120 125 
He Pro Ala Glu Gin Ala Ser Arg Pro Trp Thr Gin 

135 140 
Glu Pro Glu Ala Gin Asp Val Asp Pro Arg Pro Glu 
150 155 160 

Glu Leu Pro Trp Cys Cys He Cys Asn Glu Asp Ala 
165 170 175 

Ala Gly Cys Asp Gly Asp Leu Phe Cys Ala Arg Cys 

185 190 
His Asp Ala Phe Glu Leu Lys Glu His Gin Thr Ser 

200 205 
Pro Arg Ala Gly Gin Glu His 
215 



<210> 131 
<211> 252 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(252) 



<400> 131 

atg cag tgg ctt get ctg ctt etc cca cat gca ggc eta gcc cag gca 

Met Gin Trp Leu Ala Leu Leu Leu Pro His Ala Gly Leu Ala Gin Ala 
15 10 15 

atg ctg ctg ggc agg tea gag acc tec aca cct gtc etc ttc gcg tgc 

Met Leu Leu Gly Arg Ser Glu Thr Ser Thr Pro Val Leu Phe Ala Cys 
20 25 30 



cac atg gac acg ggc ctg cgc age gtg gcc aac ate tgg ttc caa tgt 
His Met Asp Thr Gly Leu Arg Ser Val Ala Asn He Trp Phe Gin Cys 



134 



35 40 45 

gtg gtt ccc atg cca ctg get gac tac ccc aat gat gac atg gcc cac 192 
Val Val Pro Met Pro Leu Ala Asp Tyr Pro Asn Asp Asp Met Ala His 
50 55 60 

gtt gtc ccc acg gag teg ctg ctg etc tea gcc acc gtc acg egg aga 240 
Val Val Pro Thr Glu Ser Leu Leu Leu Ser Ala Thr Val Thr Arg Arg 
65 70 75 80 

gac agg tec tga 252 
Asp Arg Ser * 



<210> 132 
<211> 83 
<212> PRT 
<213> Homo sapiens 





<400> 


132 










Met 


Gin Trp 


Leu 


Ala 


Leu Leu 


Leu Pro His Ala 


Gly Leu Ala Gin Ala 


1 






5 




10 


15 


Met 


Leu Leu 


Gly 


Arg 


Ser Glu 


Thr Ser Thr Pro 


Val Leu Phe Ala Cys 






20 






25 


30 


His 


Met Asp 


Thr 


Gly 


Leu Arg 


Ser Val Ala Asn 


He Trp Phe Gin Cys 




35 








40 


45 


Val 


Val Pro 


Met 


Pro 


Leu Ala 


Asp Tyr Pro Asn 


Asp Asp Met Ala His 




50 






55 




60 


Val 


Val Pro 


Thr 


Glu 


Ser Leu 


Leu Leu Ser Ala 


Thr Val Thr Arg Arg 


65 








70 


75 


80 


Asp 


Arg Ser 














<210> 


133 












<211> 


378 












<212> 


DNA 











<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1)...(378) 



135 



<400> 133 

atg gca aaa ata ggc gag gag age tta aat tgt act ccg age gac gcg 48 

Met Ala Lys He Gly Glu Glu Ser Leu Asn Cys Thr Pro Ser Asp Ala 

15 10 15 

etc cag tac aag gga atg ttt ctt atg tat etc ctt cea gga gtg ttt 95 

Leu Gin Tyr Lys Gly Met Phe Leu Met Tyr Leu Leu Pro Gly Val Phe 

20 25 30 

ggg cag gte agg tge cea att cea cce cag gac agt aag aga aag gtg 144 

Gly Gin Val Arg Cys Pro He Pro Pro Gin Asp Ser Lys Arg Lys Val 

35 40 45 

egg age aag cac ccg get ege aag ate age egc egg gat aca aga ace 192 

Arg Ser Lys His Pro Ala Arg Lys He Ser Arg Arg Asp Thr Arg Thr 

50 55 50 

cac cga etg ctg etc aac egc gca agt cec tgg cct ata age cea cac 240 

His Arg Leu Leu Leu Asn Arg Ala Ser Pro Trp Pro He Ser Pro His 

65 70 75 80 

gee gaa aca aac agg aag gcg gee ctg gca cag ate get cac tac cea 288 

Ala Glu Thr Asn Arg Lys Ala Ala Leu Ala Gin He Ala His Tyr Pro 

85 90 95 

aaa cce ccg acc age tgg aac gee gag gee gac gac aac agt caa ggc 336 

Lys Pro Pro Thr Ser Trp Asn Ala Glu Ala Asp Asp Asn Ser Gin Gly 

100 105 110 

aca aga ata cga gac cag gee gcg cea cac agg ctg ttc tag 378 

Thr Arg He Arg Asp Gin Ala Ala Pro His Arg Leu Phe * 

115 120 125 



<210> 134 
<211> 125 
<212> PRT 
<213> Homo sapiens 

<400> 134 

Met Ala Lys He Gly Glu Glu Ser Leu Asn Cys Thr Pro Ser Asp Ala 
15 10 15 

Leu Gin Tyr Lys Gly Met Phe Leu Met Tyr Leu Leu Pro Gly Val Phe 



136 







90 












oU 


b ly 


Pin 

bin Vd 1 


Arg 


Lys 


Dv^/^ Ti/^ rj^/~\ 

rro i 1 e r ro 


Pro 


PI r\ 

b ! n 


ASp 


oer Lys Arg Lys va i 










AO 










Arg 


oer Lys 


HI S 


Pro 


A 1 a Arg Lys 


i 1 e 


Ser 


Arg 


Arg A^sp inr Arg inr 




bU 






00 








DU 


His 


Arg Leu 


Leu 


Leu 


Asn Arg Ala 


Ser 


Pro 


Trp 


Pro lie Ser Pro His 


65 








70 






75 


80 


A 1 a 


b 1 u 1 nr 


Asn 


Arg 


Lys A 1 a A 1 a 


Leu 


A I a 


PI tr, 

b i n 


He Ala His Tyr Pro 








oa 
OO 






an 

yu 






Lys 


Pro Pro 


1 nr 


Ser 


Trp Asn Al a 


PI 1 1 

b 1 U 


Al a 


Asp 


Ar-rs Ar-v-i 0/^v^ /"'"Itj 

Asp Asn ber bin b ly 






100 






105 






110 


Thr 


Arg He 


Arg 


Asp 


Gin Ala Ala 


Pro 


His 


Arg 


Leu Phe 




115 






120 








125 




<210> 


135 
















<211> 


87 
















<212> 


DNA 
















<21o> 


Homo sapiens 












<220> 


















<221> 


CDS 
















<222> 


(1) 


.-(87) 












<400> 


135 














-t- v. 
atg 


age tgg 


cca 


cac 


aaa ctg ctg 


i_ _^ 

ctg 


ctg 


Ctg 


ctt eta ggt ggc tge 


Met 


Ser Trp 


Pro 


His 


Lys Leu Leu 


Leu 


Leu 


Leu 


Leu Leu Gly Gly Cys 


1 






5 






10 




15 


ctt 


get ggt 


ata 


ctt 


act ccc tac 


ttc 


atg 


aac 


tea tga 


Leu 


Ala Gly 


He 


Leu 


Thr Pro Tyr 


Phe 


Met 


Asn 


Ser ^ 






20 






25 










<CL\J> 


136 
















<zli> 


28 
















<212> 


PRT 
















<213> 


Homo sapiens 












<400> 


136 














Met 


Ser Trp 


Pro His Lys Leu Leu 


Leu 


Leu 


Leu 


Leu Leu Gly Gly Cys 


1 






5 






10 




15 


Leu 


Ala Gly 


lie Leu Thr Pro Tyr 


Phe 


Met 


Asn 


Ser 



20 25 



137 



<210> 137 
<211> 558 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(558) 



<400> 137 

atg ggg ctt gat gaa cag ctt ttt ggg gca eta gaa gcc tec tgg ggt 

Met Gly Leu Asp Glu Gin Leu Phe Gly Ala Leu Glu Ala Ser Trp Gly 
15 10 15 

acc tgt cat gcc ctt gaa cgt ttc ttg gag cgt gcc ttt ttc cac cct 
Thr Cys His Ala Leu Glu Arg Phe Leu Glu Arg Ala Phe Phe His Pro 
20 25 30 

gcc atg aag ccc gaa gtt ctt eta ttg gca acc aaa ttt cca ctg tec 
Ala Met Lys Pro Glu Val Leu Leu Leu Ala Thr Lys Phe Pro Leu Ser 
35 40 45 

ctg ggc aaa aga aaa ggg ccc tea tgt gcg ctt aga aga tet ggc gag 
Leu Gly Lys Arg Lys Gly Pro Ser Cys Ala Leu Arg Arg Ser Gly Glu 
50 55 60 

gae gaa att tat eat gta ace aga aac eta cag aat ttg ctt ttc ata 
Asp Glu He Tyr His Val Thr Arg Asn Leu Gin Asn Leu Leu Phe He 
65 70 75 80 

gga aag tea gee aaa aat ate aac age cac aat tta tea gae gee ttc 
Gly Lys Ser Ala Lys Asn He Asn Ser His Asn Leu Ser Asp Ala Phe 
85 90 95 

agg aaa aat gtc aaa gee agg eat ttg tct gaa gtg acc tat cct get 
Arg Lys Asn Val Lys Ala Arg His Leu Ser Glu Val Thr Tyr Pro Ala 
100 105 110 

tea gaa gtc tat cag cca ttt cca ttc ctg ctt ctg aat gga ate aat 
Ser Glu Val Tyr Gin Pro Phe Pro Phe Leu Leu Leu Asn Gly He Asn 
115 120 125 



48 



96 



144 



192 



240 



288 



335 



384 



138 



cag aaa cat ttc cag ccc cca ctt ctg gta acc gac cag aat age tgc 
Gin Lys His Phe Gin Pro Pro Leu Leu Val Thr Asp Gin Asn Ser Cys 
130 135 140 



432 



gga eta agg gtt gcc tta cca ccc cct get ccg acg tct age agg aat 
Gly Leu Arg Val Ala Leu Pro Pro Pro Ala Pro Thr Ser Ser Arg Asn 
145 150 155 160 



480 



cca cca gat gea ctg aga etc ctg tct caa aaa cat aac caa aat aac 
Pro Pro Asp Ala Leu Arg Leu Leu Ser Gin Lys His Asn Gin Asn Asn 
165 170 175 



528 



ccc aac ggc att aca ata aat ata caa taa 
Pro Asn Gly He Thr He Asn He Gin * 
180 185 



558 



<210> 138 
<211> 185 
<212> PRT 
<213> Homo sapiens 



<400> 138 



Met Gly 


Leu 


Asp 


Glu 


Gin 


Leu 


Phe Gly 


Ala 


Leu Glu 


Ala Ser 


Trp 


Gly 


1 






5 








10 






15 




Thr Cys 


His 


Ala 


Leu 


Glu 


Arg 


Phe Leu 


Glu 


Arg Ala 


Phe Phe 


His 


Pro 






20 








25 






30 






Ala Met 


Lys 


Pro 


Glu 


Val 


Leu 


Leu Leu 


Ala 


Thr Lys 


Phe Pro 


Leu 


Ser 




35 










40 






45 






Leu Gly 


Lys 


Arg 


Lys 


Gly 


Pro 


Ser Cys 


Ala 


Leu Arg 


Arg Ser 


Gly 


Glu 


50 










55 






60 








Asp Glu 


He 


Tyr 


His 


Val 


Thr 


Arg Asn 


Leu 


Gin Asn 


Leu Leu 


Phe 


He 


65 








70 








75 






80 


Gly Lys 


Ser 


Ala 


Lys 


Asn 


He 


Asn Ser 


His 


Asn Leu 


Ser Asp 


Ala 


Phe 








85 








90 






95 




Arg Lys 


Asn 


Val 


Lys 


Ala 


Arg 


His Leu 


Ser 


Glu Val 


Thr Tyr 


Pro 


Ala 






100 








105 






110 






Ser Glu 


Val 


Tyr 


Gin 


Pro 


Phe 


Pro Phe 


Leu 


Leu Leu 


Asn Gly 


He 


Asn 




115 










120 






125 






Gin Lys 


His 


Phe 


Gin 


Pro 


Pro 


Leu Leu 


Val 


Thr Asp 


Gin Asn 


Ser 


Cys 


130 










135 






140 








Gly Leu 


Arg 


Val 


Ala 


Leu 


Pro 


Pro Pro 


Ala 


Pro Thr 


Ser Ser 


Arg 


Asn 


145 








150 








155 






160 



139 



Pro Pro Asp Ala Leu Arg Leu Leu Ser Gin Lys His Asn Gin Asn Asn 

165 170 175 

Pro Asn Gly He Thr He Asn He Gin 
180 185 

<210> 139 
<211> 303 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(303) 

<400> 139 

atg acc aga gca cct etc ctg eta eta tgt gtt gcc ctg gtg ctg ctt 48 

Met Thr Arg Ala Pro Leu Leu Leu Leu Cys Val A1a Leu Val Leu Leu 
15 10 15 

ggg cat gtg aat gga gcc aca gta aga aat gag gae aaa tgg aag cca 96 
Gly His Val Asn Gly Ala Thr Val Arg Asn Glu Asp Lys Trp Lys Pro 
20 25 30 

etc aac aac ecc aga aac aga gat ctg ttt ttc aga agg ctt eag gca 144 
Leu Asn Asn Pro Arg Asn Arg Asp Leu Phe Phe Arg Arg Leu Gin Ala 
35 40 45 

tat ttt aag ggc aga ggt ctt gat ctt gga aca ttt cca aat cct ttc 192 
Tyr Phe Lys Gly Arg Gly Leu Asp Leu Gly Thr Phe Pro Asn Pro Phe 
50 55 60 

ccc acg aat gaa aat cct aga cct etc tct ttc cag tea gaa ctt act 240 
Pro Thr Asn Glu Asn Pro Arg Pro Leu Ser Phe Gin Ser Glu Leu Thr 
65 70 75 80 

get tct gca tct gca gat tat gaa gag eag aaa aac tee ttt eac aat 288 
Ala Ser Ala Ser Ala Asp Tyr Glu Glu Gin Lys Asn Ser Phe His Asn 
85 90 95 



tat etc aaa ggc tga 
Tyr Leu Lys Gly * 
100 



303 



140 



<210> 140 
<211> 100 
<212> PRT 
<213> Homo sapiens 

<400> 140 



Met Thr 


Arg Ala 


Pro Leu Leu Leu Leu 


Cys 


Val Ala Leu Val Leu Leu 


1 




5 


10 


15 


Gly His 


Val Asm 


Gly Ala Thr Val Arg 


Asn 


Glu Asp Lys Trp Lys Pro 




20 


25 




30 


Leu Asm 


Asn Pro 


Arg Asn Arg Asp Leu 


Phe 


Phe Arg Arg Leu Gin Ala 




35 


40 




45 


Tyr Phe 


Lys Gly 


Arg Gly Leu Asp Leu 


Gly 


Thr Phe Pro Asn Pro Phe 


50 




55 




60 


Pro Thr 


Asn Glu 


Asn Pro Arg Pro Leu 


Ser 


Phe Gin Ser Glu Leu Thr 


65 




70 




75 80 


Ala Ser 


Ala Ser 


Ala Asp Tyr Glu Glu 


Gin 


Lys Asn Ser Phe His Asn 






85 


90 


95 


Tyr Leu 


Lys Gly 
100 









<210> 141 
<211> 687 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(587) 

<400> 141 

atg egg ccc ctt aag ccc ggc gcc cct ttg ccc gca etc ttc ctg ctg 48 
Met Arg Pro Leu Lys Pro Gly Ala Pro Leu Pro Ala Leu Phe Leu Leu 
15 10 15 

gcg ctg get ttg tec ceg eac gga gcc cac ggg agg ccc egg ggg cgc 96 
Ala Leu Ala Leu Ser Pro His Gly Ala His Gly Arg Pro Arg Gly Arg 
20 25 30 

agg gga gcg cgc gte acg gat aag gag ccc aag ceg ttg ctt ttc etc 144 
Arg Gly Ala Arg Val Thr Asp Lys Glu Pro Lys Pro Leu Leu Phe Leu 
35 40 45 



141 



ccc gcg gcc ggg gcc ggc egg act ccc age gge tec egg age gca gga 192 
Pro Ala Ala Gly Ala Gly Arg Thr Pro Ser Gly Ser Arg Ser Ala Gly 
50 55 60 

get ggg ega gge aet egc ttt ggg aag ect gag att agt aea gea gaa 240 
Ala Gly Arg Gly Thr Arg Phe Gly Lys Pro Glu He Ser Thr Ala Glu 
65 70 75 80 

aae aga gea tet etg eag att eee age tct egg aaa gag gte agg gte 288 
Asn Arg Ala Ser Leu Gin He Pro Ser Ser Arg Lys Glu Val Arg Val 
85 90 95 

atg aga eat eea eag gea gag aag teg tgt gaa tac ggg gaa eae gga 336 
Met Arg His Pro Gin Ala Glu Lys Ser Cys Glu Tyr Gly Glu His Gly 
100 105 110 

aaa gee ceg gaa aag gag gte ega ggg gge gge ceg gge aet tgg gge 384 
Lys Ala Pro Glu Lys Glu Val Arg Gly Gly Gly Pro Gly Thr Trp Gly 
115 120 125 

age get gga ggg agg agg gca gga cac gca gga aag gaa ggt ggg gae 432 
Ser Ala Gly Gly Arg Arg Ala Gly His Ala Gly Lys Glu Gly Gly Asp 
130 135 140 

aga age gag aag etc etc aca cgt ttc tgt tea cae cca gca aga gca 480 
Arg Ser Glu Lys Leu Leu Thr Arg Phe Cys Ser His Pro Ala Arg Ala 
145 ISO 155 160 

gag caa ggt gaa get gcc ggc gag get ggg aca gaa ggg ccc etc tgc 528 
Glu Gin Gly Glu Ala Ala Gly Glu Ala Gly Thr Glu Gly Pro Leu Cys 
165 170 175 

ggg gae att tgg tgg cet cca ceg ggc ttg gga aga gga gag ggc eta 576 
Gly Asp He Trp Trp Pro Pro Pro Gly Leu Gly Arg Gly Glu Gly Leu 
180 185 190 

ggg tgg ect ggg gat gcc teg eag eta gcg get ggc cgt ggg ace aea 624 
Gly Trp Pro Gly Asp Ala Ser Gin Leu Ala Ala Gly Arg Gly Thr Thr 
195 200 205 

get ect gat ccc ttc tee tea ggc ttt atg get aag aaa gca aae aag 672 
Ala Pro Asp Pro Phe Ser Ser Gly Phe Met Ala Lys Lys Ala Asn Lys 



142 



210 



215 



220 



ggc ttc tta gta tga 
Gly Phe Leu Val * 
225 



<210> 
<211> 
<212> 
<213> 

<400> 
Met Arg Pro 
1 

Ala Leu Ala 

Arg Gly Ala 
35 

Pro Ala Ala 
50 

Ala Gly Arg 
65 

Asn Arg Ala 
Met Arg His 



142 
228 
PRT 

Homo sapiens 
142 

Leu Lys Pro Gly Ala Pro 
5 

Leu Ser Pro His 
20 

Arg Val Thr Asp 



Lys Ala Pro 
115 

Ser Ala Gly 

130 
Arg Ser Glu 
145 

Glu Gin Gly 



Gly Ala Gly Arg 
55 

Gly Thr Arg Phe 
70 

Ser Leu Gin He 
85 

Pro Gin Ala Glu 
100 

Glu Lys Glu Val 



Gly Ala 
25 

Lys Glu 
40 

Thr Pro 



Gly Arg Arg Ala 
135 

Lys Leu Leu Thr 
150 

Glu Ala Ala Gly 
165 

Gly Asp He Trp Trp Pro Pro 
180 

Gly Asp Ala Ser 



Gly Trp Pro 
195 

Ala Pro Asp 

210 
Gly Phe Leu 
225 



Pro Phe Ser Ser 
215 

Val 



Gly Lys 

Pro Ser 

Lys Ser 
105 
Arg Gly 
120 

Gly His 

Arg Phe 

Glu Ala 

Pro Gly 
185 
Gin Leu 
200 

Gly Phe 



Leu Pro Ala Leu Phe Leu Leu 
10 15 
His Gly Arg Pro Arg Gly Arg 
30 

Pro Lys Pro Leu Leu Phe Leu 
45 

Ser Gly Ser Arg Ser Ala Gly 
60 

Pro Glu He Ser Thr Ala Glu 
75 80 
Ser Arg Lys Glu Val Arg Val 
90 95 
Cys Glu Tyr Gly Glu His Gly 
110 

Gly Gly Pro Gly Thr Trp Gly 
125 

Ala Gly Lys Glu Gly Gly Asp 
140 

Cys Ser His Pro Ala Arg Ala 
155 160 
Gly Thr Glu Gly Pro Leu Cys 
170 175 
Leu Gly Arg Gly Glu Gly Leu 
190 

Ala Ala Gly Arg Gly Thr Thr 
205 

Met Ala Lys Lys Ala Asn Lys 
220 



143 



<210> 143 
<211> 393 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1).. .(393) 



<400> 143 

atg ggg ttt etc cat gtt gag get ggt etc gta etc ctg acc tea ggc 48 

Met Gly Phe Leu His Val Glu Ala Gly Leu Val Leu Leu Thr Ser Gly 

15 10 15 

gtg gtc ccg etc gca cga ggg age ggt cgc eca ggg tge egg gaa gte 96 
Va1 Val Pro Leu Ala Arg Gly Ser Gly Arg Pro Gly Cys Arg Glu Val 
20 25 30 



ggg gae egg eca gcc gee gae egg ccg cac ccc tec ccg ccg age teg 
Gly Asp Arg Pro A1a Ala Asp Arg Pro His Pro Ser Pro Pro Ser Ser 
35 40 45 



144 



cgc gee cgc etc gtc age acc ttt ccc gca gcg cag ccc cac agt ggt 
Arg Ala Arg Leu Val Ser Thr Phe Pro Ala Ala Gin Pro His Ser Gly 
50 55 60 

cac gag age cgc ggc ccg aaa aga cgc gaa ggt ggt gae gtg tec cgt 
His Glu Ser Arg Gly Pro Lys Arg Arg Glu Gly Gly Asp Val Ser Arg 
65 70 75 80 

gcc cag ggc get gcg cag gag gca ttg gca act gae gtc ctg cgc gee 
Ala Gin Gly Ala Ala Gin Glu Ala Leu Ala Thr Asp Val Leu Arg Ala 
85 90 95 



192 



240 



288 



gee tgg tgg aag eaa age age cga gee ccc egg aag egg egg cgc ggg 
Ala Trp Trp Lys Gin Ser Ser Arg Ala Pro Arg Lys Arg Arg Arg Gly 
100 105 110 

cga gtg gag aac gtg act tac gte ate tgg egg agg cgt ggg ggc ggt 
Arg Val Glu Asn Val Thr Tyr Val He Trp Arg Arg Arg Gly Gly Gly 
115 120 125 



336 



384 



144 



gcc gcg tga 
Ala Ala * 
130 



<210> 144 
<211> 130 
<212> PRT 
<213> Homo sapiens 

<400> 144 

Met Gly Phe Leu His Val Glu Ala Gly Leu Val Leu Leu Thr Ser Gly 
15 10 15 

Val Val Pro Leu Ala Arg Gly Ser Gly Arg Pro Gly Cys Arg Glu Val 

20 25 30 

Gly Asp Arg Pro Ala Ala Asp Arg Pro His Pro Ser Pro Pro Ser Ser 

35 40 45 

Arg Ala Arg Leu Val Ser Thr Phe Pro Ala Ala Gin Pro His Ser Gly 

50 55 60 

His Glu Ser Arg Gly Pro Lys Arg Arg Glu Gly Gly Asp Val Ser Arg 
65 70 75 80 

Ala G1n Gly Ala Ala Gin G1u Ala Leu Ala Thr Asp Val Leu Arg Ala 

85 90 95 

Ala Trp Trp Lys Gin Ser Ser Arg Ala Pro Arg Lys Arg Arg Arg Gly 

100 105 110 

Arg Val Glu Asn Val Thr Tyr Val He Trp Arg Arg Arg Gly Gly Gly 
115 120 125 

Ala Ala 
130 

<210> 145 
<211> 666 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). ..(666) 

<400> 145 

atg gat acc age acc tgc tct ggt gga agt ggg agg gga gta aag tgg 

Met Asp Thr Ser Thr Cys Ser Gly Gly Ser Gly Arg Gly Val Lys Trp 

15 10 15 



145 



act ctg egg gag tec ttg gtt tta gtt ttg ttt agt gca ctg gtt ttc 
Thr Leu Arg Glu Ser Leu Val Leu Val Leu Phe Ser Ala Leu Val Phe 
20 25 30 



96 



tea aat get ggt tat get age tgt gaa get gte aca cag aca gac tea 
Ser Asn Ala Gly Tyr Ala Ser Cys Glu Ala Val Thr Gin Thr Asp Ser 
35 40 45 

cga cet ctg gtt age cag ggt gtt gca gga ttt tea ggt tec cag tgg 
Arg Pro Leu Val Ser Gin Gly Val Ala Gly Phe Ser Gly Ser Gin Trp 
50 55 50 

gat gtg ggt gca gag gca gac ttc tec tec tct cac acc ttg gga act 
Asp Val Gly Ala Glu Ala Asp Phe Ser Ser Ser His Thr Leu Gly Thr 
65 70 75 80 

eae gta gag ttt gea geg gta age tge ttc ttt caa agg gte tgt gaa 
His Val Glu Phe Ala Ala Val Ser Cys Phe Phe Gin Arg Val Cys Glu 
85 90 95 

tte ttt eag ttt tee tgg tat gtt ect gtg gtg gtt ett gga gca aaa 
Phe Phe Gin Phe Ser Trp Tyr Val Pro Val Val Val Leu Gly Ala Lys 
100 105 110 

ett cac aat eta gaa gag aaa gge gag gaa tgg eae tge ett ctg aaa 
Leu His Asn Leu Glu Glu Lys Gly Glu Glu Trp His Cys Leu Leu Lys 
115 120 125 

gat gac tgg ett eta ett ect tct ett gte eag tte atg aae tec ctg 
Asp Asp Trp Leu Leu Leu Pro Ser Leu Val Gin Phe Met Asn Ser Leu 
130 135 140 



144 



192 



240 



288 



336 



384 



432 



gag ttt tge aat gca gte ata eag gtg get cac ecc ttg att cga aat 480 
Glu Phe Cys Asn Ala Val He Gin Val Ala His Pro Leu He Arg Asn 
145 150 155 160 

cag ett gte aat tac att tac aat gga ttt ttg gta eca gte ttg get 528 
Gin Leu Val Asn Tyr He Tyr Asn Gly Phe Leu Val Pro Val Leu Ala 
165 170 175 



ect get etc cat aag tgg caa ett gga act gte aag atg tte tec aag 
Pro Ala Leu His Lys Trp Gin Leu Gly Thr Val Lys Met Phe Ser Lys 



576 



146 



180 185 190 

get gag tct gtc ata gag aat gca agg tct get gtg ggc atg gag agg 

Ala Glu Ser Va1 He Glu Asn Ala Arg Ser Ala Val Gly Met Glu Arg 
195 200 205 

age agt ggt age aca agt gee ata gat ttg cea tet act taa 

Ser Ser Gly Ser Thr Ser Ala He Asp Leu Pro Ser Thr * 
210 215 220 



<210> 146 
<211> 221 
<212> PRT 
<213> Homo sapiens 

<400> 146 

Met Asp Thr Ser Thr Cys Ser Gly Gly Ser Gly Arg Gly Val Lys Trp 

15 10 15 

Thr Leu Arg Glu Ser Leu Val Leu Val Leu Phe Ser Ala Leu Val Phe 

20 25 30 

Ser Asn Ala Gly Tyr Ala Ser Cys Glu Ala Val Thr Gin Thr Asp Ser 

35 40 45 

Arg Pro Leu Val Ser Gin Gly Val Ala Gly Phe Ser Gly Ser Gin Trp 

50 55 50 

Asp Val Gly Ala Glu Ala Asp Phe Ser Ser Ser His Thr Leu Gly Thr 
65 70 75 80 

His Val Glu Phe Ala Ala Val Ser Cys Phe Phe Gin Arg Val Cys Glu 

85 90 95 

Phe Phe Gin Phe Ser Trp Tyr Val Pro Val Val Val Leu Gly Ala Lys 

100 105 110 

Leu His Asn Leu Glu Glu Lys Gly Glu Glu Trp His Cys Leu Leu Lys 

115 120 125 

Asp Asp Trp Leu Leu Leu Pro Ser Leu Val Gin Phe Met Asn Ser Leu 

130 135 140 

Glu Phe Cys Asn Ala Val lie Gin Val Ala His Pro Leu He Arg Asn 
145 150 155 160 

Gin Leu Val Asn Tyr He Tyr Asn Gly Phe Leu Val Pro Val Leu Ala 

165 170 175 

Pro Ala Leu His Lys Trp Gin Leu Gly Thr Val Lys Met Phe Ser Lys 

180 185 190 

Ala Glu Ser Val He Glu Asn Ala Arg Ser Ala Val Gly Met Glu Arg 
195 200 205 



147 



Ser Ser Gly Ser Thr Ser Ala He Asp Leu Pro Ser Thr 
210 215 220 

<210> 147 
<211> 438 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1).. .(438) 

<400> 147 

atg get egg gca ggg ggc atg ggg ctg ctg cga tta cag ctg ctt ctg 

Met Ala Arg Ala Gly Gly Met Gly Leu Leu Arg Leu Gin Leu Leu Leu 
15 10 15 

gta ctg ccc aca eta get tct gee tgt gtg eec tgc ate tac etg gtt 
Val Leu Pro Thr Leu Ala Ser Ala Cys Val Pro Cys He Tyr Leu Val 
20 25 30 

cce acg tgg acg tec eta tet gag aca eet ttt gga eea act etg gae 
Pro Thr Trp Thr Ser Leu Ser Glu Thr Pro Phe Gly Pro Thr Leu Asp 
35 40 45 

aga ccc tct eea aaa tea aag gtg cge tgg get get aac etg ate eaa 
Arg Pro Ser Pro Lys Ser Lys Val Arg Trp Ala Ala Asn Leu He Gin 
50 55 60 

gae gag ate aat eta gaa gga cct get ggt get gca ace cac get tgg 
Asp Glu He Asn Leu Glu Gly Pro Ala Gly Ala Ala Thr His Ala Trp 
65 70 75 80 

gtc acc ttt gee aga ace ggg gte att tgc ttt ggg ggt cct cag gee 
Val Thr Phe Ala Arg Thr Gly Val He Cys Phe Gly Gly Pro Gin Ala 
85 90 95 



agt get cag aag get get tgt tgt aga tgg agg aca get cct cag get 
Ser Ala Gin Lys Ala Ala Cys Cys Arg Trp Arg Thr Ala Pro Gin Ala 
100 105 110 

ggg aaa tet etc aat ggg aac tgt get cag aac aga aca gaa ctt ccc 
Gly Lys Ser Leu Asn Gly Asn Cys Ala Gin Asn Arg Thr Glu Leu Pro 



148 



115 120 125 

gga tac tta gat att tgg gtg gta ttg ate tec gca tea gtg tec teg 

Gly Tyr Leu Asp He Trp Va1 Val Leu He Ser Ala Ser Val Ser Ser 

130 135 140 



ggt tga 
Gly * 
145 



<210> 148 
<211> 145 
<212> PRT 
<213> Homo sapiens 

<400> 148 

Met Ala Arg Ala Gly Gly Met Gly Leu Leu Arg Leu Gin Leu Leu Leu 
15 10 15 

Val Leu Pro Thr Leu Ala Ser Ala Cys Val Pro Cys He Tyr Leu Val 

20 25 30 

Pro Thr Trp Thr Ser Leu Ser Glu Thr Pro Phe Gly Pro Thr Leu Asp 

35 40 45 

Arg Pro Ser Pro Lys Ser Lys Val Arg Trp Ala Ala Asn Leu He Gin 

50 55 60 

Asp Glu He Asn Leu Glu Gly Pro Ala Gly Ala Ala Thr His Ala Trp 
65 70 75 80 

Va1 Thr Phe Ala Arg Thr Gly Val He Cys Phe Gly Gly Pro Gin Ala 

85 90 95 

Ser Ala Gin Lys Ala Ala Cys Cys Arg Trp Arg Thr Ala Pro Gin Ala 

100 105 110 

Gly Lys Ser Leu Asn Gly Asn Cys Ala Gin Asn Arg Thr Glu Leu Pro 

115 120 125 

Gly Tyr Leu Asp He Trp Val Val Leu He Ser Ala Ser Val Ser Ser 
130 135 140 

Gly 
145 

<210> 149 
<211> 411 
<212> DNA 
<213> Homo sapiens 



149 



<220> 
<221> CDS 
<222> (1). 



.(411) 



<400> 149 

atg tgg gtg ctg ctg ctg ctg ctg ttg gag gca ggc etc ggg get ctg 

Met Trp Va1 Leu Leu Leu Leu Leu Leu Glu Ala Gly Leu Gly Ala Leu 

15 10 15 

act ctg gag ggt tgt gaa ttc cag egg cae ggg get gtt gtg tgc ctt 

Thr Leu Glu Gly Cys Glu Phe Gin Arg His Gly Ala Val Val Cys Leu 

20 25 30 



48 



96 



gtt cae ggc cat etc ect tec ace cag tgt eta gee cag tgt ctg tac 
Val His Gly His Leu Pro Ser Thr Gin Cys Leu Ala Gin Cys Leu Tyr 
35 40 45 



144 



aca gca gat gcg aag eta cgt gae gtt gtc cgt gaa cea gee ggg ecc 
Thr Ala Asp Ala Lys Leu Arg Asp Val Val Arg Glu Pro Ala Gly Pro 
50 55 60 



192 



gcg ttg ccc tac tea act atg teg agg age ecc ggt cae cag egg tct 
Ala Leu Pro Tyr Ser Thr Met Ser Arg Ser Pro Gly His Gin Arg Ser 
65 70 75 80 



240 



gae cea ttt aac aat tct ggc tct ace gat ate cag ttg etc gee egg 
Asp Pro Phe Asn Asn Ser Gly Ser Thr Asp He Gin Leu Leu Ala Arg 
85 90 95 

gtc cae tea ccg aaa ate tct ata tgt aat tct aag ect aaa aag aeg 
Val His Ser Pro Lys He Ser He Cys Asn Ser Lys Pro Lys Lys Thr 
100 105 110 



288 



336 



ggc acg caa tac cae gae ggc gae ctg etc aeg ttc gtc ccc age gat 
Gly Thr Gin Tyr His Asp Gly Asp Leu Leu Thr Phe Val Pro Ser Asp 
115 120 125 



384 



gca ctg ggg gag gca cgt egg egg tga 
Ala Leu Gly Glu Ala Arg Arg Arg * 
130 135 



411 



<210> 150 



150 



<211> 136 
<212> PRT 
<213> Homo sapiens 

<400> 150 



Met Trp 


Val Leu Leu Leu 


Leu Leu Leu Glu Ala Gly 


Leu 


Gly Ala 


Leu 


1 


5 


10 




15 




Thr Leu 


Glu Gly Cys Glu 


Phe Gin Arg His Gly Ala 


Val 


Val Cys 


Leu 




20 


25 




30 




Val His 


Gly His Leu Pro 


Ser Thr Gin Cys Leu Ala 


Gin 


Cys Leu 


Tyr 




35 


40 


45 






Thr Ala 


Asp Ala Lys Leu 


Arg Asp Val Val Arg Glu 


Pro 


Ala Gly 


Pro 


50 




55 60 








A1a Leu 


Pro Tyr Ser Thr 


Met Ser Arg Ser Pro Gly 


His 


Gin Arg 


Ser 


65 


70 


75 






80 


Asp Pro 


Phe Asn Asn Ser 


Gly Ser Thr Asp He Gin 


Leu 


Leu Ala 


Arg 


85 


90 




95 




Val His 


Ser Pro Lys He 


Ser He Cys Asn Ser Lys 


Pro 


Lys Lys 


Thr 




100 


105 




110 




61 y Thr 


Gin Tyr His Asp 


Gly Asp Leu Leu Thr Phe 


Val 


Pro Ser 


Asp 




115 


120 


125 






Ala Leu 


Gly Glu Ala Arg 


Arg Arg 








130 




135 









<210> 151 

<211> 852 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(852) 

<400> 151 

atg gtt teg gcg gca gcc ccc age etc etc ate ett etg ttg ctg etc 48 

Met Val Ser Ala Ala Ala Pro Ser Leu Leu He Leu Leu Leu Leu Leu 
15 10 15 

ctg ggg tct gtg cct get ace gae gcc egc tct gtg ccc ctg aag gcc 96 
Leu Gly Ser Val Pro Ala Thr Asp Ala Arg Ser Val Pro Leu Lys Ala 
20 25 30 



acg tte etg gag gat gtg gcg ggt agt ggg gag gcc gag ggc teg teg 



144 



151 



Thr Phe Leu Glu Asp Val Ala Gly Ser Gly Glu Ala Glu Gly Ser Ser 
35 40 45 

gcc tec tec ccg age etc ceg cca ecc tgg ace ceg gee etc age ece 
Ala Ser Ser Pro Ser Leu Pro Pro Pro Trp Thr Pro Ala Leu Ser Pro 
50 55 60 

aca teg atg ggg ccc cag ccc ata acc ctg ggg ggc cca tea cec ece 
Thr Ser Met Gly Pro Gin Pro He Thr Leu Gly Gly Pro Ser Pro Pro 
65 70 75 80 

acc aac ttc ctg gat ggg ata gtg gac ttc ttc cgc cag tac gtg atg 
Thr Asn Phe Leu Asp Gly He Val Asp Phe Phe Arg Gin Tyr Val Met 
85 90 95 

ctg att get gtg gtg ggc tec ctg gcc ttt ctg ctg atg ttc ate gtc 
Leu He Ala Val Val Gly Ser Leu Ala Phe Leu Leu Met Phe He Val 
100 105 110 

tgt gee gcg gtc ate acc egg cag aag cag aag gcc teg gee tat tac 
Cys Ala Ala Val He Thr Arg Gin Lys Gin Lys Ala Ser Ala Tyr Tyr 
115 120 125 

cca teg tec ttc ccc aag aag aag tac gtg gac cag agt gac egg gcc 
Pro Ser Ser Phe Pro Lys Lys Lys Tyr Val Asp Gin Ser Asp Arg Ala 
130 135 140 

ggg ggc ccc egg gee ttc agt gag gtc ecc gac aga gcc ecc gac age 
Gly Gly Pro Arg Ala Phe Ser Glu Val Pro Asp Arg Ala Pro Asp Ser 
145 150 155 160 

agg ecc gag gaa gcc ctg gat tec tec egg cag etc cag gee gac ate 
Arg Pro Glu Glu Ala Leu Asp Ser Ser Arg Gin Leu Gin Ala Asp He 
165 170 175 

ttg gee gcc ace cag aac etc aag tec ccc ace agg get gea ctg ggc 
Leu Ala Ala Thr Gin Asn Leu Lys Ser Pro Thr Arg Ala Ala Leu Gly 
180 185 190 

ggt ggg gac gga gcc agg atg gtg gag ggc agg ggc gea gag gaa gag 
Gly Gly Asp Gly Ala Arg Met Val Glu Gly Arg Gly Ala Glu Glu Glu 
195 200 205 



152 



gag aag ggc age cag gag ggg gac cag gaa gtc cag gga cat ggg gtc 572 
Glu Lys Gly Ser Gin Glu Gly Asp Gin Glu Val Gin Gly His Gly Val 
210 215 220 

cca gtg gag aca cca gag gcg cag gag gag ccg tgc tea ggg gtc ctt 720 
Pro Val Glu Thr Pro Glu Ala Gin Glu Glu Pro Cys Ser Gly Val Leu 
225 230 235 240 

gag ggg get gtg gtg gee ggt gag ggc caa ggg gag ctg gaa ggg tct 768 
Glu Gly Ala Val Val Ala Gly Glu Gly Gin Gly Glu Leu Glu Gly Ser 
245 250 255 

etc ttg tta gee cag gaa gee cag gga cca gtg ggt cec ecc gaa age 816 
Leu Leu Leu Ala Gin Glu Ala Gin Gly Pro Val Gly Pro Pro Glu Ser 
260 265 270 

cec tgt get tgc age agt gtc cac ccc agt gtc taa 852 
Pro Cys Ala Cys Ser Ser Val His Pro Ser Val * 
275 280 



<210> 152 
<211> 283 
<212> PRT 
<213> Homo sapiens 

<400> 152 

Met Val Ser Ala Ala Ala Pro Ser Leu Leu He Leu Leu Leu Leu Leu 
15 10 15 

Leu Gly Ser Val Pro Ala Thr Asp Ala Arg Ser Val Pro Leu Lys Ala 

20 25 30 

Thr Phe Leu Glu Asp Val Ala Gly Ser Gly Glu Ala Glu Gly Ser Ser 

35 40 45 

Ala Ser Ser Pro Ser Leu Pro Pro Pro Trp Thr Pro Ala Leu Ser Pro 

50 55 60 

Thr Ser Met Gly Pro Gin Pro He Thr Leu Gly Gly Pro Ser Pro Pro 
65 70 75 80 

Thr Asn Phe Leu Asp Gly He Val Asp Phe Phe Arg Gin Tyr Val Met 

85 90 95 

Leu He Ala Val Val Gly Ser Leu Ala Phe Leu Leu Met Phe He Val 

100 105 110 

Cys Ala Ala Val He Thr Arg Gin Lys Gin Lys Ala Ser Ala Tyr Tyr 
115 120 125 



153 



Pro Ser Ser Phe Pro Lys Lys Lys Tyr Val Asp Gin Ser Asp Arg Ala 

130 135 140 

Gly Gly Pro Arg Ala Phe Ser Glu Val Pro Asp Arg Ala Pro Asp Ser 
145 150 155 160 

Arg Pro Glu Glu Ala Leu Asp Ser Ser Arg Gin Leu Gin Ala Asp He 

165 170 175 

Leu Ala Ala Thr Gin Asn Leu Lys Ser Pro Thr Arg Ala Ala Leu Gly 

180 185 190 

Gly Gly Asp Gly Ala Arg Met Val Glu Gly Arg Gly Ala Glu Glu Glu 

195 200 205 

Glu Lys Gly Ser Gin Glu Gly Asp Gin Glu Val Gin Gly His Gly Val 

210 215 220 

Pro Val Glu Thr Pro Glu Ala Gin Glu Glu Pro Cys Ser Gly Val Leu 
225 230 235 240 

Glu Gly Ala Val Val Ala Gly Glu Gly Gin Gly Glu Leu Glu Gly Ser 

245 250 255 

Leu Leu Leu Ala Gin Glu Ala Gin Gly Pro Val Gly Pro Pro Glu Ser 

250 265 270 

Pro Cys Ala Cys Ser Ser Val His Pro Ser Val 
275 280 

<210> 153 
<211> 696 
<212> DNA 
<213> Homo sapiens 



<22D> 

<221> CDS 

<222> (1)...(596) 



<400> 153 

atg ggc gag ggc tec aaa ggg ccc tgc atg tgc tgt tec cct gcc tgg 
Met Gly Glu Gly Ser Lys Gly Pro Cys Met Cys Cys Ser Pro Ala Trp 
15 10 15 

atg ccc acc ccc aag ggt cac etc etc eag gaa gee tte ctt ett etc 
Met Pro Thr Pro Lys Gly His Leu Leu Gin Glu Ala Phe Leu Leu Leu 
20 25 30 

agg ctg agt tgg ctg gtt act get gtg cct get ctt gac tgg gga tte 
Arg Leu Ser Trp Leu Val Thr Ala Val Pro Ala Leu Asp Trp Gly Phe 
35 40 45 



154 



tac egg ggc gag gcc agg ctg etc tta tec ate gte atg tec tea gtg 
Tyr Arg Gly Glu Ala Arg Leu Leu Leu Ser He Val Met Ser Ser Val 
50 55 60 

ggc aca eag aga cct gtg ace ate agt cag tgt gac agg ecc ctg gca 
Gly Thr Gin Arg Pro Val Thr He Ser Gin Cys Asp Arg Pro Leu Ala 
65 70 75 80 

acc acc aat cga ett gtt gte tec gtg get ttg eaa ttt ctg aca ttt 
Thr Thr Asn Arg Leu Val Val Ser Val Ala Leu Gin Phe Leu Thr Phe 
85 90 95 

cat gaa agt gga ate aca agt gcc etc egt gte egg cct ett eca cag 
His Glu Ser Gly He Thr Ser Ala Leu Arg Val Arg Pro Leu Pro Gin 
100 105 110 

age gtt gag ttt tea agg ttc gte cct gtt gta gca gga ate cgt get 
Ser Val Glu Phe Ser Arg Phe Val Pro Val Val Ala Gly He Arg Ala 
115 120 125 

tea ett agg ctg eaa ggg egt ace atg gca tgg agg cac eta tgg gtg 
Ser Leu Arg Leu Gin Gly Arg Thr Met Ala Trp Arg His Leu Trp Val 
130 135 140 

gac ggc gtt teg ctg gte tgt cct ggg ctg agg get gag ggc tgg aca 
Asp Gly Val Ser Leu Val Cys Pro Gly Leu Arg Ala Glu Gly Trp Thr 
145 150 155 160 

ecc eca cct ggc tee cgt gte ctg ttg aag agg tgt cga ate ttc gcc 
Pro Pro Pro Gly Ser Arg Val Leu Leu Lys Arg Cys Arg He Phe Ala 
165 170 175 

get etc gag atg cac gtg tgc age ttt ggc cga tec cct gtt ttc age 
Ala Leu Glu Met His Val Cys Ser Phe Gly Arg Ser Pro Val Phe Ser 
180 185 190 

tgc aac tgt etc ecg aag tea cag att cce cct tgg tct ttg gtg tgc 
Cys Asn Cys Leu Pro Lys Ser Gin He Pro Pro Trp Ser Leu Val Cys 
195 200 205 

ggg gag ggc tac aaa tec tec eca aga atg ecc ace ctg ecc ecg act 
Gly Glu Gly Tyr Lys Ser Ser Pro Arg Met Pro Thr Leu Pro Pro Thr 
210 215 220 



155 



ggg gca gat tct ggt tat cca tag 
Gly Ala Asp Ser Gly Tyr Pro * 
225 230 



<210> 154 
<211> 231 
<212> PRT 
<213> Homo sapiens 



<400> 154 



rlcr L a 1 y 


a 1 u u 1 y oci 
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85 






90 95 


His Glu 


Ser Gly He 


Thr Ser Ala 


Leu 


Arg Val Arg Pro Leu Pro Gin 




100 




105 


110 


Ser Val 


Glu Phe Ser 


Arg Phe Val 


Ppo 


Val Val Ala Gly He Arg Ala 




115 


120 




125 


Ser Leu 


Arg Leu Gin 


Gly Arg Thr 


Met 


Ala Trp Arg His Leu Trp Val 


130 




135 




140 


Asp Gly 


Val Ser Leu 


Val Cys Pro 


Gly 


Leu Arg Ala Glu Gly Trp Thr 


145 




150 




155 160 


Pro Pro 


Pro Gly Ser 


Arg Val Leu 


Leu 


Lys Arg Cys Arg He Phe Ala 




165 






170 175 


Ala Leu 


Glu Met His 


Val Cys Ser 


Phe 


Gly Arg Ser Pro Val Phe Ser 




180 




185 


190 


Cys Asn 


Cys Leu Pro 


Lys Ser Gin 


lie 


Pro Pro Trp Ser Leu Val Cys 




195 


200 




205 


Gly Glu 


Gly Tyr Lys 


Ser Ser Pro 


Apg 


Met Pro Thr Leu Pro Pro Thr 


210 




215 




220 


Gly Ala 


Asp Ser Gly 


Tyr Pro 






225 




230 







156 



<210> 155 
<211> 264 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(264) 

<400> 155 
atg ctg atg ctg ttt ctt cag ttg tat 
Met Leu Met Leu Phe Leu Gin Leu Tyr 
1 5 

gtt etc tat act etc tea caa gcc ctg 
Va1 Leu Tyr Thr Leu Ser G1n Ala Leu 
20 25 



ttt gtc act ctg get ttc aga 48 
Phe Val Thr Leu Ala Phe Arg 
10 15 

ect gae ate eae cag ctt eca 96 
Pro Asp lie His Gin Leu Pro 
30 



gaa agg age ccc ctt tgc ccc age cge cgt ttc tea aca gtt tet act 144 
Glu Arg Ser Pro Leu Cys Pro Ser Arg Arg Phe Ser Thr Val Ser Thr 
35 40 45 

get gcc att get cag agg aca cag caa caa gga gcc ate ttg gaa gea 192 
Ala Ala He Ala Gin Arg Thr Gin Gin Gin Gly Ala He Leu Glu Ala 
50 55 60 

gaa age age ect tac cag aca eca aac ttg tta get cct ega tet tgg 240 
Glu Ser Ser Pro Tyr Gin Thr Pro Asn Leu Leu Ala Pro Arg Ser Trp 
65 70 75 80 

att tec tgg tgt eta gaa ctg tga 264 
He Ser Trp Cys Leu Glu Leu * 
85 



<210> 156 
<211> 87 
<212> PRT 
<213> Homo sapiens 



<400> 156 

Met Leu Met Leu Phe Leu Gin Leu Tyr Phe Val Thr Leu Ala Phe Arg 
15 10 15 



157 



Va1 Leu Tyr Thr Leu Ser Gin Ala Leu Pro Asp He His Gin Leu Pro 

20 25 30 

Glu Arg Ser Pro Leu Cys Pro Ser Arg Arg Phe Ser Thr Val Ser Thr 

35 40 45 

Ala Ala He Ala Gin Arg Thr Gin Gin Gin Gly Ala He Leu Glu Ala 

50 55 60 

Glu Ser Ser Pro Tyr Gin Thr Pro Asn Leu Leu Ala Pro Arg Ser Trp 
65 70 75 80 

He Ser Trp Cys Leu Glu Leu 
85 

<210> 157 
<211> 258 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(258) 

<400> 157 

atg ctg act gcc atg ctt tec etc ctt ggc ttt etc cag gca etc ttc 48 

Met Leu Thr Ala Met Leu Ser Leu Leu Gly Phe Leu Gin Ala Leu Phe 
15 10 15 

aca cac aga tgt gtc tac agt ggc agg ttt ggg age ctg aag age ggc 96 
Thr His Arg Cys Val Tyr Ser Gly Arg Phe Gly Ser Leu Lys Ser Gly 
20 25 30 

tgt gcc egg tac tgc aat gcc act gtg aag aac gtt ggc tec aca age 144 
Cys Ala Arg Tyr Cys Asn Ala Thr Val Lys Asn Val Gly Ser Thr Ser 
35 40 45 

atg age ctt cct ctg tct gtt cgc aca gtg tta gag cca gtc cag act 192 
Met Ser Leu Pro Leu Ser Val Arg Thr Val Leu Glu Pro Val Gin Thr 
50 55 60 

cct tgg eta cct cca gac gta tgc agt agt tea tea tgc ctg caa gcg 240 
Pro Trp Leu Pro Pro Asp Val Cys Ser Ser Ser Ser Cys Leu Gin Ala 
65 70 75 80 

gta acg aaa acg att tga 258 
Val Thr Lys Thr He * 



158 



85 



<210> 158 
<211> 85 
<212> PRT 
<213> Homo sapiens 

<400> 158 

Met Leu Thr Ala Met Leu Ser Leu Leu Gly Phe Leu Gin Ala Leu Phe 

15 10 15 

Thr His Arg Cys Val Tyr Ser Gly Arg Phe Gly Ser Leu Lys Ser Gly 

20 25 30 

Cys Ala Arg Tyr Cys Asn Ala Thr Val Lys Asn Val Gly Ser Thr Ser 

35 40 45 

Met Ser Leu Pro Leu Ser Val Arg Thr Val Leu Glu Pro Val Gin Thr 

50 55 60 

Pro Trp Leu Pro Pro Asp Val Cys Ser Ser Ser Ser Cys Leu Gin Ala 
65 70 75 80 

Val Thr Lys Thr He 
85 

<210> 159 
<211> 624 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(624) 

<400> 159 

atg gtc cgc tgc ctg ggg cct gcg ctg ctg ctg ctg ctg tta ctg ggg 
Met Val Arg Cys Leu Gly Pro Ala Leu Leu Leu Leu Leu Leu Leu Gly 
15 10 15 

teg gcg age teg gtc gga ggg aac cga tgt gtg gac gcg gcc gaa gcc 
Ser Ala Ser Ser Val Gly Gly Asn Arg Cys Val Asp Ala Ala Glu Ala 
20 25 30 

tgc acg gcg gac gcg egg tgc cag cgt ttg cgc tec gag tat gtg gcg 
Cys Thr Ala Asp Ala Arg Cys Gin Arg Leu Arg Ser Glu Tyr Val Ala 
35 40 45 



159 



cag tgc ctg ggc egg get gcg cag ggg ggc tgt ccc gcg ccc get gee 
Gin Cys Leu Gly Arg Ala Ala Gin Gly Gly Cys Pro Ala Pro Ala Ala 
50 55 60 

gee ggg cec tgc gee get tet teg ecc geg ggc gee ege get cac cea 
Ala Gly Pro Cys Ala Ala Ser Ser Pro Ala Gly Ala Arg Ala His Pro 
65 70 75 80 

cgc act get ctt ctg ccc gtg cgc cgc ecg get geg ceg age gtc gga 
Arg Thr Ala Leu Leu Pro Val Arg Arg Pro Ala Ala Pro Ser Val Gly 
85 90 95 

gca ccc ttc gtg ccc tec tgc gee ttt teg ggg ecc ggc cgc ceg ccc 
Ala Pro Phe Val Pro Ser Cys Ala Phe Ser Gly Pro Gly Arg Pro Pro 

100 105 no 

tee tgc ctt gag ecc tta aac ttc tgc gag cga egg aac tgc agg ate 
Ser Cys Leu Glu Pro Leu Asn Phe Cys Glu Arg Arg Asn Cys Arg He 
115 120 125 

ccc ggc ggc gcg gee get ggc gag gcg ccc age gcc ccc gac ggc tgc 
Pro Gly Gly Ala Ala Ala Gly Glu Ala Pro Ser Ala Pro Asp Gly Cys 
130 135 140 

ctg ctg gae cag agg cgc ceg ctg cet gcg ccc tac gcg ggc etc gtg 
Leu Leu Asp Gin Arg Arg Pro Leu Pro Ala Pro Tyr Ala Gly Leu Val 
145 150 155 160 

ggt acg cgc ggc egg gat ecg ggc gag ggc ggg ggt tet cea ggg gat 
Gly Thr Arg Gly Arg Asp Pro Gly Glu Gly Gly Gly Ser Pro Gly Asp 
165 170 175 

ate tec gee ggc ace gee gtc ace cet aac tac gtg gac aac gtg age 
He Ser Ala Gly Thr Ala Val Thr Pro Asn Tyr Val Asp Asn Val Ser 
180 185 190 

gcg cgt ggc gcc ctg gtg cga ctg egg age cag egg gaa ceg gcg tga 
Ala Arg Gly Ala Leu Val Arg Leu Arg Ser Gin Arg Glu Pro Ala * 
195 200 205 



<210> 160 



<211> 207 
<212> PRT 
<213> Homo sapiens 



<400> 160 

Met Val Arg Cys Leu Gly Pro Ala Leu Leu Leu Leu Leu Leu Leu Gly 
15 10 15 

Ser Ala Ser Ser Val Gly Gly Asn Arg Cys Val Asp Ala Ala Glu Ala 

20 25 30 

Cys Thr Ala Asp Ala Arg Cys Gin Arg Leu Arg Ser Glu Tyr Val Ala 

35 40 45 

Gin Cys Leu Gly Arg Ala Ala Gin Gly Gly Cys Pro Ala Pro Ala Ala 

50 55 60 

Ala Gly Pro Cys Ala Ala Ser Ser Pro Ala Gly Ala Arg Ala His Pro 
65 70 75 80 

Arg Thr Ala Leu Leu Pro Val Arg Arg Pro Ala Ala Pro Ser Val Gly 

85 90 95 

Ala Pro Phe Val Pro Ser Cys Ala Phe Ser Gly Pro Gly Arg Pro Pro 

100 105 110 

Ser Cys Leu Glu Pro Leu Asn Phe Cys Glu Arg Arg Asn Cys Arg He 

115 120 125 

Pro Gly Gly Ala Ala Ala Gly Glu Ala Pro Ser Ala Pro Asp Gly Cys 

130 135 140 

Leu Leu Asp Gin Arg Arg Pro Leu Pro Ala Pro Tyr Ala Gly Leu Val 
145 150 155 150 

Gly Thr Arg Gly Arg Asp Pro Gly Glu Gly Gly Gly Ser Pro Gly Asp 

165 170 175 

He Ser Ala Gly Thr Ala Val Thr Pro Asn Tyr Val Asp Asn Val Ser 

180 185 190 

Ala Arg Gly Ala Leu Val Arg Leu Arg Ser Gin Arg Glu Pro Ala 
195 200 205 



<210> 161 
<211> 423 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(423) 



<400> 151 

atg tec acc acc aca tgc caa gtg gtg gcg ttc etc ctg tec ate ctg 



161 



Met Ser Thr Thr Thr Cys Gin Val Val Ala Phe Leu Leu Ser He Leu 
15 10 15 

ggg ctg gcc ggc tgc ate gcg gcc acc ggg atg gac atg tgg age acc 96 
Gly Leu Ala Gly Cys He Ala Ala Thr Gly Met Asp Met Trp Ser Thr 
20 25 30 

cag gac ctg tac gac aac ccc gtc acc tec gtg ttc cag tac gaa ggg 144 
Gin Asp Leu Tyr Asp Asn Pro Val Thr Ser Val Phe Gin Tyr Glu Gly 
35 40 45 

etc tgg agg age tgc gtg agg cag agt tea ggc ttc ace gaa tgc agg 192 
Leu Trp Arg Ser Cys Val Arg Gin Ser Ser Gly Phe Thr Glu Cys Arg 
50 55 60 

ccc tat ttc acc ate ctg gga ctt cca gtc tct tac tec ccc ate ctg 240 
Pro Tyr Phe Thr He Leu Gly Leu Pro Val Ser Tyr Ser Pro He Leu 
55 70 75 80 

ttt ctt ctg tec ttt cag tat acc ttg gac ttg gtc ctg gac ate cat 288 
Phe Leu Leu Ser Phe Gin Tyr Thr Leu Asp Leu Val Leu Asp He His 
85 90 95 

tgc tec tgc tec cet gaa ttc ccc cet cca cca ccc caa ctg tec tct 336 
Cys Ser Cys Ser Pro Glu Phe Pro Pro Pro Pro Pro Gin Leu Ser Ser 
100 105 110 

cac aaa tct tee tec aaa ect cet caa gcc ccc aaa ttg aat aaa gat 384 
His Lys Ser Ser Ser Lys Pro Pro Gin Ala Pro Lys Leu Asn Lys Asp 
115 120 125 

tec aca agt etc tgt acc aaa ccc aga gea ttc tea tag 423 
Ser Thr Ser Leu Cys Thr Lys Pro Arg Ala Phe Ser * 
130 135 140 



<210> 162 
<211> 140 
<212> PRT 
<213> Homo sapiens 



<400> 162 

Met Ser Thr Thr Thr Cys Gin Val Val Ala Phe Leu Leu Ser He Leu 



162 



1 




5 


10 


15 


Gly Leu 


A1a Gly 


Cys 


He Ala Ala Thr Gly Met Asp Met Trp 


Ser Thr 




20 




25 30 




Gin Asp 


Leu Tyr 


Asp 


Asn Pro Va1 Thr Ser Val Phe Gin Tyr 


Glu Gly 




35 




40 45 




Leu Trp 


Arg Ser 


Cys 


Val Arg Gin Ser Ser Gly Phe Thr Glu 


Cys Arg 


50 






55 60 




Pro Tyr 


Phe Thr 


He 


Leu Gly Leu Pro Val Ser Tyr Ser Pro 


He Leu 


65 






70 75 


80 


Phe Leu 


Leu Ser 


Phe 


Gin Tyr Thr Leu Asp Leu Val Leu Asp 


He His 






85 


90 


95 


Cys Ser 


Cys Ser 


Pro 


Glu Phe Pro Pro Pro Pro Pro Gin Leu 


Ser Ser 




100 




105 110 




His Lys 


Ser Ser 


Ser 


Lys Pro Pro Gin Ala Pro Lys Leu Asn 


Lys Asp 




115 




120 125 




Ser Thr 


Ser Leu 


Cys 


Thr Lys Pro Arg Ala Phe Ser 




130 






135 140 





<210> 163 

<211> 612 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(612) 

<400> 163 

atg gtc egg etc tgc cag gcc ctg ctg ctg tta gtg gcc act gtg gcc 48 
Met Val Arg Leu Cys Gin Ala Leu Leu Leu Leu Val Ala Thr Val Ala 
15 10 15 

ctt gca tec aga aga ttc caa gcc tgg ggc tea aca aag gtg gtg agg 96 
Leu Ala Ser Arg Arg Phe Gin Ala Trp Gly Ser Thr Lys Val Val Arg 
20 25 30 

aca ttc caa gat ate cct caa aac tac gtc tat gtg cag cag gca etc 144 
Thr Phe Gin Asp He Pro Gin Asn Tyr Val Tyr Val Gin Gin Ala Leu 
35 40 45 

tgg ttc gcc atg aag gag tat aac aag gee age ttt agt ata aca agt 192 
Trp Phe Ala Met Lys Glu Tyr Asn Lys Ala Ser Phe Ser He Thr Ser 
50 55 60 



163 



tea get tta gga ctg agt get get gca gag ttt gtg caa tgt gag tgc 
Ser Ala Leu Gly Leu Ser Ala Ala Ala Glu Phe Val Gin Cys Glu Cys 
55 70 75 80 



240 



tgg egc aag gag eat ete ate ece age gge etg gag eea eae ggc aat 
Trp Arg Lys Glu His Leu He Pro Ser Gly Leu Glu Pro His Gly Asn 
85 90 95 



288 



gag aga att eea gta tae ttg gea eea ggg etg gtt get ttc eae agg 
Glu Arg He Pro Val Tyr Leu Ala Pro Gly Leu Val Ala Phe His Arg 
100 105 110 



336 



tge aet eag gtg aea gat agt ttg gag tae tat att gag gte aaa att 384 
Cys Thr Gin Val Thr Asp Ser Leu Glu Tyr Tyr He Glu Val Lys He 
115 120 125 

gee ega aea att tgc aag aaa att tea gaa gat gaa aae tgt gca ttt 432 
Ala Arg Thr He Cys Lys Lys He Ser Glu Asp Glu Asn Cys Ala Phe 
130 135 140 



caa gag gat ece aaa atg caa aag tct eag agg tec agg ctg ctg etg 
Gin Glu Asp Pro Lys Met Gin Lys Ser Gin Arg Ser Arg Leu Leu Leu 
145 150 155 160 



480 



ctt eag gee aag atg ggg gae age cec age eag gee agg etg ttt tea 
Leu Gin Ala Lys Met Gly Asp Ser Pro Ser Gin Ala Arg Leu Phe Ser 
165 170 175 



528 



gat gga gae tgt cac aaa ggc aag ttc ate aea gag gag aca ggc tta 
Asp Gly Asp Cys His Lys Gly Lys Phe He Thr Glu Glu Thr Gly Leu 
180 185 190 



576 



ata aaa aag tec ctt aet etc etc gta gtt gae taa 
He Lys Lys Ser Leu Thr Leu Leu Val Val Asp * 
195 200 



612 



<210> 164 
<211> 203 
<212> PRT 
<213> Homo sapiens 



164 



<400> 164 



Met Val 


Arg Leu Cys 


Gin Ala Leu Leu Leu 


Leu Val Ala Thr Val Ala 


1 


5 


10 


15 


Leu Ala 


Ser Arg Arg 


Phe Gin Ala Trp Gly 


Ser Thr Lys Val Val Arg 




20 


25 


30 


Thr Phe 


Gin "Asp He 


Pro Gin Asn Tyr Val 


Tyr Val Gin Gin Ala Leu 




35 


40 


45 


Trp Phe 


Ala Met Lys 


Glu Tyr Asn Lys Ala 


Ser Phe Ser He Thr Ser 


50 




55 


60 


Sen Ala 


Leu Gly Leu 


Ser Ala Ala Ala Glu 


Phe Val Gin Cys Glu Cys 


65 




70 


75 80 


Trp Arg 


Lys Glu His 


Leu He Pro Ser Gly 


Leu Glu Pro His Gly Asn 


85 


90 


95 


G1u Arg 


He Pro Val 


Tyr Leu Ala Pro Gly 


Leu Val Ala Phe His Arg 




100 


105 


110 


Cys Thr 


Gin Val Thr 


Asp Ser Leu Glu Tyr 


Tyr He Glu Val Lys He 




115 


120 


125 


Ala Arg 


Thr He Cys 


Lys Lys He Ser Glu 


Asp Glu Asn Cys Ala Phe 


130 




135 


140 


Gin Glu 


Asp Pro Lys 


Met Gin Lys Ser Gin 


Arg Ser Arg Leu Leu Leu 


145 




150 


155 160 


Leu Gin 


Ala Lys Met 


Gly Asp Ser Pro Ser 


Gin Ala Arg Leu Phe Ser 




165 


170 


175 


Asp Gly 


Asp Cys His 


Lys Gly Lys Phe He 


Thr Glu Glu Thr Gly Leu 




180 


185 


190 


He Lys 


Lys Ser Leu 


Thr Leu Leu Val Val 


Asp 




195 


200 





<210> 165 
<211> 534 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(534) 

<400> 165 

atg ggt att cag aac tea cca gca etc etc ctg atg get gtc att gtg 48 

Met Gly He Gin Asn Ser Pro Ala Leu Leu Leu Met Ala Val He Val 
15 10 15 

ttt ggc aca ttt get gta agt gta gac agt gac ttg tac act gaa ctg 96 



165 



Phe Gly Thr Phe Ala Val Ser Val Asp Ser Asp Leu Tyr Thr Glu Leu 
20 25 30 

cgc tgc gtg tat gtg aag tea ace ttt gta ctt cat ccc aga aac ate 144 
Arg Cys Val Tyr Val Lys Ser Thr Phe Val Leu His Pro Arg Asn He 
35 40 45 

cac aat ttg gag ttg gtc tea gca gga ccc eat tge age aaa gae gaa 192 
His Asn Leu Glu Leu Val Ser Ala Gly Pro His Cys Ser Lys Asp Glu 
50 55 60 

gta atg atg gag cag tgc eta agt tta ggc tec tec aaa atg cag aat 240 
Val Met Met Glu Gin Cys Leu Ser Leu Gly Ser Ser Lys Met Gin Asn 
65 70 75 80 

ttg agt cat gag cet gcc atg cag agg gag gaa gga cgt tat gca gga 288 
Leu Ser His Glu Pro Ala Met Gin Arg Glu Glu Gly Arg Tyr Ala Gly 
85 90 95 

tac aaa aga aga ggt cat gtt ata cag ccc tgg ctt cea egg aca eta 335 
Tyr Lys Arg Arg Gly His Val He Gin Pro Trp Leu Pro Arg Thr Leu 
100 105 110 

aca ctg aat tea aat ttt gac act gat aat ctg ttg cca cea aat gga 384 
Thr Leu Asn Ser Asn Phe Asp Thr Asp Asn Leu Leu Pro Pro Asn Gly 
115 120 125 

aaa cgt aaa caa ggt att eta agt gtg att aga gaa tat gca aaa caa 432 
Lys Arg Lys Gin Gly He Leu Ser Val He Arg Glu Tyr Ala Lys Gin 
130 135 140 

gga aca agt aga aca ttc ttc tct gga ate cga gac gat ggc tgt act 480 
Gly Thr Ser Arg Thr Phe Phe Ser Gly He Arg Asp Asp Gly Cys Thr 
145 150 155 160 

ttc aca gag age atg atg tta gat gta cat gaa ata acg eta aac cga 528 
Phe Thr Glu Ser Met Met Leu Asp Val His Glu He Thr Leu Asn Arg 
165 170 175 



aaa tga 
Lys * 



534 



166 



<210> 166 
<211> 177 
<212> PRT 
<213> Homo sapiens 



<400> 166 



Met G1v He G1n Asn 


Ser 


Pro Ala Leu 


Leu 


Leu Met Ala 


Val 


He 


Val 


1 5 






10 






15 




Phe Glv Thr Phe Ala 

1 1 1 >w V-*f IT till III / I * 


Val 


Ser Val Asp 


Ser 


Asp Leu Tyr 


Thr 


Glu 


Leu 


20 




25 






30 






Arn fvs Val Tvr Val 


Lvs 


Ser Thr Phe 


Val 


Leu His Pro 


Arg 


Asn 


He 






40 




45 








Hi Q A^n 1 Pli fnlii 1 PlJ 

nio Mot! L.CU VJ 1 U l_CU 


Val 


Ser Ala Glv 


Pro 


Hi s Cys Ser 


Lys 


Asp 


Glu 


DU 








60 








Val Met Met Glu Gin 


Cys 


Leu Ser Leu 


Gly 


Ser Ser Lys 


Met 


Gin 


Asn 


65 


70 






75 






80 


Leu Ser His Glu Pro 


Ala 


Met Gin Arg 


Glu 


Glu Gly Arg 


Tyr 


Ala 


Gly 


85 






90 






95 




Tyr Lys Arg Arg Gly 


His 


Val He Gin 


Pro 


Trp Leu Pro 


Arg 


Thr 


Leu 


100 




105 






110 






Thr Leu Asn Ser Asn 


Phe 


Asp Thr Asp 


Asn 


Leu Leu Pro 


Pro 


Asn 


Gly 


115 




120 




125 








Lys Arg Lys Gin Gly 


He 


Leu Ser Val 


He 


Arg Glu Tyr 


Ala 


Lys 


Gin 


130 




135 




140 








Gly Thr Ser Arg Thr 


Phe 


Phe Ser Gly 


He 


Arg Asp Asp 


Gly 


Cys 


Thr 


145 


150 






155 






160 


Phe Thr Glu Ser Met 


Met 


Leu Asp Val 


His 


Glu He Thr 


Leu 


Asn 


Arg 


165 






170 






175 





Lys 



<210> 167 

<211> 555 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(555) 

<400> 167 

atg ctg age aaa act gaa caa gtg cag ctg gga atg gcg ttg gcc ctg 



167 



Met Leu Ser Lys Thr Glu Gin Val Gin Leu Gly Met Ala Leu Ala Leu 
15 10 15 

get gcc ttg age aga ggc aga tct gtc ctg gcc ttc etc ctg ate tet 
Ala Ala Leu Ser Arg Gly Arg Ser Val Leu Ala Phe Leu Leu He Ser 
20 25 30 

ggt gaa gat gca gaa ggc aaa tgc tta gca ttt tat ctg ttc tgc ate 
Gly Glu Asp Ala Glu Gly Lys Cys Leu Ala Phe Tyr Leu Phe Cys He 
35 40 45 

cca ceg geg ggc ata att ccc age tta gtc ttt gac aag tct tec aag 
Pro Pro Ala Gly He He Pro Ser Leu Val Phe Asp Lys Ser Ser Lys 
50 55 60 

cct cag gcc cca gag ccc atg aeg cca gca cgc tec ttt tgg acg gtt 
Pro Gin Ala Pro Glu Pro Met Thr Pro Ala Arg Ser Phe Trp Thr Val 
65 70 75 80 

gtt tat gtc gtc gtt ate tat cag aac age acc tat tac gat gga ggt 
Val Tyr Val Val Val He Tyr Gin Asn Ser Thr Tyr Tyr Asp Gly Gly 
85 90 95 



96 



144 



192 



240 



288 



ggc tgc cat aac age ett aag gtg ace age age ccc gcc att gcc ate 336 

Gly Cys His Asn Ser Leu Lys Val Thr Ser Ser Pro Ala He Ala He 
100 105 110 

gcc acc gcc gee gee get gcc atg gtc tec gtg gac cct gag aac etc 384 

Ala Thr Ala Ala Ala Ala Ala Met Val Ser Val Asp Pro Glu Asn Leu 
115 120 125 



egg ggc ccg tec ccc tec age gtg cag ceg cgc cac ttc ctg acc ttg 
Arg Gly Pro Ser Pro Ser Ser Val Gin Pro Arg His Phe Leu Thr Leu 
130 135 140 



432 



gca ccc ate aaa ata ccc etc egg acg tec ccc gtc tea ggc atg cgt 480 
Ala Pro He Lys He Pro Leu Arg Thr Ser Pro Val Ser Gly Met Arg 
145 150 155 160 

gtc cat cca eta act gta ace tgc acg ett cgt gac cca gac ate ett 528 
Val His Pro Leu Thr Val Thr Cys Thr Leu Arg Asp Pro Asp He Leu 
165 170 175 



168 



gtg aaa tgc gtg ttt ctt caa act tag 
Val Lys Cys Val Phe Leu Gin Thr * 
180 



<210> 168 
<211> 184 
<212> PRT 
<213> Homo sapiens 

<400> 168 

Met Leu Ser Lys Thr Glu Gin Val Gin Leu Gly Met Ala Leu Ala Leu 

15 10 15 

Ala Ala Leu Ser Arg Gly Arg Ser Val Leu Ala Phe Leu Leu He Ser 

20 25 30 

Gly Glu Asp Ala Glu Gly Lys Cys Leu Ala Phe Tyr Leu Phe Cys He 

35 40 45 

Pro Pro Ala Gly He He Pro Ser Leu Val Phe Asp Lys Ser Ser Lys 

50 55 60 

Pro Gin Ala Pro Glu Pro Met Thr Pro Ala Arg Ser Phe Trp Thr Val 
65 70 75 80 

Val Tyr Val Val Val He Tyr Gin Asn Ser Thr Tyr Tyr Asp Gly Gly 

85 90 95 

Gly Cys His Asn Ser Leu Lys Val Thr Ser Ser Pro Ala He Ala He 

100 105 110 

Ala Thr Ala Ala Ala Ala Ala Met Val Ser Val Asp Pro Glu Asn Leu 

115 120 125 

Arg Gly Pro Ser Pro Ser Ser Val Gin Pro Arg His Phe Leu Thr Leu 

130 135 140 

Ala Pro He Lys He Pro Leu Arg Thr Ser Pro Val Ser Gly Met Arg 
145 150 155 160 

Val His Pro Leu Thr Val Thr Cys Thr Leu Arg Asp Pro Asp He Leu 

165 170 175 

Val Lys Cys Val Phe Leu Gin Thr 
180 

<210> 169 
<211> 552 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 



169 



<222> (1).. .(552) 



<400> 169 

atg get etc egg gtc age etg tgt ett etc etc egt gea tee tea ctt 

Met Ala Leu Arg Val Ser Leu Cys Leu Leu Leu Arg Ala Ser Ser Leu 
15 10 15 

age tgt get gca cca gga aac ece atg get gga aac egt aag etc cec 

Ser Cys Ala Ala Pro Gly Asn Pro Met Ala Gly Asm Arg Lys Leu Pro 
20 25 30 



48 



96 



aag gaa gaa ggg act act tct tac cac aag ggt gaa gat gag tea ttt 144 
Lys Glu Glu Gly Thr Thr Ser Tyr His Lys Gly Glu Asp Glu Ser Phe 
35 40 45 

gtc aat act tea aca gaa aag aaa atg agt aaa gat tgg aag tct gat 192 
Val Asn Thr Ser Thr Glu Lys Lys Met Ser Lys Asp Trp Lys Ser Asp 
50 55 60 



gac age atg cet gtc tgt age tct gga aag ggc atg ggc ate tea aca 
Asp Ser Met Pro Val Cys Ser Ser Gly Lys Gly Met Gly He Ser Thr 
65 70 75 80 

gge ata eag gag age eae aaa gag eat etc aga gae caa ggc aca egg 
Gly He Gin Glu Ser His Lys Glu His Leu Arg Asp Gin Gly Thr Arg 
85 90 95 

gae ttt gea tta ett cca aag gtc atg gtc ace gtc aca att tee atg 
Asp Phe Ala Leu Leu Pro Lys Val Met Val Thr Val Thr He Ser Met 
100 105 110 

ace tta etc atg etg gca act etg ett gaa aeg tee tta act eat ctt 
Thr Leu Leu Met Leu Ala Thr Leu Leu Glu Thr Ser Leu Thr His Leu 
115 120 125 

etc cac etg gaa aaa ate caa ace ttt gat gaa gtt tgg cac tat ggc 
Leu His Leu Glu Lys He Gin Thr Phe Asp Glu Val Trp His Tyr Gly 
130 135 140 



240 



288 



336 



384 



432 



eat gac age etc eag ata gga gaa ggg tct ggc tte att gac att tec 
His Asp Ser Leu Gin He Gly Glu Gly Ser Gly Phe He Asp He Ser 
145 150 155 160 



480 



170 



acg gta gtg cat aca gcc etc gag acc tac tea aga gag gac aaa aga 
Thr Val Val His Thr Ala Leu Glu Thr Tyr Ser Arg Glu Asp Lys Arg 
165 170 175 



528 



gag get egg gta gag ctt ate tag 
Glu Ala Arg Val Glu Leu lie * 
180 



552 



<210> 170 
<211> 183 
<212> PRT 
<213> Homo sapiens 



<400> 
Met Ala Leu 
1 

Ser Cys Ala 

Lys Glu Glu 
35 

Val Asm Thr 
50 

Asp Ser Met 
65 

Gly He Gin 

Asp Phe Ala 

Thr Leu Leu 
115 

Leu His Leu 

130 
His Asp Ser 
145 

Thr Val Val 



170 

Arg Val 
5 

Ala Pro 
20 

Gly Thr 

Ser Thr 

Pro Val 

Glu Ser 
85 

Leu Leu 
100 

Met Leu 



Ser Leu 

Gly Asn 

Thr Ser 

Glu Lys 
55 
Cys Ser 
70 

His Lys 
Pro Lys 
Ala Thr 



Cys Leu Leu 
10 

Pro Met Ala 
25 

Tyr His Lys 
40 

Lys Met Ser 
Ser Gly Lys 



Leu Arg Ala 

Gly Asn Arg 

Gly Glu Asp 
45 

Lys Asp Trp 
60 

Gly Met Gly 
75 

Arg Asp Gin 



Glu His Leu 
90 

Val Met Val Thr Val Thr 

105 
Leu Leu Glu 
120 

Thr Phe Asp 



Glu Lys He Gin 
135 

Leu Gin He Gly Glu Gly Ser 
150 

His Thr Ala Leu Glu Thr Tyr 
165 170 
Glu Ala Arg Val Glu Leu He 
180 



Thr Ser Leu 
125 

Glu Val Trp 

140 
Gly Phe He 
155 

Ser Arg Glu 



Ser Ser Leu 
15 

Lys Leu Pro 
30 

Glu Ser Phe 

Lys Ser Asp 

He Ser Thr 
80 

Gly Thr Arg 
95 

He Ser Met 
110 

Thr His Leu 

His Tyr Gly 

Asp He Ser 
160 

Asp Lys Arg 
175 



<210> 171 
<211> 429 
<212> DNA 



<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1).. .(429) 

<400> 171 

atg gag acc ttt cct ctg ctg ctg etc age ctg ggc ctg gtt ctt gca 

Met Glu Thr Phe Pro Leu Leu Leu Leu Ser Leu Gly Leu Val Leu Ala 

15 10 15 

gaa gca tea gaa age aca atg aag ata att aaa gaa gaa ttt aca gac 
Glu Ala Ser Glu Ser Thr Met Lys He He Lys Glu Glu Phe Thr Asp 
20 25 30 

gaa gag atg caa tat gac atg gca aaa agt ggc caa gaa aaa cag acc 
Glu Glu Met Gin Tyr Asp Met Ala Lys Ser Gly Gin Glu Lys Gin Thr 
35 40 45 

att gag ata tta atg aac ceg ate ctg tta gtt aaa aat acc age etc 
He Glu He Leu Met Asn Pro He Leu Leu Val Lys Asn Thr Ser Leu 
50 55 60 

age atg tec aag gat gat atg tct tec aca tta ctg aca ttc aga agt 
Ser Met Ser Lys Asp Asp Met Ser Ser Thr Leu Leu Thr Phe Arg Ser 
55 70 75 80 

tta cat tat aat gac ccc aag gga aac agt teg ggt aat gac aaa gag 
Leu His Tyr Asn Asp Pro Lys Gly Asn Ser Ser Gly Asn Asp Lys Glu 
85 90 95 

tgt tgc aat gac atg aca gtc tgg aga aaa gtt tea gaa gca aac gga 
Cys Cys Asn Asp Met Thr Val Trp Arg Lys Val Ser Glu Ala Asn Gly 
100 105 110 

teg tgc aag tgg age aat aac ttc ate cge age tec aca gaa gtg atg 
Ser Cys Lys Trp Ser Asn Asn Phe He Arg Ser Ser Thr Glu Val Met 
115 120 125 

cge agg gtc cae agg gee eee age tgc aag ttg ggg gtt ctt taa 
Arg Arg Val His Arg Ala Pro Ser Cys Lys Leu Gly Val Leu * 
130 135 140 



172 



<210> 172 
<211> 142 
<212> PRT 
<213> Homo sapiens 



<400> 172 

Met Glu Thr Phe Pro Leu Leu Leu Leu Ser Leu Gly Leu Val Leu Ala 

15 10 15 

Glu Ala Ser Glu Ser Thr Met Lys He He Lys Glu Glu Phe Thr Asp 

20 25 30 

Glu Glu Met Gin Tyr Asp Met Ala Lys Ser Gly Gin Glu Lys Gin Thr 

35 40 45 

He Glu He Leu Met Asn Pro He Leu Leu Val Lys Asn Thr Ser Leu 

50 55 60 

Ser Met Ser Lys Asp Asp Met Ser Ser Thr Leu Leu Thr Phe Arg Ser 
65 70 75 80 

Leu His Tyr Asn Asp Pro Lys Gly Asn Ser Ser Gly Asn Asp Lys Glu 

85 90 95 

Cys Cys Asn Asp Met Thr Val Trp Arg Lys Val Ser Glu Ala Asn Gly 

100 105 110 

Ser Cys Lys Trp Ser Asn Asn Phe He Arg Ser Ser Thr Glu Val Met 

115 • 120 125 

Arg Arg Val His Arg Ala Pro Ser Cys Lys Leu Gly Val Leu 
130 135 140 



<210> 173 
<211> 534 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(534) 



<400> 173 

atg get etc age etc tgg ccc ctg ctg ctg ctg ctg ctg ctg ctg ctg 

Met Ala Leu Ser Leu Trp Pro Leu Leu Leu Leu Leu Leu Leu Leu Leu 

15 10 15 

ctg ctg tec ttt gca ggg gga tec tct aga gtc gac ctg cag gca gcg 

Leu Leu Ser Phe Ala Gly Gly Ser Ser Arg Val Asp Leu Gin Ala Ala 

20 25 30 



173 



age teg cag egg aag tgt gag agg aga gtt tct gtg ccc ttc tec eec 144 
Ser Ser Gin Arg Lys Cys Glu Arg Arg Val Sen Val Pro Phe Sen Pro 
35 40 45 

gee aaa aag aaa acc caa agg gca aga aga aat ttg ggc caa aaa tgc 192 
Ala Lys Lys Lys Thr Gin Arg Ala Arg Arg Asn Leu Gly Gin Lys Cys 
50 55 60 

cca aaa get egt cae ett ttt aaa aaa tgg ggt cee cgt eae aaa att 240 
Pro Lys Ala Arg His Leu Phe Lys Lys Trp Gly Pro Arg His Lys He 
55 70 75 80 

gtg tec acc eec aae act tec tgg ggg gge caa agg tct ttg gaa aaa 288 
Val Ser Thr Pro Asn Thr Ser Trp Gly Gly Gin Arg Ser Leu Glu Lys 
85 90 95 

age ttt gee aaa tea etc tta get ttg gae cca egc tgg gee gtc ttt 336 
Ser Phe Ala Lys Ser Leu Leu Ala Leu Asp Pro Arg Trp Ala Val Phe 
100 105 110 

ggg gae ttt aeg ggg gtc tec agt ggg tta acc aag gaa gae aaa ggt 384 
Gly Asp Phe Thr Gly Val Ser Ser Gly Leu Thr Lys Glu Asp Lys Gly 
115 120 125 

ttc gaa gat cca tct caa ggc eta ttg gtt ata aag agg ttt aag ggt 432 
Phe Glu Asp Pro Ser Gin Gly Leu Leu Val He Lys Arg Phe Lys Gly 
130 135 140 

ttt aag ttg ggg cct ttc cga ttc egg agg gaa ccc gtc ate ceg ata 480 
Phe Lys Leu Gly Pro Phe Arg Phe Arg Arg Glu Pro Val He Pro He 
145 150 155 160 

aag cag ttg gga tac ccc agg ggc tct get aga age tea ggc cag ggt 528 
Lys Gin Leu Gly Tyr Pro Arg Gly Ser Ala Arg Ser Ser Gly Gin Gly 
165 170 175 

ggt tga 534 
Gly * 



<210> 174 



174 



<211> 177 
<212> PRT 
<213> Homo sapiens 



<400> 174 



Met Ala Leu Ser Leu Trp Pro 


Leu Leu Leu 


Leu 


Leu 


Leu 


Leu 


Leu Leu 


1 5 


10 










15 


Leu Leu Sen Phe Ala Gly Gly 


Ser Ser Arg 


Val 


Asp 


Leu 


Gin 


Ala Ala 


20 


25 








30 




Ser Ser Gin Arg Lys Cys Glu 


Arg Arg Val 


Ser 


Val 


Pro 


Phe 


Ser Pro 


35 


40 






45 






Ala Lys Lys Lys Thr Gin Arg 


Ala Arg Arg 


Asn 


Leu 


Gly 


Gin 


Lys Cys 


50 55 






60 








Pro Lys Ala Arg His Leu Phe 


Lys Lys Trp 


Gly 


Pro 


Arg 


His 


Lys He 


65 70 




75 








80 


Val Ser Thr Pro Asn Thr Ser 


Trp Gly Gly 


Gin 


Arg 


Ser 


Leu 


Glu Lys 


85 


90 










95 


Ser Phe Ala Lys Ser Leu Leu 


Ala Leu Asp 


Pro 


Arg 


Trp 


Ala 


Val Phe 


100 


105 








110 




Gly Asp Phe Thr Gly Val Ser 


Ser Gly Leu 


Thr 


Lys 


Glu 


Asp 


Lys Gly 


115 


120 






125 






Phe Glu Asp Pro Ser Gin Gly 


Leu Leu Val 


He 


Lys 


Arg 


Phe 


Lys Gly 


130 135 






140 








Phe Lys Leu Gly Pro Phe Arg 


Phe Arg Arg 


Glu 


Pro 


Val 


He 


Pro He 


145 150 




155 








160 


Lys Gin Leu Gly Tyr Pro Arg 


Gly Ser Ala 


Arg 


Ser 


Ser 


Gly 


Gin Gly 


165 


170 










175 



Gly 



<210> 175 
<211> 468 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). ..(468) 

<400> 175 

atg ggt ttg ggc teg ctg ctt get ttt tgg ccg gga age egg tgc gtc 48 
Met Gly Leu Gly Ser Leu Leu Ala Phe Trp Pro Gly Ser Arg Cys Val 
15 10 15 



175 



ccg ttg gtt gtg gtt tgg gcc tac cgc egg gtg tgg egg gtg ggt get 
Pro Leu Val Va1 Val Trp Ala Tyr Arg Arg Val Trp Arg Val Gly Ala 
20 25 30 



96 



ggg gtc eee ggg ggg ggt ggt eta ttt aaa aaa aaa aaa aag etc etc 
Gly Val Pro Gly Gly Gly Gly Leu Phe Lys Lys Lys Lys Lys Leu Leu 
35 40 45 



144 



gtt egg aag gtt cga teg gcc tta aag aae gcc tgc atg gtg ggt eta 
Val Arg Lys Val Arg Ser Ala Leu Lys Asn Ala Cys Met Val Gly Leu 
50 55 60 



192 



eaa gtc att aaa tec cag act gcc age ggt cac aga agt cag gag aaa 
Gin Val He Lys Ser Gin Thr Ala Ser Gly His Arg Ser Gin Glu Lys 
65 70 75 80 



240 



gac ctg gaa cag att ett tet cag agt ate aac aag gaa eca ate ctg 

Asp Leu Glu Gin He Leu Ser Gin Ser He Asn Lys Glu Pro He Leu 
85 90 95 

eat gac tec ttg ggg tac cga get cga att cgt aat cat ggc ate ggc 

His Asp Ser Leu Gly Tyr Arg Ala Arg He Arg Asn His Gly He Gly 
100 105 110 



288 



336 



gcc cgc gtt gtt ccg ggt ttg get ggt gtt gtt egg tct tet egg tgc 
Ala Arg Val Val Pro Gly Leu Ala Gly Val Val Arg Ser Ser Arg Cys 
115 120 125 



384 



egg cgt atg gcg gcc eta gtt teg cgt cgc ggc acc ggc att ttt gtg 
Arg Arg Met Ala Ala Leu Val Ser Arg Arg Gly Thr Gly He Phe Val 
130 135 140 



432 



ttg tac gaa gcg gag gaa aag aag act gcg tgc tga 
Leu Tyr Glu Ala Glu Glu Lys Lys Thr Ala Cys * 
145 150 155 



468 



<210> 176 
<211> 155 
<212> PRT 
<213> HomG sapiens 



176 



<400> 176 






Met Gly Leu Gly Ser 


Leu 


Leu Ala 


1 5 






Pro Leu Val Val Va1 


Trp 


Ala Tyr 


20 






Gly Val Pro Gly Gly 


Gly 


Gly Leu 


35 




40 


Val Ara Lvs Val Arq 


Ser 


Ala Leu 


50 




55 


Gin Val He Lvs Ser 


Gin 


Thr Ala 


65 


70 




Asp Leu Glu Gin He 


Leu 


Ser Gin 


85 






Hie: A<^n ^pr 1 pu Rl v 


Tvr 


Ara Ala 


100 






Ala Arg Val Val Pro 


Gly 


Leu Ala 


115 




120 


Arg Arg Met Ala Ala 


Leu 


Val Ser 


130 




135 


Leu Tyr Glu Ala Glu 


Glu 


Lys Lys 


145 


150 





Phe Trp Pro Gly Ser Arg Cys Val 

10 15 
Arg Arg Val Trp Arg Val Gly Ala 
25 30 
Phe Lys Lys Lys Lys Lys Leu Leu 
45 

Lys Asn Ala Cys Met Val Gly Leu 
60 

Ser Gly His Arg Ser Gin Glu Lys 
75 80 
Ser He Asn Lys Glu Pro He Leu 

90 95 
Arg He Arg Asn His Gly He Gly 
105 110 
Gly Val Val Arg Ser Ser Arg Cys 
125 

Arg Arg Gly Thr Gly He Phe Val 
140 

Thr Ala Cys 
155 



<210> 177 
<211> 288 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(288) 



<400> 177 

atg att tta tta cac ctt ctg gat ttg gca aag ate aac get caa agt 

Met He Leu Leu His Leu Leu Asp Leu Ala Lys He Asn Ala Gin Ser 
15 10 15 

gcg acg gcc tct teg aat tgg gat cgc ccc aag cct agg aat ctt ate 
Ala Thr Ala Ser Ser Asn Trp Asp Arg Pro Lys Pro Arg Asn Leu He 
20 25 30 



cct ccg att tat gcg aac ccg aca atg tac gtg gag egg gag gtt get 
Pro Pro He Tyr Ala Asn Pro Thr Met Tyr Val Glu Arg Glu Val Ala 
35 40 45 



144 



177 



tta ate cga aac aaa cct tec gtc tgc ctg cac tgt cgt eta ata cce 
Leu He Arg Asn Lys Pro Ser Val Cys Leu His Cys Arg Leu He Pro 
50 55 50 

gtc gac cag ggt ata tat egg cga gga cat cct eat gtt cac aag get 
Val Asp Gin Gly He Tyr Arg Arg Gly His Pro His Val His Lys Ala 
55 70 75 80 

gga egg ctg age tgg ace cge gtg gee gee aat get teg tac tae tga 
Gly Arg Leu Ser Trp Thr Arg Val Ala Ala Asn Ala Ser Tyr Tyr * 
85 90 95 



<210> 178 
<211> 95 
<212> PRT 
<213> Homo sapiens 



<400> 178 

Met He Leu Leu His Leu Leu Asp Leu Ala Lys He Asn Ala Gin Ser 

15 10 15 

Ala Thr Ala Ser Ser Asn Trp Asp Arg Pro Lys Pro Arg Asn Leu He 

20 25 30 

Pro Pro He Tyr Ala Asn Pro Thr Met Tyr Val Glu Arg Glu Val Ala 

35 40 45 

Leu He Arg Asn Lys Pro Ser Val Cys Leu His Cys Arg Leu He Pro 

50 55 60 

Val Asp Gin Gly He Tyr Arg Arg Gly His Pro His Val His Lys Ala 
65 70 75 80 

Gly Arg Leu Ser Trp Thr Arg Val Ala Ala Asn Ala Ser Tyr Tyr 
85 90 95 



<210> 179 
<211> 405 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(405) 



<400> 179 



178 



atg gtg tgc ttc etc aga gtg ctg tgg ctt etc etc ttg att etc tet 

Met Val Cys Phe Leu Arg Val Leu Trp Leu Leu Leu Leu He Leu Sen 

15 10 15 

tet ctg eta ace cag aaa acc cgc act get gag aag aaa tat gge aca 

Ser Leu Leu Thr Gin Lys Thr Arg Thr Ala Glu Lys Lys Tyr Gly Thr 

20 25 30 



48 



96 



caa eag ttt ett ect ctg etc cat get gga eca agt gge ttc ata get 144 
Gin Gin Phe Leu Pro Leu Leu His Ala Gly Pro Ser Gly Phe He Ala 
35 40 45 

gee eag eca gag aca tea aca aca gee atg ggt gcc aca get agg age 192 
Ala Gin Pro Glu Thr Ser Thr Thr Ala Met Gly Ala Thr Ala Arg Ser 
50 55 60 

ttc tac ctg gaa eat ecg tta get ttt gag att eta ttt ttt gcc tta 240 
Phe Tyr Leu Glu His Pro Leu Ala Phe Glu He Leu Phe Phe Ala Leu 
65 70 75 80 

tat gtg agg gac tgc aat gtg gaa gaa agg agg agg gaa aca ecg gcc 288 
Tyr Val Arg Asp Cys Asn Val Glu Glu Arg Arg Arg Glu Thr Pro Ala 
85 90 95 



ctg gge gee agg tet ect ect eta gag etc tec eca gtt gtg acg etc 
Leu Gly Ala Arg Ser Pro Pro Leu Glu Leu Ser Pro Val Val Thr Leu 
100 105 110 

tta ttc aag gcg ttc tec cec ecg gac aca gac ttg ctt cat cag cgt 
Leu Phe Lys Ala Phe Ser Pro Pro Asp Thr Asp Leu Leu His Gin Arg 
115 120 125 

aca gtg cag get aaa cag tga 
Thr Val Gin Ala Lys Gin * 
130 



336 



384 



405 



<210> 180 
<211> 134 
<212> PRT 
<213> Homo sapiens 



<400> 180 



179 



Met Val Cys Phe Leu Arg Val Leu Trp Leu Leu Leu Leu He Leu Sen 
15 10 15 

Sen Leu Leu Thr Gin Lys Thr Arg Thr Ala Glu Lys Lys Tyr Gly Thr 

20 25 30 

Gin Gin Phe Leu Pro Leu Leu His Ala Gly Pro Ser Gly Phe He Ala 

35 40 45 

Ala Gin Pro Glu Thr Ser Thr Thr Ala Met Gly Ala Thr Ala Arg Ser 

50 55 60 

Phe Tyr Leu Glu His Pro Leu Ala Phe Glu He Leu Phe Phe Ala Leu 
65 70 75 80 

Tyr Val Arg Asp Cys Asn Val Glu Glu Arg Arg Arg Glu Thr Pro Ala 

85 90 95 

Leu Gly Ala Arg Ser Pro Pro Leu Glu Leu Ser Pro Val Val Thr Leu 

100 105 110 

Leu Phe Lys Ala Phe Ser Pro Pro Asp Thr Asp Leu Leu His Gin Arg 

115 120 125 

Thr Val Gin Ala Lys Gin 
130 



<210> 181 
<211> 366 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(366) 



<400> 181 

atg gcg acg ccc agg ggc ctg ggg gcc ctg etc ctg etc etc ctg etc 
Met Ala Thr Pro Arg Gly Leu Gly Ala Leu Leu Leu Leu Leu Leu Leu 
15 10 15 



ccg acc tea ggg cea cag gea ccc agt ctg age ttg tct ggg ctg gcg 
Pro Thr Ser Gly Pro Gin Ala Pro Ser Leu Ser Leu Ser Gly Leu Ala 
20 25 30 



ggc age ccc age gaa tea cat gag gat gee tgg ggc ggg ggg aca gag 
Gly Ser Pro Ser Glu Ser His Glu Asp Ala Trp Gly Gly Gly Thr Glu 
35 40 45 



144 



aac cae tct gaa aca cac tgt gcc aac caa aag get ccc egg act gte 
Asn His Ser Glu Thr His Cys Ala Asn Gin Lys Ala Pro Arg Thr Val 



192 



180 



50 



55 



50 



cca gca gtt ctg agg agt gcc tgt ccc cgt ttt aca gac aag gag atg 
Pro Ala Va1 Leu Arg Ser Ala Cys Pro Arg Phe Thr Asp Lys Glu Met 
65 70 75 80 



240 



gag ggt gac cga aaa caa etc aaa gca ate cac caa gcc tct agt cag 

Glu Gly Asp Arg Lys Gin Leu Lys Ala He His Gin Ala Ser Ser Gin 
85 90 95 

cag ctg ctg tgt gtc aac tac cca gag gaa aca ggt gaa aac caa atg 

Gin Leu Leu Cys Val Asn Tyr Pro Glu Glu Thr Gly Glu Asn Gin Met 
100 105 110 



288 



336 



tea aga ctg ggg gca gag gcc gtg gcc tag 
Ser Arg Leu Gly Ala Glu Ala Val Ala * 
115 120 



366 



<210> 182 
<211> 121 
<212> PRT 
<213> Homo sapiens 



<400> 182 



Met Al a 


Thr Pro Arg 


Gly 


Leu Gly 


1 


5 






Pro Thr 


Ser Gly Pro 


Gin 


Ala Pro 




20 






Gly Ser 


Pro Ser Glu 


Ser 


His Glu 




35 




40 


Asn His 


Ser Glu Thr 


His 


Cys Ala 


50 






55 


Pro Ala 


Val Leu Arg 


Ser 


Ala Cys 


65 




70 




Glu Gly 


Asp Arg Lys 


Gin 


Leu Lys 




85 






Gin Leu 


Leu Cys Val 


Asn 


Tyr Pro 




100 






Ser Arg 


Leu Gly Ala 


Glu 


Ala Val 




115 




120 



Ala Leu Leu Leu Leu Leu Leu Leu 

10 15 
Ser Leu Ser Leu Ser Gly Leu Ala 
25 30 
Asp Ala Trp Gly Gly Gly Thr Glu 
45 

Asn Gin Lys Ala Pro Arg Thr Val 
50 

Pro Arg Phe Thr Asp Lys Glu Met 

75 80 
Ala He His Gin Ala Ser Ser Gin 

90 95 
Glu Glu Thr Gly Glu Asn Gin Met 
105 110 
Ala 



<210> 183 



181 



<211> 693 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(693) 



<400> 183 

atg gat gat tgt gaa gta aat gac tta cat gaa ggg gca gga gtg aaa 48 

Met Asp Asp Cys Glu Val Asn Asp Leu His Glu Gly Ala Gly Val Lys 

15 10 15 

egg tec ttc ctg ate acc ttg gtg tet cct ggt gca tta gga gcc agg 96 
Arg Ser Phe Leu He Thr Leu Val Ser Pro Gly Ala Leu Gly Ala Arg 
20 25 30 

tgt gat gta aga gaa gga gag aga ggt ctt gtg aag act gag cga ggc 144 
Cys Asp Val Arg Glu Gly Glu Arg Gly Leu Val Lys Thr Glu Arg Gly 
35 40 45 

ttg gtg aag caa etc gac aag aga aac gac ctg tgc aaa ggg tgg acc 192 
Leu Val Lys Gin Leu Asp Lys Arg Asn Asp Leu Cys Lys Gly Trp Thr 
50 55 60 

aca gee cac aca ggt gtg tgc aaa eac ace get cag cct gtc agg cat 240 
Thr Ala His Thr Gly Val Cys Lys His Thr Ala Gin Pro Val Arg His 
65 70 75 80 

att tec tea gag ace ctg gca egg cea ggc cct cct eac cec aac aat 288 
He Ser Ser Glu Thr Leu Ala Arg Pro Gly Pro Pro His Pro Asn Asn 
85 90 95 

aca gag gag tgg ggt ctg gat gca ctt agg caa gac eta aac eac age 336 
Thr Glu Glu Trp Gly Leu Asp Ala Leu Arg Gin Asp Leu Asn His Ser 
100 105 110 

agt aag aca gca get act ecc tgc tgc tac ate tgt gga caa gca ggt 384 
Ser Lys Thr Ala Ala Thr Pro Cys Cys Tyr He Cys Gly Gin Ala Gly 
115 120 125 

eat gaa aat gtg tea gac agt ggt ggc age tgg att cct gat tet gtg 432 
His Glu Asn Val Ser Asp Ser Gly Gly Ser Trp He Pro Asp Ser Val 



182 



130 135 140 



a u L 








L uy 


day 




n An 
ydy 


ycty y-d 


nri" 
yc 0 


y i-y 


y^ u 


ycc 


a Ld 


He 


Leu Ser 


Ser 


Ala 


Leu 


Lys 


Tyr 


Glu 


Glu Ala 


Ala 


Val 


Ala 


Ala 


He 


145 








150 








155 










160 




yyci uud 






Cay 


y lu 


ayy 


ddy 


\^ uy uy 


c Ly 


nrr 
ycc 


c Ly 


ycd 


Cdy 


Leu 


Gly Pro 


Gly 


Ser 


Gin 


Val 


Arg 


Lys 


Leu Leu 


Leu 


Ala 


Leu 


Ala 


Gin 








165 










170 








175 




n 3 

gcd 


ydg ycc 


dLL 




3 

gcd 


y dd 


ycc 


dCd 


LCd C Ly 


C Ld 


gag 


agg 


cdy 


CCd 


Ala 


Glu Ala 


Thr 


Ser 


Ala 


Glu 


Ala 


Thr 


Ser Leu 


Leu 


Glu 


Arg 


Gin 


Pro 






180 










185 








190 








dLd LLC 


Lay 


L LC 






dC L 


tgc 


ccc yc L 


ggg 


ycd 


d Ly 


cc c 


gcc 


Gly 


Thr Phe 


Gin 


Leu 


Leu 


Leu 


Thr 


Cys 


Pro Ala 


Gly 


Ala 


Met 


Pro 


Ala 






















one; 








act 


cct ctg 


ggt 


cgc 


tec 


aga 


cag 


ctg 


gtg gcc 


aaa 


aag 


get 


gtc 


act 


1 nr 


Pro Leu 


bly 


Arg 


Ser 


Arg 


bin 


Leu 


Val Ala 


Lys 


Lys 


Ala 


va 1 


t nr 












Zib 


















cac 


cat cgt 


ggt 


gaa 


cac 


tga 


















HI S 


HIS Arg 


Gly 


Glu 


His 




























230 






















<Cl\j> 


184 


























<91 1 > 


230 


























<^91 9-^ 


PRT 




























Homo sapiens 






















184 
























riet 


Asp Asp 


Cys 


Glu 


Val 


Asn 


Asp 


Leu 


Hi S b 1 U 


bly 


A 1 a 


PI \i 
b ly 


va ! 


Lys 


1 






5 










10 








15 




Arg 


Ser Phe 


Leu 


lie 


Thr 


Leu 


Val 


Ser 


Pro Gly 


Ala 


Leu 


Gly 


Ala 


Arg 






20 










25 








30 






Cys 


Asp Val 


Arg 


Glu 


Gly Glu 


Arg 


Gly 


Leu Val 


Lys 


Thr 


Glu 


Arg 


Gly 




35 










40 








45 








Leu 


Val Lys 


Gin 


Leu 


Asp Lys 


Arg 


Asn 


Asp Leu 


Cys 


Lys 


Gly 


Trp 


Thr 




50 








55 








60 










Thr 


Ala His 


Thr 


Gly 


Val 


Cys 


Lys 


His 


Thr Ala 


Gin 


Pro 


Val 


Arg 


His 


65 








70 








75 










80 



480 



528 



576 



524 



672 



693 



183 



He Ser 


Ser Glu Thr 


Leu Ala Arg Pro Gly Pro 


Pro His Pro 


Asn 


Asn 




85 


90 




95 




Thr G1u 


Glu Trp Gly 


Leu Asp Ala Leu Arg Gin 


Asp Leu Asn 


His 


Ser 




100 


105 


110 






Ser Lys 


Thr Ala Ala 


Thr Pro Cys Cys Tyr He 


Cys Gly Gin 


Ala 


Gly 


115 


120 


125 






His G1u 


Asn Val Ser 


Asp Ser Gly Gly Ser Trp 


He Pro Asp 


Ser 


Val 


130 




135 


140 






He Leu 


Ser Ser Ala 


Leu Lys Tyr Glu Glu Ala 


Ala Val Ala 


Ala 


He 


145 




150 155 






160 


Leu Gly 


Pro Gly Ser 


Gin Val Arg Lys Leu Leu 


Leu Ala Leu 


Ala 


Gin 


155 


170 




175 




Ala G1u 


Ala Thr Ser 


Ala Glu Ala Thr Ser Leu 


Leu Glu Arg 


Gin 


Pro 




180 


185 


190 






G1y Thr 


Phe Gin Leu 


Leu Leu Thr Cys Pro Ala 


Gly Ala Met 


Pro 


Ala 


195 


200 


205 






Thr Pro 


Leu Gly Arg 


Ser Arg Gin Leu Val Ala 


Lys Lys Ala 


Val 


Thr 


210 




215 


220 






His His 


Arg Gly Glu 


His 








225 




230 









<210> 185 
<211> 1416 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(1416) 



<400> 185 

atg agg ctt etc ctg gtg ctg ctg ctt ctg get get gtg tgt get gcc 

Met Arg Leu Leu Leu Val Leu Leu Leu Leu Ala Ala Val Cys Ala Ala 

1 5, 10 15 

ctg gtt ggc cca tat gat get gac ggt cag aca gca cct get ggg age 
Leu Val Gly Pro Tyr Asp Ala Asp Gly Gin Thr Ala Pro Ala Gly Ser 
20 25 30 

tgg tea ctg etc cca gga tct aat gag ggt gac ccc ttc att ccc ate 
Trp Ser Leu Leu Pro Gly Ser Asn Glu Gly Asp Pro Phe He Pro He 
35 40 45 



184 



aca gcc cga ggg ctt agg gat tac cag gat ccc tac gga gaa gtg gcg 
Thr Ala Arg Gly Leu Arg Asp Tyr Gin Asp Pro Tyr Gly Glu Val Ala 
50 55 50 



192 



gta atg aca ccc eta cag aac acc tec tac agg aca ccc eta cag aac 
Val Met Thr Pro Leu Gin Asn Thr Ser Tyr Arg Thr Pro Leu Gin Asn 
65 70 75 80 

acc tec tat agg acc ccc eta cag gat act ccc tac agg gcg tec eta 
Thr Ser Tyr Arg Thr Pro Leu Gin Asp Thr Pro Tyr Arg Ala Ser Leu 
85 90 95 

cag aac acc tec tac agg ata etc cct aca gga tac tec eta cag gac 
Gin Asn Thr Ser Tyr Arg He Leu Pro Thr Gly Tyr Ser Leu Gin Asp 
100 105 110 

act etc tac agg aca cea eta cag gac act ccc tac aga aaa ccc eta 
Thr Leu Tyr Arg Thr Pro Leu Gin Asp Thr Pro Tyr Arg Lys Pro Leu 
115 120 125 

cag gaa ace tec tac agg aca etc cct aca gga tac tee eta cag aaa 
Gin Glu Thr Ser Tyr Arg Thr Leu Pro Thr Gly Tyr Ser Leu Gin Lys 
130 135 140 

ace cct aca gga aac tte eta cag gac act ccc tac agg ata etc cct 
Thr Pro Thr Gly Asn Phe Leu Gin Asp Thr Pro Tyr Arg He Leu Pro 
145' 150 155 160 

aca gga tac tec eta cag gaa acc etc tac agg aca etc cct aca gga 
Thr Gly Tyr Ser Leu Gin Glu Thr Leu Tyr Arg Thr Leu Pro Thr Gly 
165 170 175 



240 



288 



336 



384 



432 



480 



528 



eat tet eta cag gat act ccc tac aag aaa ace eta caa gat act cct 

His Ser Leu Gin Asp Thr Pro Tyr Lys Lys Thr Leu Gin Asp Thr Pro 

180 185 190 

aca gaa aac etc tac agg aca etc cct aca gga eac tec eta cag gaa 

Thr Glu Asn Leu Tyr Arg Thr Leu Pro Thr Gly His Ser Leu Gin Glu 

195 200 205 



576 



624 



ace tee tac agg aca ccc cct aca gga eac eac eta cag gaa ace cct 
Thr Ser Tyr Arg Thr Pro Pro Thr Gly His His Leu Gin Glu Thr Pro 
210 215 220 



572 



185 



aca gga cac ccc tat atg aca ccc eta cag tac acc ccc tat agg aca 720 
Thr Gly His Pro Tyr Met Thr Pro Leu Gin Tyr Thr Pro Tyr Arg Thr 
225 230 235 240 

cct gaa cag gac acc ccc tac agg acg etc cct aca gga cac tec eta 768 
Pro Glu Gin Asp Thr Pro Tyr Arg Thr Leu Pro Thr Gly His Ser Leu 
245 250 255 

caa gac act ett aca gga aac etc tac agg aca etc ect aca ggc tec 816 
Gin Asp Thr Leu Thr Gly Asn Leu Tyr Arg Thr Leu Pro Thr Gly Ser 
260 265 270 

eta cag gaa ace ect aca gga cct gee tta cag gaa ace cct aca agg 864 
Leu Gin Glu Thr Pro Thr Gly Pro Ala Leu Gin Glu Thr Pro Thr Arg 
275 280 285 

cgc tec tac agg aaa ect eca cag gac act ccc tac aga aaa ccc cct 912 
Arg Ser Tyr Arg Lys Pro Pro Gin Asp Thr Pro Tyr Arg Lys Pro Pro 
290 295 300 

aca gga cac tec eta cag gac acc ccc tac agg aca etc ect aca gga 960 
Thr Gly His Ser Leu Gin Asp Thr Pro Tyr Arg Thr Leu Pro Thr Gly 
305 310 315 320 

cac eee tac agg aca ccc eta etg gac ace cct ata gga cac tgt aca 1008 
His Pro Tyr Arg Thr Pro Leu Leu Asp Thr Pro He Gly His Cys Thr 
325 330 335 

gga cac ccc eta cag gac act ccc tac agg aaa ccc eta caa gac act 1056 
Gly His Pro Leu Gin Asp Thr Pro Tyr Arg Lys Pro Leu Gin Asp Thr 
340 345 350 

cct aca gga aac etc tac agg aca etc cct aca gga aac ccc eta egg 1104 
Pro Thr Gly Asn Leu Tyr Arg Thr Leu Pro Thr Gly Asn Pro Leu Arg 
355 360 365 

gac act ccc tac agg gea eee ect aca gga cac ccc tac agg acg ate 1152 
Asp Thr Pro Tyr Arg Ala Pro Pro Thr Gly His Pro Tyr Arg Thr He 
370 375 380 

cct ata gga cac etg tac agg ata tec cct aca gga cac tee eta cag 1200 
Pro He Gly His Leu Tyr Arg He Ser Pro Thr Gly His Ser Leu Gin 



186 



385 390 395 400 

gac act ctg cag gac get cct aca aaa cac tec ctg cag gac acc ccc 1248 
Asp Thr Leu Gin Asp Ala Pro Thr Lys His Ser Leu Gin Asp Thr Pro 
405 410 415 

tac agg aca ccc tta cag gac act ccc tac aag aca ccc cct aca gga 1295 
Tyr Arg Thr Pro Leu Gin Asp Thr Pro Tyr Lys Thr Pro Pro Thr Gly 
420 425 430 

cac cct tac agg aca ccc eta cag gac act ccc tac aag aca tec cct 1344 
His Pro Tyr Arg Thr Pro Leu Gin Asp Thr Pro Tyr Lys Thr Ser Pro 
435 440 445 

aca gga cac teg tac agg aca cea cct aca gga cac ccc tac agg aca 1392 
Thr Gly His Ser Tyr Arg Thr Pro Pro Thr Gly His Pro Tyr Arg Thr 
450 455 460 

cea cct aca gga tac ccc eta tag 1416 
Pro Pro Thr Gly Tyr Pro Leu * 
465 470 



<210> 186 
<211> 471 
<212> PRT 
<213> Homo sapiens 

<400> 185 

Met Arg Leu Leu Leu Val Leu Leu Leu Leu Ala Ala Val Cys Ala Ala 
15 10 15 

Leu Val Gly Pro Tyr Asp Ala Asp Gly Gin Thr Ala Pro Ala Gly Ser 

20 25 30 

Trp Ser Leu Leu Pro Gly Ser Asn Glu Gly Asp Pro Phe He Pro He 

35 40 45 

Thr Ala Arg Gly Leu Arg Asp Tyr Gin Asp Pro Tyr Gly Glu Val Ala 

50 ■ 55 60 

Val Met Thr Pro Leu Gin Asn Thr Ser Tyr Arg Thr Pro Leu Gin Asn 
65 70 75 80 

Thr Ser Tyr Arg Thr Pro Leu Gin Asp Thr Pro Tyr Arg Ala Ser Leu 

85 90 95 

Gin Asn Thr Ser Tyr Arg He Leu Pro Thr Gly Tyr Ser Leu Gin Asp 
100 105 110 



187 



Thr Leu 

Gin Glu 
130 
Thr Pro 
145 

Thr Gly 

His Ser 

Thr Glu 

Thr Ser 
210 
Thr Gly 
225 

Pro Glu 

Gin Asp 

Leu Gin 

Arg Ser 
290 
Thr Gly 
305 

His Pro 

Gly His 

Pro Thr 

Asp Thr 
370 
Pro He 
385 

Asp Thr 
Tyr Arg 
His Pro 
Thr Gly 



Tyr Arg 
115 

Thr Ser 

Thr Gly 

Tyr Ser 

Leu Gin 
180 
Asn Leu 
195 

Tyr Arg 

His Pro 

Gin Asp 

Thr Leu 
260 
Glu Thr 
275 

Tyr Arg 

His Ser 

Tyr Arg 

Pro Leu 
340 
Gly Asn 
355 

Pro Tyr 

Gly His 

Leu Gin 

Thr Pro 
420 
Tyr Arg 
435 

His Ser 



Thr Pro 

Tyr Arg 

Asn Phe 
150 
Leu Gin 
165 

Asp Thr 

Tyr Arg 

Thr Pro 

Tyr Met 
230 
Thr Pro 
245 

Thr Gly 

Pro Thr 

Lys Pro 

Leu Gin 
310 
Thr Pro 
325 

Gin Asp 

Leu Tyr 

Arg Ala 

Leu Tyr 
390 
Asp Ala 
405 

Leu Gin 
Thr Pro 
Tyr Arg 



Leu Gin 
120 
Thr Leu 
135 

Leu Gin 

Glu Thr 

Pro Tyr 

Thr Leu 
200 
Pro Thr 
215 

Thr Pro 
Tyr Arg 
Asn Leu 



Asp Thr Pro 

Pro Thr Gly 

Asp Thr Pro 
155 

Leu Tyr Arg 

170 
Lys Lys Thr 
185 

Pro Thr Gly 

Gly His His 

Leu Gin Tyr 
235 

Thr Leu Pro 

250 
Tyr Arg Thr 
255 

Ala Leu Gin 



Gly Pro 
280 

Pro Gin Asp Thr Pro 
295 

Asp Thr 



Leu Leu 

Thr Pro 

Arg Thr 
350 
Pro Pro 
375 

Arg He 

Pro Thr 

Asp Thr 

Leu Gin 
440 
Thr Pro 



Pro Tyr Arg 
315 

Asp Thr Pro 

330 
Tyr Arg Lys 
345 

Leu Pro Thr 

Thr Gly His 

Ser Pro Thr 
395 

Lys His Ser 

410 
Pro Tyr Lys 
425 

Asp Thr Pro 
Pro Thr Gly 



Tyr Arg 
125 
Tyr Ser 
140 

Tyr Arg 

Thr Leu 

Leu Gin 

His Ser 
205 
Leu Gin 
220 

Thr Pro 

Thr Gly 

Leu Pro 

Glu Thr 
285 
Tyr Arg 
300 

Thr Leu 

He Gly 

Pro Leu 

Gly Asn 
365 
Pro Tyr 
380 

Gly His 

Leu Gin 

Thr Pro 

Tyr Lys 
445 
His Pro 



Lys Pro Leu 

Leu Gin Lys 

He Leu Pro 
160 

Pro Thr Gly 

175 
Asp Thr Pro 
190 

Leu Gin Glu 

Glu Thr Pro 

Tyr Arg Thr 
240 

His Ser Leu 

255 
Thr Gly Ser 
270 

Pro Thr Arg 

Lys Pro Pro 

Pro Thr Gly 
320 

His Cys Thr 

335 
Gin Asp Thr 
350 

Pro Leu Arg 

Arg Thr He 

Ser Leu Gin 
400 

Asp Thr Pro 

415 
Pro Thr Gly 
430 

Thr Ser Pro 
Tyr Arg Thr 



188 



450 455 460 

Pro Pro Thr Gly Tyr Pro Leu 
465 470 

<210> 187 
<211> 525 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(525) 

<400> 187 

atg aag acg ctg tgg etc ctt ctg tct ctt get ctg ttt ate ttt ect 48 

Met Lys Thr Leu Trp Leu Leu Leu Ser Leu Ala Leu Phe He Phe Pro 
15 10 15 

ttc ttg geg gtg tgt tct gga agt ggc tge ate eet gac tct gtg gtg 96 
Phe Leu Ala Val Cys Ser Gly Ser Gly Cys He Pro Asp Ser Val Val 
20 25 30 

gag tgt ceg gaa ggg get gtc tgc cec aca get gea get ecc gag gca 144 
Glu Cys Pro Glu Gly Ala Val Cys Pro Thr Ala Ala Ala Pro Glu Ala 
35 40 45 

cec gee cet eca cca tge tea cag gtc eet ttc ate eee tee age ect 192 
Pro Ala Pro Pro Pro Cys Ser Gin Val Pro Phe He Pro Ser Ser Pro 
50 55 60 

agg agt get eta tec aaa gaa gtc tgg cca att gga tge agt aea tct 240 
Arg Ser Ala Leu Ser Lys Glu Val Trp Pro He Gly Cys Ser Thr Ser 
65 70 75 80 

ttt ggt atg cag aag gtg aat etc ata att ggt tct att ttt eca gtg 288 
Phe Gly Met Gin Lys Val Asn Leu He He Gly Ser He Phe Pro Val 
85 90 95 

tct gca ttc etc ctg aag gat gaa gat aac tgc tgt gtc ect ttc ctg 336 
Ser Ala Phe Leu Leu Lys Asp Glu Asp Asn Cys Cys Val Pro Phe Leu 
100 105 110 



etc aat gaa act ctg caa ate eta cga age ect ttt acc aca tgg gga 
Leu Asn Glu Thr Leu Gin He Leu Arg Ser Pro Phe Thr Thr Trp Gly 



384 



189 



115 120 125 

ttt ggt aaa tta tea ggc eta get aag tat tgg tec tta gaa tct aga 432 
Phe Gly Lys Leu Ser Gly Leu Ala Lys Tyr Trp Ser Leu Glu Ser Arg 
130 135 140 

aga caa age aga aat gee ett etg geg ggg tge eac atg gca eea gag 480 
Arg Gin Ser Arg Asn Ala Leu Leu Ala Gly Cys His Met Ala Pro Glu 
145 150 155 160 

ctt tgt tec aca gtg gaa tgg cag teg gat gaa get gat gtc tag 525 
Leu Cys Ser Thr Val Glu Trp Gin Ser Asp Glu Ala Asp Val * 
165 170 



<210> 
<211> 
<212> 
<213> 

<400> 
Met Lys Thr 
1 

Phe Leu Ala 

Glu Cys Pro 
35 

Pro Ala Pro 
50 

Arg Ser Ala 
65 

Phe Gly Met 

Ser Ala Phe 

Leu Asn Glu 
115 

Phe Gly Lys 

130 
Arg Gin Ser 
145 

Leu Cys Ser 



188 
174 
PRT 

Homo sapiens 
188 

Leu Trp Leu Leu Leu 
5 

Val Cys Ser Gly Ser 
20 

Glu Gly Ala Val Cys 
40 

Pro Pro Cys Ser Gin 
55 

Leu Ser Lys Glu Val 
70 

Gin Lys Val Asn Leu 
85 

Leu Leu Lys Asp Glu 
100 

Thr Leu Gin He Leu 
120 

Leu Ser Gly Leu Ala 
135 

Arg Asn Ala Leu Leu 
150 

Thr Val Glu Trp Gin 

165 



Ser Leu Ala 
10 

Gly Cys He 
25 

Pro Thr Ala 

Val Pro Phe 

Trp Pro He 
75 

He He Gly 
90 

Asp Asn Cys 
105 

Arg Ser Pro 
Lys Tyr Trp 

Ala Gly Cys 

155 

Ser Asp Glu 
170 



Leu Phe He 

Pro Asp Ser 
30 

Ala Ala Pro 
45 

He Pro Ser 
50 

Gly Cys Ser 

Ser He Phe 

Cys Val Pro 
110 

Phe Thr Thr 

125 
Ser Leu Glu 
140 

His Met Ala 
Ala Asp Val 



Phe Pro 
15 

Val Val 

Glu Ala 

Ser Pro 

Thr Ser 
80 

Pro Val 
95 

Phe Leu 

Trp Gly 

Ser Arg 

Pro Glu 
160 



190 



<210> 189 
<211> 432 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(432) 





<400> 


189 




atg 


gcc 


ccg 


ccg 


etc 


Met 


Ala 


Pro 


Pro 


Leu 


1 








5 


tgc 


ccg 


ctg 


ccc 


tgc 


Cys 


Pro 


Leu 


Pro 


Cys 








20 




etc 


tgt 


gcc 


cac 


eg a 


Leu 


Cys 


Ala 


His 


Arg 






35 






cgc 


aca 


gtg 


gag 


ctg 


Arg 


Thr 


Val 


Glu 


Leu 




50 








ccc 


cct 


gac 


ttc 


cgc 


Pro 


Pro 


Asp 


Phe 


Arg 


65 










cgc 


aat 


gcc 


ate 


acc 


Arg 


Asn 


Ala 


He 


Thr 



10 15 



25 30 



40 45 



55 50 



70 75 80 



48 



96 



144 



192 



240 



288 



85 90 95 

age ctg cgt tec etc cac ett gac ggc aac agg ctg gtg gag ctg ggc 335 

Ser Leu Arg Ser Leu His Leu Asp Gly Asn Arg Leu Val Glu Leu Gly 
100 105 110 

acc ggg age etc egg ggc ccc gtc aat ctg cag cac etc ate etc age 384 

Thr Gly Ser Leu Arg Gly Pro Val Asn Leu Gin His Leu He Leu Ser 
115 120 125 



191 



ggc aac cag ctg ggc gca teg cgc egg gag cct teg aeg act tec tag 
G1y Asn Gin Leu Gly Ala Ser Arg Arg Glu Pro Ser Thr Thr Ser * 
130 135 140 



432 



<210> 190 
<211> 143 
<212> PRT 
<213> Homo sapiens 

<400> 190 

Met Ala Pro Pro Leu Leu Leu Leu Leu Leu Ala Ser Gly Ala Ala Ala 
15 10 15 

Cys Pro Leu Pro Cys Val Cys Gin Asn Leu Ser Glu Ser Leu Ser Thr 

20 25 30 

Leu Cys Ala His Arg Gly Leu Leu Phe Val Pro Pro Asn Val Asp Arg 

35 40 45 

Arg Thr Val Glu Leu Arg Leu Ala Asp Asn Phe He Gin Ala Leu Gly 

50 55 60 

Pro Pro Asp Phe Arg Asn Met Thr Gly Leu Val Asp Leu Thr Leu Ser 
65 70 75 80 

Arg Asn Ala He Thr Arg He Gly Ala Arg Ala Phe Gly Asp Leu Glu 

85 90 95 

Ser Leu Arg Ser Leu His Leu Asp Gly Asn Arg Leu Val Glu Leu Gly 

100 105 110 

Thr Gly Ser Leu Arg Gly Pro Val Asn Leu Gin His Leu He Leu Ser 

115 120 125 

Gly Asn Gin Leu Gly Ala Ser Arg Arg G1u Pro Ser Thr Thr Ser 
130 135 140 

<210> 191 
<211> 357 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(357) 

<400> 191 

atg ggt gta ggc aca gca tec gtc eta aag aac tgt etc ttc ctg ggc 48 

Met Gly Val Gly Thr Ala Ser Val Leu Lys Asn Cys Leu Phe Leu Gly 

15 10 15 



192 



cct ctg get tgg get etc ctg gtc ccc gga gga etc cag geg gga agg 
Pro Leu Ala Trp Ala Leu Leu Val Pro Gly Gly Leu Gin Ala Gly Arg 
20 25 30 



96 



aca ccg ggg gtc tec ctg gtt aca eea gge ata ggg ggg gag gac ace 144 
Thr Pro Gly Val Ser Leu Val Thr Pro Gly He Gly Gly Glu Asp Thr 
35 40 45 

ctt egg ggg gaa acc egt ttt teg cge egg tat ttt ttc gge gat cat 192 
Leu Arg Gly Glu Thr Arg Phe Ser Arg Arg Tyr Phe Phe Gly Asp His 
50 55 60 

cat ega gee ttg gee eac tgg gac aaa ctt act agt ttt acg gat ctt 240 
His Arg Ala Leu Ala His Trp Asp Lys Leu Thr Ser Phe Thr Asp Leu 
65 70 75 80 



cag acc egg gta aac ggg aga ctt tgc acg ctt ate age gee ctg atg 
Gin Thr Arg Val Asn Gly Arg Leu Cys Thr Leu He Ser Ala Leu Met 
85 90 95 



288 



ttc atg gtt tta cct cat tea aat aaa gtg ata agt aag ttc att ega 
Phe Met Val Leu Pro His Ser Asn Lys Val He Ser Lys Phe He Arg 
100 105 110 



336 



gag ggt ttc aag caa aaa taa 
Glu Gly Phe Lys Gin Lys * 
115 



357 



<210> 192 
<211> 118 
<212> PRT 
<213> Homo sapiens 

<400> 192 

Met Gly Val Gly Thr Ala Ser Val Leu Lys Asn Cys Leu Phe Leu Gly 
15 10 15 

Pro Leu Ala Trp Ala Leu Leu Val Pro Gly Gly Leu Gin Ala Gly Arg 

20 25 30 

Thr Pro Gly Val Ser Leu Val Thr Pro Gly He Gly Gly Glu Asp Thr 

35 40 45 

Leu Arg Gly Glu Thr Arg Phe Ser Arg Arg Tyr Phe Phe Gly Asp His 



193 



50 55 60 

His Arg Ala Leu Ala His Trp Asp Lys Leu Thr Ser Phe Thr Asp Leu 
65 70 75 80 

Gin Thr Arg Val Asn Gly Arg Leu Cys Thr Leu He Ser Ala Leu Met 

85 90 95 

Phe Met Val Leu Pro His Ser Asn Lys Val He Ser Lys Phe lie Arg 

100 105 110 

Glu Gly Phe Lys Gin Lys 
115 



<210> 193 
<211> 324 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(324) 



<400> 193 

atg gtt etc aaa gtg ccg acg tec aaa gtc ctg eta gtc ctg gcc acc 48 
Met Val Leu Lys Val Pro Thr Ser Lys Val Leu Leu Val Leu Ala Thr 
15 10 15 

ttg ttc gcc gtg gcg gcg atg ate age age tgg atg ccc cag gtg gcg 96 
Leu Phe Ala Val Ala Ala Met He Ser Ser Trp Met Pro Gin Val Ala 
20 25 30 

gcc agt ccg etc gca ccc acg gaa tac gaa cag aga cgc atg atg tgc 144 
Ala Ser Pro Leu Ala Pro Thr Glu Tyr Glu Gin Arg Arg Met Met Cys 
35 40 45 

tec acc ggc etc age gat gtg ata cag aag ata tgc gta age gga acg 192 
Ser Thr Gly Leu Ser Asp Val He Gin Lys He Cys Val Ser Gly Thr 
50 55 60 

gtg gcc ett ggc gat gta ttt ccc aac agt ttc ggg aag cgc agg aag 240 
Val Ala Leu Gly Asp Val Phe Pro Asn Ser Phe Gly Lys Arg Arg Lys 
65 70 75 80 

cgc gac ttg cag aac gta acc gat ttg tgc tgc aag teg ggt ggc tgc 288 
Arg Asp Leu Gin Asn Val Thr Asp Leu Cys Cys Lys Ser Gly Gly Cys 
85 90 95 



194 



acc tac agg gag etc ttg cag tac tgc aaa gga tag 
Thr Tyr Arg G1u Leu Leu G1n Tyr Cys Lys Gly * 
100 105 



<210> 194 
<211> 107 
<212> PRT 
<213> Homo sapiens 

<400> 194 

Met Val Leu Lys Val Pro Thr Ser Lys Val Leu Leu Val Leu Ala Thr 
15 10 15 

Leu Phe Ala Val Ala Ala Met He Ser Ser Trp Met Pro Gin Val Ala 

20 25 30 

Ala Ser Pro Leu Ala Pro Thr Glu Tyr Glu Gin Arg Arg Met Met Cys 

35 40 45 

Ser Thr Gly Leu Ser Asp Val He Gin Lys He Cys Val Ser Gly Thr 

50 55 60 

Val Ala Leu Gly Asp Val Phe Pro Asn Ser Phe Gly Lys Arg Arg Lys 
65 70 75 80 

Arg Asp Leu Gin Asn Val Thr Asp Leu Cys Cys Lys Ser Gly Gly Cys 

85 90 95 

Thr Tyr Arg Glu Leu Leu Gin Tyr Cys Lys Gly 
100 105 

<210> 195 
<211> 498 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(498) 

<400> 195 

atg egg gaa gca ggt ggc ctt aaa gac aca act gga aag ctg tgg aaa 

Met Arg Glu Ala Gly Gly Leu Lys Asp Thr Thr Gly Lys Leu Trp Lys 
15 10 15 



tea ttt etg etc eca agg gcg ctg ctg ecc tct ggt gcg cga gee gee 
Ser Phe Leu Leu Pro Arg Ala Leu Leu Pro Ser Gly Ala Arg Ala Ala 



195 



20 



25 



30 



tec cag cgc ctg cac ctg etc ctg gag acg etc acc ttc ccg get gtt 
Ser Gin Arg Leu His Leu Leu Leu Glu Thr Leu Thr Phe Pro Ala Val 
35 40 45 

gee eta att ctg caa egt gtc aaa gga caa atg tea cat gte atg tet 
Ala Leu He Leu Gin Arg Val Lys Gly Gin Met Ser His Val Met Ser 
50 55 60 

tec ctg ccc tgg gac age cgc etc tac ctg gca etc ate tet gge tec 
Ser Leu Pro Trp Asp Ser Arg Leu Tyr Leu Ala Leu He Ser Gly Ser 
65 70 75 80 



144 



192 



240 



teg gcg tgg ate agt tac tac atg ate atg ctg tgg age att tea ctg 
Ser Ala Trp He Ser Tyr Tyr Met He Met Leu Trp Ser He Ser Leu 
85 90 95 



288 



agt ttc ttc tgg gtg cet gga ttt tgt gac egt ttg gtg gee ttt aag 
Ser Phe Phe Trp Val Pro -Gly Phe Cys Asp Arg Leu Val Ala Phe Lys 
100 105 110 



336 



aag aga ett tat gag agt cag ttt tgc cag tac acc tet gga tat aaa 
Lys Arg Leu Tyr Glu Ser Gin Phe Cys Gin Tyr Thr Ser Gly Tyr Lys 
115 120 125 

gaa aat caa aat ata agt ttt gtc aac aag aac tac tta tta tac aac 
Glu Asn Gin Asn He Ser Phe Val Asn Lys Asn Tyr Leu Leu Tyr Asn 
130 135 140 



384 



432 



tac att ggg get ttt tgc att ttg get gtg ctg act tat gga age agg 
Tyr He Gly Ala Phe Cys He Leu Ala Val Leu Thr Tyr Gly Ser Arg 
145 150 155 150 

cat aca ctg ggt gtg tga 
His Thr Leu Gly Val * 
165 



480 



498 



<210> 196 
<211> 165 
<212> PRT 
<213> Homo sapiens 



196 



<400> 196 

Met Arg Glu Ala Gly Gly Leu Lys Asp Thr Thr Gly Lys Leu Trp Lys 
15 10 15 

Ser Phe Leu Leu Pro Arg Ala Leu Leu Pro Ser Gly Ala Arg Ala Ala 

20 25 30 

Ser Gin Arg Leu His Leu Leu Leu Glu Thr Leu Thr Phe Pro Ala Val 

35 40 45 

Ala Leu He Leu Gin Arg Val Lys Gly Gin Met Ser His Val Met Ser 

50 55 60 

Ser Leu Pro Trp Asp Ser Arg Leu Tyr Leu Ala Leu He Ser Gly Ser 
65 70 75 80 

Ser Ala Trp He Ser Tyr Tyr Met He Met Leu Trp Ser He Ser Leu 

85 90 95 

Ser Phe Phe Trp Val Pro Gly Phe Cys Asp Arg Leu Val Ala Phe Lys 

100 105 110 

Lys Arg Leu Tyr Glu Ser Gin Phe Cys Gin Tyr Thr Ser Gly Tyr Lys 

115 120 125 

Glu Asn Gin Asn He Ser Phe Val Asn Lys Asn Tyr Leu Leu Tyr Asn 

130 135 140 

Tyr He Gly Ala Phe Cys He Leu Ala Val Leu Thr Tyr Gly Ser Arg 
145 150 155 160 

His Thr Leu Gly Val 
165 

<210> 197 
<211> 573 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(573) 

<400> 197 

atg ctg ggc etc ctg ggg age aca gcc etc gtg gga tgg ate aca ggt 48 
Met Leu Gly Leu Leu Gly Ser Thr Ala Leu Val Gly Trp He Thr Gly 
15 10 15 

get get gtg gcg gtc ctg ctg ctg ctg ctg ctg ctg gcc acc tgc ctt 96 
Ala Ala Val Ala Val Leu Leu Leu Leu Leu Leu Leu Ala Thr Cys Leu 
20 25 30 



197 



ttc cac gga egg cag gac tgt gac gtg gag agg aac cgt aca get gca 144 

Phe His Gly Arg Gin Asp Cys Asp Val Glu Arg Asn Arg Thr A1a Ala 
35 40 45 

ggg gga aac cga gtc cgc egg gcc cag cct tgg ccc ttc egg egg egg 192 

Gly Gly Asn Arg Val Arg Arg Ala Gin Pro Trp Pro Phe Arg Arg Arg 
50 55 60 

gge eac etg gga ate ttt eae eat cac egt eat eet gge eae gag aeg 240 

Gly His Leu Gly He Phe His His His Arg His Pro Gly His Glu Thr 

65 70 75 80 

gaa gga gag eeg ccg gag gag eae ggg gea cct gcg ate gcg aag age 288 

Glu Gly Glu Pro Pro Glu Glu His Gly Ala Pro Ala He Ala Lys Ser 

85 90 95 

etc etg ttc tgg atg gga gcg aag get ccg aga gga eet aag gtt get 336 

Leu Leu Phe Trp Met Gly Ala Lys Ala Pro Arg Gly Pro Lys Val Ala 
100 105 110 

cag tgg gcc atg gaa aeg gca gtg att ggg gtg gtg gtg gtg etg ttc 384 

Gin Trp Ala Met Glu Thr Ala Val He Gly Val Val Val Val Leu Phe 
115 120 125 

gtg gtg act gtg gcc ate acc tgc gtc etc tgc tgc ttc age tgt gac 432 

Val Val Thr Val Ala He Thr Cys Val Leu Cys Cys Phe Ser Cys Asp 
130 135 140 

tea agg gee cag gat cct cag ggg ggt cct gge cgc age ttc aeg gtg 480 

Ser Arg Ala Gin Asp Pro Gin Gly Gly Pro Gly Arg Ser Phe Thr Val 

145 150 155 160 

gee aeg ttt cgc cag gaa get tct etc ttc aeg ggg cct gtt cgc cat 528 

Ala Thr Phe Arg Gin Glu Ala Ser Leu Phe Thr Gly Pro Val Arg His 

155 170 175 

gee cag eca gtg cea agt gee cag gac ttc tgg ace ttc atg tga 573 
Ala Gin Pro Val Pro Ser Ala Gin Asp Phe Trp Thr Phe Met * 
180 185 190 



<210> 198 
<211> 190 



198 



<212> PRT 

<213> Homo sapiens 



<400> 198 

Met Leu Gly Leu Leu Gly Ser Thr Ala Leu Val Gly Trp He Thr Gly 
15 10 15 

Ala Ala Val Ala Val Leu Leu Leu Leu Leu Leu Leu Ala Thr Cys Leu 

20 25 30 

Phe His Gly Arg Gin Asp Cys Asp Val Glu Arg Asn Arg Thr Ala Ala 

35 40 45 

Gly Gly Asn Arg Val Arg Arg Ala Gin Pro Trp Pro Phe Arg Arg Arg 

50 55 60 

Gly His Leu Gly He Phe His His His Arg His Pro Gly His Glu Thr 
65 70 75 80 

Glu Gly Glu Pro Pro Glu Glu His Gly Ala Pro Ala He Ala Lys Ser 

85 90 95 

Leu Leu Phe Trp Met Gly Ala Lys Ala Pro Arg Gly Pro Lys Val Ala 

100 105 110 

Gin Trp Ala Met Glu Thr Ala Val He Gly Val Val Val Val Leu Phe 

115 120 125 

Val Val Thr Val Ala He Thr Cys Val Leu Cys Cys Phe Ser Cys Asp 

130 135 140 

Ser Arg Ala Gin Asp Pro Gin Gly Gly Pro Gly Arg Ser Phe Thr Val 
145 150 155 160 

Ala Thr Phe Arg Gin Glu Ala Ser Leu Phe Thr Gly Pro Val Arg His 

155 170 175 

Ala Gin Pro Val Pro Ser Ala Gin Asp Phe Trp Thr Phe Met 
180 185 190 



<210> 199 
<211> 489 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(489) 



<400> 199 

atg gcg ctg cct cca ggc cca gcc gcc etc egg cac aca ctg ctg etc 

Met Ala Leu Pro Pro Gly Pro Ala Ala Leu Arg His Thr Leu Leu Leu 
15 10 15 



199 



ctg cca gcc ctt ctg age tea ggt tgg ggg gag ttg gag cca caa ata 
Leu Pro Ala Leu Leu Ser Ser Gly Trp Gly Glu Leu Glu Pro Gin He 
20 25 30 



96 



gat ggt cag acc tgg get gag egg gca ett egg gag aat gaa cge cae 
Asp Gly Gin Thr Trp Ala Glu Arg Ala Leu Arg Glu Asn Glu Arg His 
35 40 45 



144 



gee ttc aee tgc egg gtg gea ggg ggg ect ggc aee eee aga ttg gee 
Ala Phe Thr Cys Arg Val Ala Gly Gly Pro Gly Thr Pro Arg Leu Ala 
50 55 50 



192 



tgg tat ctg gat gga eag etg eag gag gee age aee "xa aga etg etg 
Trp Tyr Leu Asp Gly Gin Leu Gin Glu Ala Ser Thr Ser Arg Leu Leu 
65 70 75 80 



240 



age gtg gga ggg gag gee tte tet gga gge ace age ace ttc act gte 
Ser Val Gly Gly Glu Ala Phe Ser Gly Gly Thr Ser Thr Phe Thr Val 
85 90 95 



288 



act gee eat egg gee cag eat gag etc aac tgc tet ctg cag gae ecc 
Thr Ala His Arg Ala Gin His Glu Leu Asn Cys Ser Leu Gin Asp Pro 
100 105 110 



336 



aga agt ggc cga tea gcc aac gcc tet gtc ate ctt aat gtg caa tgc 
Arg Ser Gly Arg Ser Ala Asn Ala Ser Val He Leu Asn Val Gin Cys 
115 120 125 



384 



cge gaa tac etc ctg gtt gtc ctg ttt gcc ctg gae egt gcc aac ccg 
Arg Glu Tyr Leu Leu Val Val Leu Phe Ala Leu Asp Arg Ala Asn Pro 
130 135 140 



432 



ccg gee aat gtg act egg gat cga ect tgt ttg eee agt gae tgt gta 
Pro Ala Asn Val Thr Arg Asp Arg Pro Cys Leu Pro Ser Asp Cys Val 
145 150 155 160 



480 



cae etc tga 
His Leu * 



489 



<210> 200 
<211> 162 



200 



<212> PRT 

<213> Homo sapiens 



<400> 
Met Ala Leu 
1 

Leu Pro Ala 

Asp Gly Gin 
35 

Al a Phe Thr 
50 

Trp Tyr Leu 
65 

Sen Val Gly 

Thr Ala His 

Arg Ser Gly 
115 

Arg Glu Tyr 

130 
Pro Ala Asn 
145 

His Leu 



200 

Pro Pro 
5 

Leu Leu 
20 

Thr Trp 

Cys Arg 

Asp Gly 

Gly Glu 
85 

Arg Ala 
100 

Arg Ser 
Leu Leu 
Val Thr 



Gly Pro 

Ser Ser 

Ala Glu 

Val Ala 
55 

Gin Leu 
70 

Ala Phe 

Gin His 

Ala Asn 

Val Val 
135 
Arg Asp 
150 



Ala Ala Leu 
10 

Gly Trp Gly 
25 

Arg Ala Leu 
40 

Gly Gly Pro 



Arg His Thr 
Glu Leu Glu 



Leu Leu Leu 
15 

Pro Gin He 
30 

Glu Arg His 



Arg Glu Asn 
45 

Gly Thr Pro Arg Leu Ala 
60 

Gin Glu Ala Ser Thr Ser 
75 

Thr Ser Thr 



Ser Gly Gly 
90 

Glu Leu Asn 

105 
Ala Ser Val 
120 

Leu Phe Ala 
Arg Pro Cys 



Arg Leu Leu 
80 

Phe Thr Val 
95 

Cys Ser Leu Gin Asp Pro 
110 

Val Gin Cys 



He Leu Asn 
125 

Leu Asp Arg 

140 
Leu Pro Ser 
155 



Ala Asn Pro 

Asp Cys Val 
160 



<210> 201 
<211> 1113 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(1113) 

<400> 201 

atg aga act aaa acc cag caa eta aga ttt agg caa aga aaa cag att 

Met Arg Thr Lys Thr Gin Gin Leu Arg Phe Arg Gin Arg Lys Gin He 
15 10 15 

cca gaa tea gca cag age ctg ctg ctg ctg ctg ctg ctt ctg tct get 
Pro Glu Ser Ala Gin Ser Leu Leu Leu Leu Leu Leu Leu Leu Ser Ala 



201 



20 25 30 

get tct get get gga ggc att get aac aea etc ace caa gee tta get 144 

Ala Ser Ala Ala Gly Gly He Ala Asm Thr Leu Thr Gin Ala Leu Ala 

35 40 45 

ctt aat aga gae atg ttt gea get gaa tge eee agt get tgt ggt tta 192 

Leu Asn Arg Asp Met Phe Ala Ala Glu Cys Pro Ser Ala Cys Gly Leu 

50 55 60 

age aaa att gtt aae aet gtg cga agt tea tgg ect tet gee aat gee 240 

Ser Lys He Val Asn Thr Val Arg Ser Ser Trp Pro Ser Ala Asn Ala 

65 70 75 80 

att gta cag tec ctg aga gaa aaa agg aga aag etc ctt ggg ata ata 288 

He Val Gin Ser Leu Arg Glu Lys Arg Arg Lys Leu Leu Gly He He 

85 90 95 

agg cag gtg att etc aga ccc etc agt gga gtt tgt ggg tgg egg cag 336 

Arg Gin Val He Leu Arg Pro Leu Ser Gly Val Cys Gly Trp Arg Gin 

100 105 110 

cag tgg tgg tta gtg agg aaa gcc cgt ctt cag ggt atg tge aaa tge 384 

Gin Trp Trp Leu Val Arg Lys Ala Arg Leu Gin Gly Met Cys Lys Cys 

115 120 125 

acc aca get ttg ctg ctg ggg gag ggt ggg gtt get att agt ggc age 432 

Thr Thr Ala Leu Leu Leu Gly Glu Gly Gly Val Ala He Ser Gly Ser 

130 135 140 

age tge cgt cag ttg get ctt agg etc tgg gga gea tgt get ttg ggc 480 

Ser Cys Arg Gin Leu Ala Leu Arg Leu Trp Gly Ala Cys Ala Leu Gly 

145 150 155 160 

ctt ggt ggt ggc tat cat ggt gtc agt ggt age agt ggg gag tgg cag 528 

Leu Gly Gly Gly Tyr His Gly Val Ser Gly Ser Ser Gly Glu Trp Gin 

165 170 175 

cag cag gga gag cca gtt etc agg cgc gcg etc aaa tge ctg tge ttg 576 

Gin Gin Gly Glu Pro Val Leu Arg Arg Ala Leu Lys Cys Leu Cys Leu 

180 185 190 

cgt tta gga age gac gag aat ggg tgg ggt caa cac aat act act get 624 



202 



Arg Leu Gly Ser Asp Glu Asn Gly Trp Gly Gin His Asn Thr Thr Ala 
195 200 205 

gcc cgc tea agg ttg aca gag tta aat gat ttg cag gga cca ggc act 672 
Ala Arg Ser Arg Leu Thr Glu Leu Asn Asp Leu Gin Gly Pro Gly Thr 
210 215 220 

gtg ggg ggt gta tgg ctg ttt tct ctg gcc teg aaa acc att ttc tec 720 
Val Gly Gly Val Trp Leu Phe Ser Leu Ala Ser Lys Thr He Phe Ser 
225 230 235 240 

aga gcc gaa eta cgc tct aag cac egg aac tac ctt att agg gat aaa 768 
Arg Ala Glu Leu Arg Ser Lys His Arg Asn Tyr Leu lie Arg Asp Lys 
245 250 255 

tct egg tct agg ate teg cca gaa tct cgt gaa eta gtg eta agg cac 816 
Ser Arg Ser Arg He Ser Pro Glu Ser Arg Glu Leu Val Leu Arg His 
260 265 270 

aga acc cat ttt ggc aca gaa aca tac tac ttg agg teg aga att eta 864 
Arg Thr His Phe Gly Thr Glu Thr Tyr Tyr Leu Arg Ser Arg He Leu 
275 280 285 

agg ggt aag ctg acc etc cat gtg ata ccc gtt gcg get gtc aga cag 912 
Arg Gly Lys Leu Thr Leu His Val He Pro Val Ala Ala Val Arg Gin 
290 295 300 

tat ctt acc aca age gae ctt eta aat age gtt ttt eta tat gat get 960 
Tyr Leu Thr Thr Ser Asp Leu Leu Asn Ser Val Phe Leu Tyr Asp Ala 
305 310 315 320 

ggc ggc age cca gtg agg gaa gtg caa caa gta tgg ttc tec tgc ttg 1008 
Gly Gly Ser Pro Val Arg Glu Val Gin Gin Val Trp Phe Ser Cys Leu 
325 330 335 

tea act gtg gaa aca gcg ace ctg aaa gtg gag gag cca cag ctg gaa 1056 
Ser Thr Val Glu Thr Ala Thr Leu Lys Val Glu Glu Pro Gin Leu Glu 
340 345 350 

teg tgt ccg tct gaa tac acg cac ctt tec tat gag cet tgt aaa gcc 1104 
Ser Cys Pro Ser Glu Tyr Thr His Leu Ser Tyr Glu Pro Cys Lys Ala 
355 360 365 



203 



agt cgt tga 
Sen Arg * 
370 



1113 



<210> 202 
<211> 370 
<212> PRT 
<213> Homo sapiens 



<400> 
Met Arg Thr 
1 

Pro Glu Ser 

Ala Ser Ala 
35 

Leu Asn Arg 
50 

Ser Lys He 
65 

He Val Gin 

Arg Gin Val 

Gin Trp Trp 
115 

Thr Thr Ala 

130 
Ser Cys Arg 
145 

Leu Gly Gly 



202 

Lys Thr 
5 

Ala Gin 
20 

Ala Gly 

Asp Met 

Val Asn 

Ser Leu 
85 

He Leu 
100 

Leu Val 
Leu Leu 
Gin Leu 



Gin Gin Leu 

Ser Leu Leu 

Gly He Ala 
40 

Phe Ala Ala 
55 

Thr Val Arg 
70 

Arg Glu Lys 



Arg Phe 
10 

Leu Leu 
25 

Asn Thr 
Glu Cys 
Ser Ser 



Arg Gin Arg Lys 
Leu Leu 
Leu Thr 



Arg Arg 
90 

Arg Pro Leu Ser Gly 
105 

Arg Leu 



Gly Tyr 

165 

Gin Gin Gly Glu Pro 
180 

Ser Asp 



Arg Leu Gly 
195 

Ala Arg Ser 

210 
Val Gly Gly 
225 

Arg Ala Glu 



Arg Leu 

Val Trp 

Leu Arg 
245 



Arg Lys Ala 
120 

Leu Gly Glu 

135 
Ala Leu Arg 
150 

His Gly Val 

Val Leu Arg 

Glu Asn Gly 
200 

Thr Glu Leu 

215 
Leu Phe Ser 
230 

Ser Lys His 



Gly Gly 

Leu Trp 

Ser Gly 
170 
Arg Ala 
185 

Trp Gly 

Asn Asp 

Leu Ala 

Arg Asn 
250 



Pro Ser 
60 

Trp Pro 
75 

Lys Leu 

Val Cys 

Gin Gly 

Val Ala 
140 
Gly Ala 
155 

Ser Ser 

Leu Lys 

Gin His 

Leu Gin 
220 
Ser Lys 
235 

Tyr Leu 



Leu Leu 
30 
Gin Ala 
45 

Ala Cys 



Ser Ala 

Leu Gly 

Gly Trp 
110 
Met Cys 
125 

He Ser 

Cys Ala 

Gly Glu 

Cys Leu 
190 
Asn Thr 
205 

Gly Pro 
Thr He 
He Arg 



Gin He 
15 

Ser Ala 

Leu Ala 

Gly Leu 

Asn Ala 
80 
He He 
95 

Arg Gin 

Lys Cys 

Gly Ser 

Leu Gly 
160 
Trp Gin 
175 

Cys Leu 

Thr Ala 

Gly Thr 

Phe Ser 
240 
Asp Lys 
255 



204 



Ser Arg 


Ser 


Arg 
260 


i le 


Ser 


Pro 


b 1 U 


Ser 
265 


Arg 


b 1 U 


Leu 


Va 1 


Leu 
270 


Arg 


His 


Arg Thr 


His 
275 


Pne 


Gly 


T"U ^ 

Thr 


Glu 


rhr 
280 


Tyr 


Tyr 


Leu 


Arg 


Ser 
285 


Arg 


i le 


Leu 


Arg Gly 


Lys 


Leu 


Thr 


Leu 


His 


Va 1 


i le 


Pro 


Va 1 


Ala 


A 1 a 


Va 1 


Arg 


bin 


290 










295 










300 










Tyr Leu 


Thr 


Thr 


Ser 


Asp 


Leu 


Leu 


Asn 


Ser 


Val 


Phe 


Leu 


Tyr 


Asp 


Ala 


305 








310 










315 










320 


Gly Gly 


Ser 


Pro 


Val 
325 


Arg 


Glu 


Val 


Gin 


Gin 
330 


Val 


Trp 


Phe 


Ser 


Cys 
335 


Leu 


Ser Thr 


Val 


Glu 
340 


Thr 


Ala 


Thr 


Leu 


Lys 
345 


Val 


Glu 


Glu 


Pro 


Gin 
350 


Leu 


Glu 


Ser Cys 


Pro 
355 


Ser 


Glu 


Tyr 


Thr 


His 
350 


Leu 


Ser 


Tyr 


Glu 


Pro 
365 


Cys 


Lys 


Ala 



Ser Arg 
370 



<210> 203 
<211> 279 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(279) 

<400> 203 

atg gag ttg tgg tgg gag tgg gca ttg ctg gcc act etc ctg gtg ctt 48 
Met Glu Leu Trp Trp Glu Trp Ala Leu Leu Ala Thr Leu Leu Val Leu 
15 10 15 

gtt gca ggg age cag aaa ata tgt cag agt ata gag gac ccc cca tac 96 
Val Ala Gly Ser Gin Lys He Cys Gin Ser He Glu Asp Pro Pro Tyr 
20 25 30 

aat tta aag aat aag gag gag gag gag gag aag gag gag gag gga gag 144 
Asn Leu Lys Asn Lys Glu Glu Glu Glu Glu Lys Glu Glu Glu Gly Glu 
35 40 45 

gag aag gta gaa cat aac gtt tec ate cag gtt aag aaa cag cca ggc 192 
Glu Lys Val Glu His Asn Val Ser He Gin Val Lys Lys Gin Pro Gly 
50 55 60 



205 



ctt ggt ctt ctg etc ctg gac ate ceg gee tte aet gac cac cgt ctg 
Leu Gly Leu Leu Leu Leu Asp lie Pro Ala Phe Thr Asp His Arg Leu 
65 70 75 80 



240 



aac agg tec gag ccc tgc tct acc ctg tgc ttt get tga 
Asm Arg Ser Glu Pro Cys Ser Thr Leu Cys Phe Ala ^ 
85 90 



279 





<210> 


204 














<211> 


92 














<212> 


PRT 














<213> 


Homo sapiens 












<400> 


204 












Met 


Glu Leu 


Trp 


Trp Glu Trp Ala 


Leu Leu 


Ala 


Thr Leu 


Leu Val Leu 


1 






5 


10 






15 


Val 


Ala Gly 


Ser 


Gin Lys He Cys 


Gin Ser 


He 


Glu Asp 


Pro Pro Tyr 






20 




25 






30 


Asn 


Leu Lys 


Asn 


Lys Glu Glu Glu 


Glu Glu 


Lys 


Glu Glu 


Glu Gly Glu 




35 




40 






45 




G1u 


Lys Val 


Glu 


His Asn Val Ser 


He Gin 


Val 


Lys Lys 


Gin Pro Gly 




50 




55 






60 




Leu 


Gly Leu 


Leu 


Leu Leu Asp He 


Pro Ala 


Phe 


Thr Asp 


His Arg Leu 


65 






70 




75 




80 


Asn 


Arg Ser 


Glu 


Pro Cys Ser Thr 


Leu Cys 


Phe 


Ala 










85 


90 










<210> 


205 














<211> 


657 














<212> 


DNA 














<213> 


Homo sapiens 












<220> 
















<221> 


CDS 














<222> 


(1) 


..(657) 












<400> 205 












atg 


cga gac 


aaa 


gca gcc cct gcc 


tgg aca 


gtg 


ctg gcc 


ctg atg caa 


Met 


Arg Asp Lys 


Ala Ala Pro Ala 


Trp Thr 


Val 


Leu Ala 


Leu Met Gin 


1 






5 


10 






15 


ggg 


gtg cag gca 


aag aag gag agg 


ccc tct 


tgg 


ctt egg 


gat gca gtt 



206 



Gly Val G1n Ala Lys Lys Glu Arg Pro Ser Trp Leu Arg Asp Ala Val 
20 25 30 

etc tgc tec acc aca cca gtg ccc agg gcc ttt ccc atg gca aag cac 144 
Leu Cys Ser Thr Thr Pro Val Pro Arg Ala Phe Pro Met Ala Lys His 
35 40 45 

caa cac ctg ccc tta ttt aaa age tta tct gta gcc cag cag aaa aca 192 
Gin His Leu Pro Leu Phe Lys Ser Leu Ser Val Ala Gin Gin Lys Thr 
50 55 60 

agg cac gac aca tat ttg agg ttt aac ate ttg att etc agg ett tat 240 
Arg His Asp Thr Tyr Leu Arg Phe Asn He Leu He Leu Arg Leu Tyr 
65 70 75 80 

aac act gga tat tat tgg caa cac cat gaa aca aag aaa cag aag ctt 288 
Asn Thr Gly Tyr Tyr Trp Gin His His Glu Thr Lys Lys Gin Lys Leu 
85 90 95 

ctg ccc act cct cca cat gtg aca tta gga att cag tgt agg aca gtg 336 
Leu Pro Thr Pro Pro His Val Thr Leu Gly He Gin Cys Arg Thr Val 
100 105 110 

aag gac aaa tea eta cac ctg agt tct get ate ttg gtt ctt tct gtg 384 
Lys Asp Lys Ser Leu His Leu Ser Ser Ala He Leu Val Leu Ser Val 
115 120 125 

acc aaa cag tct gta cgc ccc ctg cag agg aac cag eat ctg get gac 432 
Thr Lys Gin Ser Val Arg Pro Leu Gin Arg Asn Gin His Leu Ala Asp 
130 135 140 

ate tec aca ggc gca gca ace ace tgc tgg cca gaa gag gta aca tta 480 
He Ser Thr Gly Ala Ala Thr Thr Cys Trp Pro Glu Glu Val Thr Leu 
145 150 155 150 

gta gca tat tea gtt cac acc gaa cgt cat tat gaa aat cag cag aac 528 
Val Ala Tyr Ser Val His Thr Glu Arg His Tyr Glu Asn Gin Gin Asn 
165 170 175 

gga aca cca gaa agg tec agt gae agg ccc ega ggt cac agg gca ggg 576 
Gly Thr Pro Glu Arg Ser Ser Asp Arg Pro Arg Gly His Arg Ala Gly 
180 185 190 



207 



aaa tta get aat gaa ctt att tct get gat gtt cac gtc tgc acc ttc 624 

Lys Leu Ala Asn Glu Leu He Ser Ala Asp Val His Val Cys Thr Phe 
195 200 205 

tac cct act ccc aag ccc tgt gca ggc ttt taa 657 

Tyr Pro Thr Pro Lys Pro Cys Ala Gly Phe * 
210 215 



<210> 206 
<211> 218 
<212> PRT 
<213> Homo sapiens 



<400> 206 

Met Arg Asp Lys Ala Ala Pro Ala Trp Thr Val Leu 

1 5 10 

Gly Val Gin Ala Lys Lys Glu Arg Pro Ser Trp Leu 

20 25 
Leu Cys Ser Thr Thr Pro Val Pro Arg Ala Phe Pro 

35 40 
Gin His Leu Pro Leu Phe Lys Ser Leu Ser Val Ala 
50 55 60 

Arg His Asp Thr Tyr Leu Arg Phe Asn He Leu He 
65 70 75 

Asn Thr Gly Tyr Tyr Trp Gin His His Glu Thr Lys 

85 90 
Leu Pro Thr Pro Pro His Val Thr Leu Gly He Gin 

100 105 
Lys Asp Lys Ser Leu His Leu Ser Ser Ala He Leu 

115 120 
Thr Lys Gin Ser Val Arg Pro Leu Gin Arg Asn Gin 
130 135 140 

He Ser Thr Gly Ala Ala Thr Thr Cys Trp Pro Glu 
145 150 155 

Val Ala Tyr Ser Val His Thr Glu Arg His Tyr Glu 

165 170 
Gly Thr Pro Glu Arg Ser Ser Asp Arg Pro Arg Gly 

180 185 
Lys Leu Ala Asn Glu Leu He Ser Ala Asp Val His 

195 200 
Tyr Pro Thr Pro Lys Pro Cys Ala Gly Phe 
210 215 



Ala 


Leu 


Met 


Gin 






15 




Arg 


Asp 


Ala 


Val 




30 






Met 


Ala 


Lys 


His 


45 








Gin 


Gin 


Lys 


Thr 


Leu 


Arg 


Leu 


Tyr 








80 


Lys 


Gin 


Lys 


Leu 






95 




Cys 


Arg 


Thr 


Val 




110 






Val 


Leu 


Ser 


Val 


125 








His 


Leu 


Ala 


Asp 


Glu 


Val 


Thr 


Leu 








160 


Asn 


Gin 


Gin 


Asn 






175 




His 


Arg 


Ala 


Gly 




190 






Val 


Cys 


Thr 


Phe 



205 



208 



<210> 207 
<211> 354 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(354) 





<400> 


207 


























atg 


aqc 


cca 


ggc 


tat 


ttg 


ctg 


ctg ctg 


ctg 


ctg 


ttg 


gag 


tea 


cct 


gtt 


48 


Met 


Sen 


Pro 


Glv 


Tvr 


Leu 


Leu 


1 pii 1 pij 


Leu 


Leu 


Leu 


Glu 


Ser 


Pro 


Val 




1 








5 








10 










15 






get 




aqQ 


aac 


tgt 


gcc 


act 


gta eta 


cac 


cag 


aac 


age 


tgc 


cat 


etc 


96 


Ala 


Gly 


Arg 


Asn 




Ala 


Thr 


Val Leu 


His 


Gin 


Asn 


Ser 


Cvs 


His 


Leu 










20 








25 










30 








cat 


gac 


aac 


aag 


cac 


gcg 


ctg 


gtg ctg 


cct 


gee 


tgg 


agg 


gga 


gaa 


gag 


144 


His 


Asp 


Asn 




His 


Ala 


Leu 


Val Leu 


Pro 


Ala 


Tro 


Ara 


Glv 


Glu 


Glu 








35 










40 








45 










cac 


aga 


gaa 


ggc 


att 


age 


tac 


tgc cct 


cec 


aga 


cgc 


agg 


aca 


age 


gac 


192 


His 


Arg 


Glu 


Gly 


He 


Ser 


Tyr 


Cys Pro 


Pro 


Arg 


Arg 


Arg 


Thr 


Ser 


Asp 






50 










55 








60 












aga 


att 


tec 


aac 


age 


ate 


ggc 


tac tac 


ggc 


aac 


ace 


ttt 


tta 


etc 


ttg 


240 


Arg 


He 


Ser 


Asn 


Ser 


He 


Gly 


Tyr Tyr 


Gly 


Asn 


Thr 


Phe 


Leu 


Leu 


Leu 




65 










70 








75 










80 




tgc 


acc 


aaa 


ctg 


gee 


gac 


ate 


teg gaa 


caa 


gga 


ggg 


gae 


tgg 


cct 


tec 


288 


Cys 


Thr 


Lys 


Leu 


Ala 


Asp 


He 


Ser Glu 


Gin 


Gly 


Gly 


Asp 


Trp 


Pro 


Ser 












85 








90 










95 






cag 


ate 


cac 


aat 


gee 


gcg 


gaa 


gca gag 


eca 


gcc 


gee 


tct 


cca 


etc 


tec 


335 


Gin 


He 


His 


Asn 


Ala 


Ala 


Glu 


Ala Glu 


Pro 


Ala 


Ala 


Ser 


Pro 


Leu 


Ser 










100 








105 










no 








gcc 


aac 


cgc 


gac 


aag 


taa 




















354 


Ala 


Asn 


Arg 


Asp 


Lys 

























115 



209 



<210> 208 
<211> 117 
<212> PRT 
<213> Homo sapiens 

<400> 208 



Met 


Ser Pro 


Gly 


Tyr 


Leu 


Leu Leu 


Leu 


Leu 


Leu 


Leu 




Ser 


Pro 


Va 1 


1 






5 








10 










15 




Ala 


Gly Arg 


Asn 


Cys 


Ala 


Thr Val 


Leu 


His 


Gin 


Asn 


Ser 


Cys 


His 


Leu 






20 








25 










30 






His 


Asp Asn 


Lys 


His 


Ala 


Leu Val 


Leu 


Pro 


Ala 


Trp 


Arg 


Gly 


Glu 


Glu 




35 








40 










45 








His 


Arg Glu 


Gly 


He 


Ser 


Tyr Cys 


Pro 


Pro 


Arg 


Arg 


Arg 


Thr 


Ser 


Asp 




50 








55 








60 










Arg 


He Ser 


Asn 


Ser 


He 


Gly Tyr 


Tyr 


Gly 


Asn 


Thr 


Phe 


Leu 


Leu 


Leu 


65 








70 








75 










80 


Cys 


Thr Lys 


Leu 


Ala 


Asp 


He Ser 


Glu 


Gin 


Gly 


Gly 


Asp 


Trp 


Pro 


Ser 








85 








90 










95 




Gin 


He His 


Asn 


Ala 


Ala 


Glu Ala 


Glu 


Pro 


Ala 


Ala 


Ser 


Pro 


Leu 


Ser 






100 








105 










110 






Ala 


Asn Arg 


Asp 


Lys 
























115 




























<210> 


209 


























<211> 


693 


























<212> 


DNA 


























<213> 


Homo sapiens 




















<220> 




























<221> 


CDS 


























<222> 


(1) 


...(693) 






















<400> 


209 
























atg 


ggc tec 


ccg 


gcc 


acc 


gcc gcc 


acc 


ggg 


etc 


etc 


etc 


ctg 


ctg 


ctg 


Met 


Gly Ser 


Pro 


Ala 


Thr 


Ala Ala 


Thr 


Gly 


Leu 


Leu 


Leu 


Leu 


Leu 


Leu 


1 






5 








10 










15 




ctg 


ctg ctg 


ctg 


ctg 


ccg 


ccg egg 


etc 


ggc 


egg 


gag 


aga 


aaa 


ggg 


ctg 


Leu 


Leu Leu 


Leu 


Leu 


Pro 


Pro Arg 


Leu 


Gly 


Arg 


Glu 


Arg 


Lys 


Gly 


Leu 






20 








25 










30 






agg 


gaa acg 


tgg 


tec 


ctt 


ata tta 


ctt 


tea 


gcc 


gtg 


ggt 


tgt 


cet 


gag 



210 



Arg Glu Thr Trp Ser Leu lie Leu Leu Ser Ala Val Gly Cys Pro Glu 

35 40 45 

ctg ata gca cgc gat gat cga tgg ttg gac ctt aac tgc cgt act cat 192 

Leu lie Ala Arg Asp Asp Arg Trp Leu Asp Leu Asn Cys Arg Thr His 

50 55 50 

agt gga gac act ate gca tac ccg ttg teg tgt teg act aat ccc gtt 240 

Ser Gly Asp Thr lie Ala Tyr Pro Leu Ser Cys Ser Thr Asn Pro Val 

65 70 75 80 

cgc ggc ggc ctt gtc aac aac gtg ccc ttt ggt cct cca tea cga atg 288 

Arg Gly Gly Leu Val Asn Asn Val Pro Phe Gly Pro Pro Ser Arg Met 

85 90 95 

tgc agt cat teg atg get gag ggc aag ate aca cac ttt gtc gtt tct 336 

Cys Ser His Ser Met Ala Glu Gly Lys He Thr His Phe Val Val Ser 

100 105 110 

tct act ttg gtg gat gtg cct cag tgc ccg cat ggt gca etc ctt gca 384 

Ser Thr Leu Val Asp Val Pro Gin Cys Pro His Gly Ala Leu Leu Ala 

115 120 125 

ggt etc eta ctg tgc etc ccc aag gcc act gga aga ace caa act gee 432 

Gly Leu Leu Leu Cys Leu Pro Lys Ala Thr Gly Arg Thr Gin Thr Ala 

130 135 140 

ate gga ttt cag agt gtc ggc gtc tgc gta aga tta cgc tec att ace 480 

He Gly Phe Gin Ser Val Gly Val Cys Val Arg Leu Arg Ser He Thr 

145 150 155 160 

agt agt tgg caa gtt cat acg ggc cgc cat tgg cac gcc atg gag ggt 528 

Ser Ser Trp Gin Val His Thr Gly Arg His Trp His Ala Met Glu Gly 

165 170 175 

tac tac aga gat aat cct ggc tct aaa tea teg gtg acg ggg aca gtc 576 

Tyr Tyr Arg Asp Asn Pro Gly Ser Lys Ser Ser Val Thr Gly Thr Val 

180 185 190 

tac gac atg aca tec tec aga aaa tec acc gtg ttg gta aag gtg etc 624 

Tyr Asp Met Thr Ser Ser Arg Lys Ser Thr Val Leu Val Lys Val Leu 

195 200 205 



211 



aaa aga egg aat get ate tet egc teg caa tgg tgt ctt tct cga gag 672 
Lys Arg Arg Asn Ala He Ser Arg Ser Gin Trp Cys Leu Ser Arg Glu 
210 215 220 

get ata gaa ggc aga aaa tag 693 
Ala He Glu Gly Arg Lys * 
225 230 



<210> 210 
<211> 230 
<212> PRT 
<213> Homo sapiens 



<400> 210 



Met Gly 


Ser 


Pro 


Ala 


Thr 


Ala 


Ala 


1 






5 








Leu Leu 


Leu 


Leu 


Leu 


Pro 


Pro 


Arg 






20 










Arg Glu 


Thr 


Trp 


Ser 


Leu 


He 


Leu 




35 










40 


Leu He 


Ala 


Arg 


Asp 


Asp 


Arg 


Trp 


50 










55 




Ser Gly 


Asp 


Thr 


He 


Ala 


Tyr 


Pro 


65 








70 






Arg Gly 


Gly 


Leu 


Val 


Asn 


Asn 


Val 








85 








Cys Ser 


His 


Ser 


Met 


Ala 


Glu 


Gly 






100 










Ser Thr 


Leu 


Val 


Asp 


Val 


Pro 


Gin 




115 










120 


Gly Leu 


Leu 


Leu 


Cys 


Leu 


Pro 


Lys 


130 










135 




He Gly 


Phe 


Gin 


Ser 


Val 


Gly 


Val 


145 








150 






Ser Ser 


Trp 


Gin 


Val 


His 


Thr 


Gly 








155 








Tyr Tyr 


Arg 


Asp 


Asn 


Pro 


Gly 


Ser 






180 










Tyr Asp 


Met 


Thr 


Ser 


Ser 


Arg 


Lys 




195 










200 


Lys Arg 


Arg 


Asn 


Ala 


He 


Ser 


Arg 


210 










215 





Thr 


Gly 


Leu 


Leu 


Leu 


Leu 


Leu 


Leu 




10 










15 




Leu 


Gly 


Arg 


Glu 


Arg 


Lys 


Gly 


Leu 


25 










30 






Leu 


Ser 


Ala 


Val 


Gly 


Cys 


Pro 


Glu 










45 








Leu 


Asp 


Leu 


Asn 


Cys 


Arg 


Thr 


His 








60 










Leu 


Ser 


Cys 


Ser 


Thr 


Asn 


Pro 


Val 






75 










80 


Pro 


Phe 


Gly 


Pro 


Pro 


Ser 


Arg 


Met 




90 










95 




Lys 


He 


Thr 


His 


Phe 


Val 


Val 


Ser 


105 










110 






Cys 


Pro 


His 


Gly 


Ala 


Leu 


Leu 


Ala 










125 








Ala 


Thr 


Gly 


Arg 


Thr 


Gin 


Thr 


Ala 








140 










Cys 


Val 


Arg 


Leu 


Arg 


Ser 


He 


Thr 






155 










160 


Arg 


His 


Trp 


His 


Ala 


Met 


Glu 


Gly 




170 










175 




Lys 


Ser 


Ser 


Val 


Thr 


Gly 


Thr 


Val 


185 










190 






Ser 


Thr 


Val 


Leu 


Val 


Lys 


Val 


Leu 










205 








Ser 


Gin 


Trp 


Cys 


Leu 


Ser 


Arg 


Glu 



220 



212 



Ala He Glu Gly Arg Lys 
225 230 

<210> 211 
<211> 307 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(307) 





<400> 


211 
























atg 


etc 


ctg 


ctg 


ctg 


etc 


ctt 


gaa aca ctg 


get 


gtg 


ttt 


gca 


ctg 


agg 


48 


Met 


Leu 


Leu 


Leu 


Leu 


Leu 


Leu 


Glu Thr Leu 


Ala 


Val 


Phe 


Ala 


Leu 


Arg 




1 








5 






10 










15 






cca 


tgc 


etc 


age 


cag 


cga 


ctg 


agt gtg aca 


agg 


att 


etc 


agt 


cct 


gtt 


96 


Pro 


Cys 


Leu 


Ser 


Gin 


Arg 


Leu 


Ser Val Thr 


Arg 


He 


Leu 


Ser 


Pro 


Val 










20 








25 








30 








cct 


ggg 


aga 


tgt 


gag 


att 


cct 


ttg ctg gca 


aac 


ttc 


age 


ttg 


aat 


att 


144 


Pro 


Gly 


Arg 


Cys 


Glu 


He 


Pro 


Leu Leu Ala 


Asn 


Phe 


Ser 


Leu 


Asn 


He 








35 










40 






45 










ccc 


cag 


gtt 


age 


caa 


ttc 


cca 


gag ata ata 


caa 


caa 


ctt 


get 


aca 


eta 


192 


Pro 


Gin 


Val 


Ser 


Gin 


Phe 


Pro 


Glu He He 


Gin 


Gin 


Leu 


Ala 


Thr 


Leu 






50 










55 






60 












gca 


tgc 


ttt 


tea 


ggt 


tea 


aat 


eta cca att 


caa 


age 


cct 


tac 


ace 


caa 


240 


Ala 


Cys 


Phe 


Ser 


Gly 


Ser 


Asn 


Leu Pro He 


Gin 


Ser 


Pro 


Tyr 


Thr 


Gin 




65 










70 






75 










80 




cca 


cct 


act 


tta 


tct 


ggc 


tct 


tgc act ctg 


ggt 


cac 


tat 


cca 


ctt 


gee 


288 


Pro 


Pro 


Thr 


Leu 


Ser 


Gly 


Ser 


Cys Thr Leu 


Gly 


His 


Tyr 


Pro 


Leu 


Ala 












85 






90 










95 






eta 


ate 


ace 


tea 


gga 


cca 


g 
















307 


Leu 


He 


Thr 


Ser 


Gly 


Pro 





















100 

<210> 212 



213 



<211> 102 
<212> PRT 
<213> Homo sapiens 

<400> 212 



Met 


Leu 


Leu 


Leu 


Leu 


Leu 


Leu 


Glu Thr Leu Ala Val 


Phe Ala Leu 


Arg 


1 








5 






10 


15 




Pro 


Cys 


Leu 


Ser 


Gin 


Arg 


Leu 


Ser Val Thr Arg lie 


Leu Ser Pro 


Val 








20 








25 


30 




Pro 


Gly 


Arg 


Cys 


Glu 


He 


Pro 


Leu Leu Ala Asn Phe 


Ser Leu Asn 


He 






35 










40 


45 




Pro 


Gin 


Val 


Ser 


Gin 


Phe 


Pro 


Glu lie He Gin Gin 


Leu Ala Thr 


Leu 




50 










55 


60 






Ala 


Cys 


Phe 


Ser 


Gly 


Ser 


Asn 


Leu Pro He Gin Ser 


Pro Tyr Thr 


Gin 


65 










70 




75 




80 


Pro 


Pro 


Thr 


Leu 


Ser 


Gly 


Ser 


Cys Thr Leu Gly His 


Tyr Pro Leu 


Ala 










85 






90 


95 




Leu 


He 


Thr 


Ser 


Gly 


Pro 











100 



<210> 213 
<211> 615 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 





<222> 


(1) 


..(615) 












<400> 


213 














atg 


tea cct 


cca 


age 


acc 


tec 


tgg ggt tgc ctg tec 


tct etc etc 


ttc 


Met 


Ser Pro 


Pro 


Ser 


Thr 


Ser 


Trp Gly Cys Leu Ser 


Ser Leu Leu 


Phe 


1 






5 






10 


15 




ctg 


ctg age 


ccc 


tgg 


gtc 


eaa 


gga eet ece ace tte 


aaa aaa gta 


aaa 


Leu 


Leu Ser 


Pro 


Trp 


Val 


Gin 


Gly Pro Pro Thr Phe 


Lys Lys Val 


Lys 






20 








25 


30 




aca 


gca cag 


ccc 


aga 


ccc 


agg 


ggt aaa att cat gtc 


ate act tct 


tec 


Thr 


Ala Gin 


Pro 


Arg 


Pro 


Arg 


Gly Lys He His Val 


He Thr Ser 


Ser 




35 










40 


45 





tgg gcc age acc caa ata cct cct gag cca cag gaa cac gat gee tct 



192 



214 



Trp Ala Ser Thr Gin He Pro Pro Glu Pro Gin Glu His Asp Ala Ser 

50 55 60 

gtg gcc ctg aca gcc act gcc gat tgt cct ggg agg ggc ctt cag gga 240 

Val Ala Leu Thr Ala Thr Ala Asp Cys Pro Gly Arg Gly Leu Gin Gly 

65 70 75 80 

acc gca cag gaa gga ggg tgc age tea gcc cgt ttt caa ate cag cag 288 

Thr Ala Gin Glu Gly Gly Cys Ser Ser Ala Arg Phe Gin He Gin Gin 
85 90 95 

gat gtt cat gac etc ect gca gae act aat gga cag aac gtc aca gca 336 

Asp Val His Asp Leu Pro Ala Asp Thr Asn Gly Gin Asn Val Thr Ala 
100 105 110 

gtc tgc ttc cct cac ctg tac ggg ggt tac ccc aga tea ccc cca gtc 384 

Val Cys Phe Pro His Leu Tyr Gly Gly Tyr Pro Arg Ser Pro Pro Val 

115 120 125 

acc gac tgc atg caa ate tct gtc tea gag ttt ggt ccc age aca ttc 432 

Thr Asp Cys Met Gin He Ser Val Ser Glu Phe Gly Pro Ser Thr Phe 

130 135 140 

aac eta ggg eat gta gga cca ccc teg ttt cac gat aaa caa cca aaa 480 

Asn Leu Gly His Val Gly Pro Pro Ser Phe His Asp Lys Gin Pro Lys 

145 150 155 160 

cag ggc agt tac gtg atg tgc gta aga tgg cac gac tea cac gtg ceg 528 

Gin Gly Ser Tyr Val Met Cys Val Arg Trp His Asp Ser His Val Pro 
165 170 175 

cag ctg gaa ctt aaa etc eat ceg gae tee aag gee ace ctg ttg tct 576 

Gin Leu Glu Leu Lys Leu His Pro Asp Ser Lys Ala Thr Leu Leu Ser 
180 185 190 

etc cac aat caa tgc tea gag cac age ctg caa ctg taa 615 

Leu His Asn Gin Cys Ser Glu His Ser Leu Gin Leu * 

195 200 



<210> 214 
<211> 204 
<212> PRT 



<213> Homo sapiens 



<400> 214 



Met Ser 


Pro Pro Ser 


Thr Ser Trp Gly Cys 


Leu Ser Ser Leu 


Leu 


Phe 


1 


5 


10 




15 




Leu Leu 


Ser Pro Trp 


Val Gin Gly Pro Pro 


Thr Phe Lys Lys 


Val 


Lys 




20 


25 


30 






Thr Ala 


G1n Pro Arg 


Pro Arg Gly Lys He 


His Val He Thr 


Ser 


Ser 




35 


40 


45 






Trp Al a 


Ser Thr Gin 


He Pro Pro Glu Pro 


Gin Glu His Asp 


Ala 


Ser 


50 




55 


60 






Val Ala 


Leu Thr Al a 


Thr Ala Asp Cys Pro 


Gly Arg Gly Leu 


Gin 


Gly 


65 




70 


75 




80 


Thr Ala 


Gin Glu Gly 


Gly Cys Ser Ser Ala 


Arg Phe Gin He 


Gin 


Gin 




85 


90 




95 




Asn Val 


His Asn Leu 


Pro Ala Asp Thr Asn 


Gly Gin Asn Val 


Thr 


Ala 


100 


105 


110 






Val Cvs 


Phe Pro His 


Leu Tyr Gly Gly Tyr 


Pro Arg Ser Pro 


Pro 


Val 






120 


125 






Thr Asp 


Cys Met Gin 


He Ser Val Ser Glu 


Phe Gly Pro Ser 


Thr 


Phe 


130 




135 


140 






Asn Leu 


Gly His Val 


Gly Pro Pro Ser Phe 


His Asp Lys Gin 


Pro 


Lys 


145 




150 


155 




160 


G1n Gly 


Ser Tyr Val 


Met Cys Val Arg Trp 


His Asp Ser His 


Val 


Pro 




165 


170 




175 




Gin Leu 


Glu Leu Lys 


Leu His Pro Asp Ser 


Lys Ala Thr Leu 


Leu 


Ser 




180 


185 


190 






Leu His 


Asn Gin Cys 


Ser Glu His Ser Leu 


Gin Leu 








195 


200 









<210> 215 

<211> 483 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(483) 

<400> 215 

atg cct gat gtc tgg ggt cca get get get gcc agt get gcc tct tct 

Met Pro Asp Val Trp Gly Pro Ala Ala Ala Ala Ser Ala Ala Ser Ser 

15 10 15 



216 



get gcc aac ccc act ctt ttc ate etc ctg ctg ctt cca cca aca ttt 
Ala Ala Asn Pro Thr Leu Phe He Leu Leu Leu Leu Pro Pro Thr Phe 
20 25 30 



96 



ctg ctg cca teg cca aaa tta cag atg ctg cca gea ctg cag ctt tge 
Leu Leu Pro Ser Pro Lys Leu Gin Met Leu Pro Ala Leu Gin Leu Cys 
35 40 45 



144 



ttc ccc cct get gtc ttg ttg ctg cat tgc cat ggc ate agg caa ggg 
Phe Pro Pro Ala Val Leu Leu Leu His Cys His Gly He Arg Gin Gly 
50 55 60 



192 



ttc agg ggc eta ggc aaa tgg act gtg gea ctt gta tgt etc cct cct 
Phe Arg Gly Leu Gly Lys Trp Thr Val Ala Leu Val Cys Leu Pro Pro 
65 70 75 80 



240 



gga aaa tgc agg eta tee aat aaa ggg gag aga gga aca ggg cag age 
Gly Lys Cys Arg Leu Ser Asn Lys Gly Glu Arg Gly Thr Gly Gin Ser 
85 90 95 



288 



act ata aaa ggc aaa cac cgt ggt gaa att tgc age ace ate egg ctg 
Thr He Lys Gly Lys His Arg Gly Glu He Cys Ser Thr He Arg Leu 
100 105 110 



336 



cca aat tta gea tec agg tea ctg gtg cca egg aaa geg ttg cca ctg 
Pro Asn Leu Ala Ser Arg Ser Leu Val Pro Arg Lys Ala Leu Pro Leu 
115 120 125 



384 



atg ctt gtg ecg gga aag gea cct etc etc tgc ttc agt gtc cat get 
Met Leu Val Pro Gly Lys Ala Pro Leu Leu Cys Phe Ser Val His Ala 
130 135 140 



432 



aag gga aac eta atg cct cac act gae aaa aat gea ccc agt gga tct 
Lys Gly Asn Leu Met Pro His Thr Asp Lys Asn Ala Pro Ser Gly Ser 
145 150 155 160 



480 



taa 



483 



<210> 216 



217 



<211> 160 
<212> PRT 
<213> Homo sapiens 



<400> 216 



Met Pro Asp Val Trp 


Gly 


Pro Ala 


1 5 






A1a A1a Asn Pro Thr 


Leu 


Phe He 


20 






1 pii 1 pu Pro Ser Pro 


Lys 


Leu Gin 






40 


Php Pro Pro Al a Val 

riic. iiw iiW niu vL,(t 


Leu 


Leu Leu 


ou 




55 


Phe Arg G1y Leu Gly 


Lys 


Trp Thr 


65 


70 




Gly Lys Cys Arg Leu 


Ser 


Asn Lys 


85 






Thr He Lys Gly Lys 


His 


Arg Gly 


100 






Pro Asn Leu Ala Ser 


Arg 


Ser Leu 


115 




120 


Met Leu Val Pro Gly 


Lys 


Ala Pro 


130 




135 


Lys Gly Asn Leu Met 


Pro 


His Thr 


145 


150 





Ala Ala Ala Ser Ala Ala Ser Ser 

10 15 
Leu Leu Leu Leu Pro Pro Thr Phe 
25 30 
Met Leu Pro Ala Leu Gin Leu Cys 
45 

His Cys His Gly He Arg Gin Gly 
60 

Val Ala Leu Val Cys Leu Pro Pro 
75 80 
Gly Glu Arg Gly Thr Gly Gin Ser 

90 95 
Glu He Cys Ser Thr He Arg Leu 
105 110 
Val Pro Arg Lys Ala Leu Pro Leu 
125 

Leu Leu Cys Phe Ser Val His Ala 
140 

Asp Lys Asn Ala Pro Ser Gly Ser 
155 160 



<210> 217 
<211> 240 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(240) 



<400> 217 

atg acc aac aga ttc ttg etc ctg tta tct tct ttc cag cag gtc tat 48 
Met Thr Asn Arg Phe Leu Leu Leu Leu Ser Ser Phe Gin Gin Val Tyr 
15 10 15 

ggg gac cgt aaa act gtt aaa gac ttt tgt tea ggc tec etc aac agt 96 
Gly Asp Arg Lys Thr Val Lys Asp Phe Cys Ser Gly Ser Leu Asn Ser 
20 25 30 



218 



gaa atg atg tec cct ccc ccc aca tct gtg ttg ate tac ttt act etc 144 

Glu Met Met Ser Pro Pro Pro Thr Ser Val Leu He Tyr Phe Thr Leu 

35 40 45 

aat egg tgc ate ctt cca cat ggg aaa atg gaa tat agg gca tea gtg 192 

Asn Arg Cys He Leu Pro His Gly Lys Met Glu Tyr Arg Ala Ser Val 

50 55 60 

cat tct ctg gtt gta get tct tgc tta tat cat caa gga aat gat tag 240 

His Ser Leu Val Val Ala Ser Cys Leu Tyr His Gin Gly Asn Asp * 

65 70 75 



<210> 218 
<211> 79 
<212> PRT 
<213> Homo sapiens 





<400> 218 










Met Thr Asn Arg Phe 


Leu Leu Leu Leu Ser Ser 


Phe 


Gin Gin Val Tyr 




1 5 


10 




15 




Gly Asp Arg Lys Thr 


Val Lys Asp Phe Cys Ser 


Gly 


Ser Leu Asn Ser 




20 


25 




30 




Glu Met Met Ser Pro 


Pro Pro Thr Ser Val Leu 


He 


Tyr Phe Thr Leu 




35 


40 




45 




Asn Arg Cys He Leu 


Pro His Gly Lys Met Glu 


Tyr 


Arg Ala Ser Val 




50 


55 


60 






His Ser Leu Val Val 


Ala Ser Cys Leu Tyr His 


Gin 


Gly Asn Asp 




65 


70 75 







<210> 219 
<211> 681 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(681) 

<400> 219 

atg aat ctg cag cac cag ccc ctg cca gtc tec cac age cag ggt ggc 48 
Met Asn Leu Gin His Gin Pro Leu Pro Val Ser His Ser Gin Gly Gly 



219 



1 



10 



15 



caa gcc etc agg get ctg cag gac aat cct egg cgt ctg ctg ctg ctg 
Gin Ala Leu Arg Ala Leu Gin Asp Asn Pro Arg Arg Leu Leu Leu Leu 
20 25 30 



96 



ctg ctg ctg ctg gaa cct tct cag ggt gtc etc tgc tgg cag gca ggc 
Leu Leu Leu Leu 61 u Pro Ser Gin Gly Val Leu Cys Trp Gin Ala Gly 
35 40 45 



144 



ttc gca cac age etc tgc cag ggc tgt gca cag cag gca gca cca ggc 
Phe Ala His Ser Leu Cys Gin Gly Cys Ala Gin Gin Ala Ala Pro Gly 
50 55 60 



192 



cae age att gac tgg eta ttt gtg caa cgc tgg ttg aag acg cca gtg 
His Ser He Asp Trp Leu Phe Val Gin Arg Trp Leu Lys Thr Pro Val 
65 70 75 80 



240 



ace tgg aaa agg gee caa gee agg ccg egg ccg egg etc etc gac tec 
Thr Trp Lys Arg Ala Gin Ala Arg Pro Arg Pro Arg Leu Leu Asp Ser 
85 90 95 



288 



tee ggt cae ctg gee cca gee tgg gac cge tec cgc etc cag ccg ctg 
Ser Gly His Leu Ala Pro Ala Trp Asp Arg Ser Arg Leu Gin Pro Leu 
100 105 110 



336 



gaa age ate tec agg ctg gtg geg egg act ttc atg gaa aca tea eet 
Glu Ser He Ser Arg Leu Val Ala Arg Thr Phe Met Glu Thr Ser Pro 
115 120 125 



384 



etc ttc aaa gga tee ttg gat cec cca aaa gag aae ace age tct ggg 432 

Leu Phe Lys Gly Ser Leu Asp Pro Pro Lys Glu Asn Thr Ser Ser Gly 
130 135 140 

ate gcc agg cec tgg etc age tct cca cec tgt aat gaa atg gee age 480 

He Ala Arg Pro Trp Leu Ser Ser Pro Pro Cys Asn Glu Met Ala Ser 

145 150 155 160 



tat ctg gga cat tac tgt age etc etc gcc ate aga act gtc act cec 
Tyr Leu Gly His Tyr Cys Ser Leu Leu Ala He Arg Thr Val Thr Pro 
165 170 175 



528 



get gee ate ate etc tec ttc age ace ate tec att etc ate act cge 



576 



220 



Ala Ala He He Leu Ser Phe Ser Thr He Ser He Leu He Thr Arg 
180 185 190 

ate acc acc acc tea cae aga ace ate tgc ate ctt ctg etc ace cag 624 
He Thr Thr Thr Ser His Arg Thr He Cys He Leu Leu Leu Thr Gin 
195 200 205 

tgg acc etc ttc tee ctg tac eca ggg agg aac cct ate age att tgc 672 
Trp Thr Leu Phe Ser Leu Tyr Pro Gly Arg Asn Pro He Ser He Cys 
210 215 220 

tgc ctt tga 681 

Cys Leu * 

225 



<210> 220 
<211> 226 
<212> PRT 
<213> Homo sapiens 

<400> 220 
Met Asn Leu Gin His 
1 5 
Gin Ala Leu Arg Ala 
20 

Leu Leu Leu Leu Glu 
35 

Phe Ala His Ser Leu 
50 

His Ser He Asp Trp 
65 

Thr Trp Lys Arg Ala 
85 

Ser Gly His Leu Ala 
100 

Glu Ser He Ser Arg 
115 

Leu Phe Lys Gly Ser 
130 

He Ala Arg Pro Trp 
145 

Tyr Leu Gly His Tyr 



Gin Pro Leu 

Leu Gin Asp 

Pro Ser Gin 
40 

Cys Gin Gly 
55 

Leu Phe Val 
70 

Gin Ala Arg 

Pro Ala Trp 

Leu Val Ala 
120 

Leu Asp Pro 

135 
Leu Ser Ser 
150 

Cys Ser Leu 



Pro Val 
10 

Asn Pro 
25 

Gly Val 

Cys Ala 

Gin Arg 

Pro Arg 
90 
Asp Arg 
105 

Arg Thr 
Pro Lys 
Pro Pro 
Leu Ala 



Ser His 

Arg Arg 

Leu Cys 

Gin Gin 
60 
Trp Leu 
75 

Pro Arg 

Ser Arg 

Phe Met 

Glu Asn 
140 
Cys Asn 
155 

He Arg 



Ser Gin Gly Gly 
15 

Leu Leu Leu Leu 
30 

Trp Gin Ala Gly 
45 

Ala Ala Pro Gly 

Lys Thr Pro Val 
80 

Leu Leu Asp Ser 
95 

Leu Gin Pro Leu 
110 

Glu Thr Ser Pro 
125 

Thr Ser Ser Gly 

Glu Met Ala Ser 
160 

Thr Val Thr Pro 



221 



165 170 175 

Ala Ala He lie Leu Sen Phe Ser Thr He Ser He Leu He Thr Arg 

180 185 190 

He Thr Thr Thr Ser His Arg Thr He Cys He Leu Leu Leu Thr Gin 

195 200 205 

Trp Thr Leu Phe Ser Leu Tyr Pro Gly Arg Asn Pro He Ser He Cys 

210 215 220 

Cys Leu 
225 



<210> 221 
<211> 441 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(441) 



<400> 221 

atg aca agg ctt ttt tgg ctg tgt gtg tec age tgt tec atg cca gga 
Met Thr Arg Leu Phe Trp Leu Cys Val Ser Ser Cys Ser Met Pro Gly 
15 10 15 



48 



gga gga gga gtt aca tgc tgg aag ctt gca gat age ctg ggg ctg ctg 
Gly Gly Gly Val Thr Cys Trp Lys Leu Ala Asp Ser Leu Gly Leu Leu 
20 25 30 



96 



etc gee ttg ctg egg ttg gtg gca get ace gag act acc teg cae eag 
Leu Ala Leu Leu Arg Leu Val Ala Ala Thr Glu Thr Thr Ser His Gin 
35 40 45 



144 



age gge ctg gee ggg eag gee eeg cag cge tee tae tec etc ttc ceg 192 
Ser Gly Leu Ala Gly Gin Ala Pro Gin Arg Ser Tyr Ser Leu Phe Pro 
50 55 60 

gee cet gga ctt geg get get gee aca act age gca gat gtc act ata 240 
Ala Pro Gly Leu Ala Ala Ala Ala Thr Thr Ser Ala Asp Val Thr He 
65 70 75 80 



aec ate get get gtt gee etc aat gea ctg gee cac eet aca aag etc 
Thr He Ala Ala Val Ala Leu Asn Ala Leu Ala His Pro Thr Lys Leu 
85 90 95 



288 



222 



eta eta cct ggc cac cgc cgc age cet gee ect gee atg gee aea get 335 
Leu Leu Pro Gly His Arg Arg Ser Pro Ala Pro Ala Met Ala Thr Ala 
100 105 110 

ggc cgt cct cct acc get ctg gtg eg a ggt agt ete ggt age tge eae 384 
Gly Arg Pro Pro Thr Ala Leu Val Arg Gly Ser Leu Gly Ser Cys His 
115 120 125 



caa ccg cag caa ggc gag cag cag ccc eta ggc tat ctg caa get tec 
Gin Pro Gin Gin Gly Glu Gin Gin Pro Leu Gly Tyr Leu Gin Ala Ser 
130 135 140 

age atg taa 
Ser Met * 
145 



432 



441 



<21Q> 
<211> 
<212> 
<213> 

<400> 
Met Thr Arg 
1 

Gly Gly Gly 

Leu Ala Leu 
35 

Ser Gly Leu 
50 

Ala Pro Gly 
65 

Thr He Ala 



222 
146 
PRT 

Homo sapiens 
222 

Leu Phe Trp Leu 
5 

Val Thr Cys Trp 
20 

Leu Arg Leu Val 



Ala Gly Gin Ala 
55 

Leu Ala Ala Ala 
70 

Ala Val Ala Leu 
85 

Leu Leu Pro Gly His Arg Arg 
100 

Pro Thr Ala Leu 



Gly Arg Pro 
115 

Gin Pro Gin 

130 
Ser Met 



Gin Gly Glu Gin 
135 



Cys Val Ser 
10 

Lys Leu Ala 
25 

Ala Ala Thr 
40 

Pro Gin Arg 

Ala Thr Thr 

Asn Ala Leu 
90 

Ser Pro Ala 

105 
Val Arg Gly 
120 

Gin Pro Leu 



Ser Cys Ser Met 
Asp Ser 
Glu Thr 



Ser Tyr 
60 

Ser Ala 
75 

Ala His 

Pro Ala 

Ser Leu 

Gly Tyr 
140 



Leu Gly 
30 
Thr Ser 
45 

Ser Leu 



Asp Val 

Pro Thr 

Met Ala 
110 
Gly Ser 
125 

Leu Gin 



Pro Gly 
15 

Leu Leu 

His Gin 

Phe Pro 

Thr He 
80 

Lys Leu 
95 

Thr Ala 
Cys His 
Ala Ser 



223 



145 



<210> 223 
<211> 575 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(576) 

<400> 223 

atg aag gca tec tgg gtg cac ctg gcg etc tgc ctg gcc cac age gea 

Met Lys Ala Sen Trp Val His Leu A1a Leu Cys Leu Ala His Ser Ala 
15 10 15 

cgt ggg gca gac etc agg ceg cag tea egg gge tgc tea ggt get gcg 
Arg Gly Ala Asp Leu Arg Pro Gin Sen Arg Gly Cys Ser Gly Ala Ala 
20 25 30 



ceg tgt gcc aat gac gee tea ate aag ctg eta aac gaa gge egg age 
Pro Cys Ala Asn Asp Ala Ser He Lys Leu Leu Asn Glu Gly Arg Ser 
65 70 75 80 

age cet gcc tgt ggg get gta atg ttt tct gca gee ttg atg age cgc 
Ser Pro Ala Cys Gly Ala Val Met Phe Ser Ala Ala Leu Met Ser Arg 
85 90 95 

cct ggg ctg ttt caa agg gaa cgc age agt etc etc ttg act tec gea 
Pro Gly Leu Phe Gin Arg Glu Arg Ser Ser Leu Leu Leu Thr Ser Ala 
100 105 110 

gtg gcc gta ttc ctg gge cgt gcg gta aac agg gag tat eta gge teg 
Val Ala Val Phe Leu Gly Arg Ala Val Asn Arg Glu Tyr Leu Gly Ser 
115 120 125 



48 



96 



atg gga gaa gag cea gga agt gag tct cea cec agt gee get cag tea 144 
Met Gly Glu Glu Pro Gly Ser Glu Ser Pro Pro Ser Ala Ala Gin Ser 
35 40 45 

egg gac cea gaa etc act gaa ceg cec aeg tta atg aeg cgc agt teg 192 
Arg Asp Pro Glu Leu Thr Glu Pro Pro Thr Leu Met Thr Arg Ser Ser 
50 55 60 



240 



288 



336 



384 



224 



gat ggt tac aga egg ctt tec ccg tgg gcg gcg tec cgt ggg ccc tat 
Asp Gly Tyr Arg Arg Leu Ser Pro Trp Ala Ala Ser Arg Gly Pro Tyr 
130 135 140 

gca age tgc gca ggc cgc cct ggg etc tge egc gag tge gtg ggc gge 
Ala Ser Cys Ala Gly Arg Pro Gly Leu Cys Arg Glu Cys Val Gly Gly 
145 150 155 160 

agg aeg gtg eat cee ggg cct eca ccg gtc aaa tgc tec aca ctg aec 
Arg Thr Val His Pro Gly Pro Pro Pro Val Lys Cys Ser Thr Leu Thr 
165 170 175 



ace gca gca ccc ccc cgc tet ccc ggg caa att eta aag ctt ccc tag 
Thr Ala Ala Pro Pro Arg Ser Pro Gly Gin He Leu Lys Leu Pro * 
180 185 190 



<210> 224 
<211> 191 
<212> PRT 
<213> Homo sapiens 

<400> 224 

Met Lys Ala Ser Trp Val His Leu Ala Leu Cys Leu Ala His Ser Ala 

15 10 15 

Arg Gly Ala Asp Leu Arg Pro Gin Ser Arg Gly Cys Ser Gly Ala Ala 

20 25 30 

Met Gly Glu Glu Pro Gly Ser Glu Ser Pro Pro Ser Ala Ala Gin Ser 

35 40 45 

Arg Asp Pro Glu Leu Thr Glu Pro Pro Thr Leu Met Thr Arg Ser Ser 

50 55 60 

Pro Cys Ala Asn Asp Ala Ser He Lys Leu Leu Asn Glu Gly Arg Ser 
65 70 75 80 

Ser Pro Ala Cys Gly Ala Val Met Phe Ser Ala Ala Leu Met Ser Arg 

85 90 95 

Pro Gly Leu Phe Gin Arg Glu Arg Ser Ser Leu Leu Leu Thr Ser Ala 

100 105 110 

Val Ala Val Phe Leu Gly Arg Ala Val Asn Arg Glu Tyr Leu Gly Ser 

115 120 125 

Asp Gly Tyr Arg Arg Leu Ser Pro Trp Ala Ala Ser Arg Gly Pro Tyr 

130 135 140 

Ala Ser Cys Ala Gly Arg Pro Gly Leu Cys Arg Glu Cys Val Gly Gly 



225 



145 150 155 150 

Arg Thr Val His Pro Gly Pro Pro Pro Val Lys Cys Ser Thr Leu Thr 

155 170 175 

Thr Ala Ala Pro Pro Arg Ser Pro Gly Gin He Leu Lys Leu Pro 
180 185 190 



<210> 225 
<211> 870 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(870) 



<400> 225 

atg aac agt get ttc ttg ttg ctt ttt get tgt ate cte aca gee ctt 

Met Asn Ser Ala Phe Leu Leu Leu Phe Ala Cys He Leu Thr Ala Leu 

15 10 15 

ctt tec get tee tge ete ttt aag gge ata gat aat aea gaa gea gaa 
Leu Ser Ala Ser Cys Leu Phe Lys Gly He Asp Asn Thr Glu Ala Glu 
20 25 30 

aag ega gae ece cag gaa ete gtg gee tee ttt tet gaa aga gtt egg 
Lys Arg Asp Pro Gin Glu Leu Val Ala Ser Phe Ser Glu Arg Val Arg 
35 40 45 

aac atg teg cet gat gaa ate aag ate ceg eca gaa cee eet gge aga 
Asn Met Ser Pro Asp Glu He Lys He Pro Pro Glu Pro Pro Gly Arg 
50 55 50 

tgt tea aat cae ttg eaa aat cac gtc acc etc cgt gcc aga caa cea 
Cys Ser Asn His Leu Gin Asn His Val Thr Leu Arg Ala Arg Gin Pro 
65 70 75 80 

gae aac aag cte cag cet eta aca ggt eca tct ccc tgg gag agt gga 
Asp Asn Lys Leu Gin Pro Leu Thr Gly Pro Ser Pro Trp Glu Ser Gly 
85 90 95 

ggg cea tea gga age ttg ctt aga gea get gag ctg gat tta aaa gtt 
Gly Pro Ser Gly Ser Leu Leu Arg Ala Ala Glu Leu Asp Leu Lys Val 
100 105 110 



48 



96 



144 



192 



240 



288 



336 



226 



gtg aag gtt ttg tgt cag ccc cag gag ctg gat ggt tea ggt ccc atg 384 

Val Lys Val Leu Cys Gin Pro Gin Glu Leu Asp Gly Ser Gly Pro Met 
115 120 . 125 

cag gga cgt gga ctt gtg cct get cag cgc egg cac tgt tct ttc age 432 

Gin Gly Arg Gly Leu Val Pro Ala Gin Arg Arg His Cys Ser Phe Ser 
130 135 140 

ate tae gag aag ctg ate cag ttc tgt gcc att gac gag ctt ggc acc 480 

He Tyr Glu Lys Leu He Gin Phe Cys Ala He Asp Glu Leu Gly Thr 

145 150 155 160 

aae tae cca aag gat atg ttt gat ccc cat ggc tgg tct gag gac tec 528 

Asn Tyr Pro Lys Asp Met Phe Asp Pro His Gly Trp Ser Glu Asp Ser 
155 170 175 

tae tat gag gea tta gee aag gee cag aaa att gag atg gac aaa ttg 576 

Tyr Tyr Glu Ala Leu Ala Lys Ala Gin Lys He Glu Met Asp Lys Leu 
180 185 190 

gaa aag gee aaa aag gag ega aca aaa att gag ttt gtg acg ggc acc 624 

Glu Lys Ala Lys Lys Glu Arg Thr Lys He Glu Phe Val Thr Gly Thr 
195 200 205 

aaa aaa ggc acc acg ace aae gcc aeg tec ace ace act acc act gcc 672 

Lys Lys Gly Thr Thr Thr Asn Ala Thr Ser Thr Thr Thr Thr Thr Ala 
210 215 220 

age aca get gtt gca gat get cag aag aga aag age aag tgg gat teg 720 

Ser Thr Ala Val Ala Asp Ala Gin Lys Arg Lys Ser Lys Trp Asp Ser 

225 230 235 240 

get ate cca gtg aca acg ata gcc cag ccc acc ate etc acc acc aca 758 

Ala He Pro Val Thr Thr He Ala Gin Pro Thr He Leu Thr Thr Thr 
245 250 255 

gee ace ctg eea get gtt gte aeg gte acc acc age gee age ggc tec 816 

Ala Thr Leu Pro Ala Val Val Thr Val Thr Thr Ser Ala Ser Gly Ser 
260 265 270 

aag ace acc gte ate tct get gtg ggc acc att gtg aag aag gcc aag 864 

Lys Thr Thr Val He Ser Ala Val Gly Thr He Val Lys Lys Ala Lys 



275 



280 



285 



cag tga 
Gin * 



<210> 226 
<211> 289 
<212> PRT 
<213> Homo sapiens 

<400> 225 

Met Asn Ser Ala Phe Leu Leu Leu Phe Ala Cys He Leu Thr Ala Leu 
15 10 15 

Leu Ser Ala Sen Cys Leu Phe Lys Gly He Asp Asn Thr Glu Ala Glu 

20 25 30 

Lys Arg Asp Pro Gin Glu Leu Val Ala Ser Phe Ser Glu Arg Val Arg 

35 40 45 

Asn Met Ser Pro Asp Glu He Lys He Pro Pro Glu Pro Pro Gly Arg 

50 55 60 

Cys Ser Asn His Leu Gin Asn His Val Thr Leu Arg Ala Arg Gin Pro 
65 70 75 80 

Asp Asn Lys Leu Gin Pro Leu Thr Gly Pro Ser Pro Trp Glu Ser Gly 

85 90 95 

Gly Pro Ser Gly Ser Leu Leu Arg Ala Ala Glu Leu Asp Leu Lys Val 

100 105 110 

Val Lys Val Leu Cys Gin Pro Gin Glu Leu Asp Gly Ser Gly Pro Met 

115 120 125 

Gin Gly Arg Gly Leu Val Pro Ala Gin Arg Arg His Cys Ser Phe Ser 

130 135 140 

He Tyr Glu Lys Leu He Gin Phe Cys Ala He Asp Glu Leu Gly Thr 
145 150 155 160 

Asn Tyr Pro Lys Asp Met Phe Asp Pro His Gly Trp Ser Glu Asp Ser 

165 170 175 

Tyr Tyr Glu Ala Leu Ala Lys Ala Gin Lys He Glu Met Asp Lys Leu 

180 185 190 

Glu Lys Ala Lys Lys Glu Arg Thr Lys He Glu Phe Val Thr Gly Thr 

195 200 205 

Lys Lys Gly Thr Thr Thr Asn Ala Thr Ser Thr Thr Thr Thr Thr Ala 

210 215 220 

Ser Thr Ala Val Ala Asp Ala Gin Lys Arg Lys Ser Lys Trp Asp Ser 
225 230 235 240 



228 



Ala He Pro Val Thr Thr He Ala Gin Pro Thr He Leu Thr Thr Thr 

245 250 255 

Ala Thr Leu Pro Ala Val Val Thr Val Thr Thr Ser Ala Ser Gly Ser 

260 265 270 

Lys Thr Thr Val He Ser Ala Val Gly Thr He Val Lys Lys Ala Lys 
275 280 285 

Gin 



<210> 227 
<211> 822 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(822) 

<400> 227 

atg cgc ctt ccc ggg gta ccc ctg gcg cgc cct gcg ctg ctg ctg ctg 
Met Arg Leu Pro Gly Val Pro Leu Ala Arg Pro Ala Leu Leu Leu Leu 
15 10 15 

ctg ccg ctg etc gcg ccg ctg ctg gga acg ggt gcg ccg gcc gag ctg 
Leu Pro Leu Leu Ala Pro Leu Leu Gly Thr Gly Ala Pro Ala Glu Leu 
20 25 30 

egg gtc cgc gtg egg ctg ccg gac ggc cag gtg acc gag gag age ctg 
Arg Val Arg Val Arg Leu Pro Asp Gly Gin Val Thr Glu Glu Ser Leu 
35 40 45 

cag gcg gac age gac gcg gae age ate age etc gag ctg cgc aag ccc 
Gin Ala Asp Ser Asp Ala Asp Ser He Ser Leu Glu Leu Arg Lys Pro 
50 55 50 

gac ggc acc etc gtc tec ttc acc gcc gae tte aag aag gat gtg aag 
Asp Gly Thr Leu Val Ser Phe Thr Ala Asp Phe Lys Lys Asp Val Lys 
65 70 75 80 

gtc ttc egg gee ctg ate ctg ggg gag ctg gag aag ggg cag agt cag 
Val Phe Arg Ala Leu He Leu Gly Glu Leu Glu Lys Gly Gin Ser Gin 
85 90 95 



229 



ttc cag gcc etc tgc ttt gtc acc cag ctg cag cac aat gag ate ate 336 
Phe Gin Ala Leu Cys Phe Val Thr Gin Leu Gin His Asn Glu He He 
100 105 110 

cec agt gag gcc atg gee aag etc egg cag aaa aat ccc egg gea gtg 384 
Pro Sen Glu Ala Met Ala Lys Leu Arg Gin Lys Asn Pro Arg Ala Val 
115 120 125 

egg cag gcg gag gag gtt egg ggt ctg gag cat ctg cac atg gat gtc 432 
Arg Gin Ala Glu Glu Val Arg Gly Leu Glu His Leu His Met Asp Val 
130 135 140 

get gtc aac ttc age cag ggg gcc ctg ctg age cec cat etc cac aac 480 
Ala Val Asn Phe Ser Gin Gly Ala Leu Leu Ser Pro His Leu His Asn 
145 150 155 160 

gtg tgt gcc gag gcc gtg gat gcc ate tac ace egc cag gag gat gtc 528 
Val Cys Ala Glu Ala Val Asp Ala He Tyr Thr Arg Gin Glu Asp Val 
165 170 175 

egg ttc tgg ctg gag caa ggt gtg gac agt tet gtg ttc gag get ctg 576 
Arg Phe Trp Leu Glu Gin Gly Val Asp Ser Ser Val Phe Glu Ala Leu 
180 185 190 

ccc aag gcc tea gag cag gcg gag ctg cct egc tgc agg cag gtg ggg 624 
Pro Lys Ala Ser Glu Gin Ala Glu Leu Pro Arg Cys Arg Gin Val Gly 
195 200 205 

gac egc ggg aag ccc tgc gtc tgc cac tat ggc ctg age ctg gcc tgg 672 
Asp Arg Gly Lys Pro Cys Val Cys His Tyr Gly Leu Ser Leu Ala Trp 
210 215 220 

tac ccc tgc atg etc aag tac tgc cac age egc gac egg ccc acg ccc 720 
Tyr Pro Cys Met Leu Lys Tyr Cys His Ser Arg Asp Arg Pro Thr Pro 
225 230 235 240 

tac aag tgt ggc ate egc age tgc cag aag age tac age ttt gac ttc 768 
Tyr Lys Cys Gly He Arg Ser Cys Gin Lys Ser Tyr Ser Phe Asp Phe 
245 250 255 

tac gtg ccc cag agg cag ctg tgt etc tgg gat gag gat cec tac cea 816 
Tyr Val Pro Gin Arg Gin Leu Cys Leu Trp Asp Glu Asp Pro Tyr Pro 
260 265 270 



230 



ggc tag 
Gly * 



<210> 228 
<211> 273 
<212> PRT 
<213> Homo sapiens 

<400> 228 

Met Arg Leu Pro Gly Val Pro Leu Ala Arg Pro Ala Leu Leu Leu Leu 
15 10 15 

Leu Pro Leu Leu Ala Pro Leu Leu Gly Thr Gly Ala Pro Ala Glu Leu 

20 25 30 

Arg Val Arg Val Arg Leu Pro Asp Gly Gin Val Thr Glu Glu Ser Leu 

35 40 45 

Gin Ala Asp Ser Asp Ala Asp Ser He Ser Leu Glu Leu Arg Lys Pro 

50 55 50 

Asp Gly Thr Leu Val Ser Phe Thr Ala Asp Phe Lys Lys Asp Val Lys 
65 70 75 80 

Val Phe Arg Ala Leu He Leu Gly Glu Leu Glu Lys Gly Gin Ser Gin 

85 90 95 

Phe Gin Ala Leu Cys Phe Val Thr Gin Leu Gin His Asn Glu He He 

100 105 110 

Pro Ser Glu Ala Met Ala Lys Leu Arg Gin Lys Asn Pro Arg Ala Val 

115 120 125 

Arg Gin Ala Glu Glu Val Arg Gly Leu Glu His Leu His Met Asp Val 

130 135 140 

Ala Val Asn Phe Ser Gin Gly Ala Leu Leu Ser Pro His Leu His Asn 
145 150 155 160 

Val Cys Ala Glu Ala Val Asp Ala He Tyr Thr Arg Gin Glu Asp Val 

165 170 175 

Arg Phe Trp Leu Glu Gin Gly Val Asp Ser Ser Val Phe Glu Ala Leu 

180 185 190 , 

Pro Lys Ala Ser Glu Gin Ala Glu Leu Pro Arg Cys Arg Gin Val Gly 

195 200 205 

Asp Arg Gly Lys Pro Cys Val Cys His Tyr Gly Leu Ser Leu Ala Trp 

210 215 220 

Tyr Pro Cys Met Leu Lys Tyr Cys His Ser Arg Asp Arg Pro Thr Pro 
225 230 235 240 

Tyr Lys Cys Gly He Arg Ser Cys Gin Lys Ser Tyr Ser Phe Asp Phe 



231 



245 250 255 

Tyr Va1 Pro Gin Arg Gin Leu Cys Leu Trp Asp Glu Asp Pro Tyr Pro 
260 255 270 

Gly 



<210> 229 
<211> 453 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(453) 





<400> 


229 


















atg 


gtg 


gta 


ttt 


acc 


ttg 


ctg ctg 


gtg ctg ctg ttg ttg 


ctg 


ctg 


eta 


48 


Met 


va 1 


va 1 


Phe 


Thr 


Leu 


Leu Leu 


Val Leu Leu Leu Leu 


Leu 


Leu 


Leu 




1 








5 






lu 




ib 






aca 


get 


eta 


tgt 


aag 


get 


ctg agt 


caa age ctt ccc tat 


acc 


etc 


tac 


96 


Thr 


Ala 


Leu 


Cys 


Lys 


Ala 


Leu Ser 


Gin Ser Leu Pro Tyr 


Thr 


Leu 


Tyr 










20 








25 


30 








agg 


cca 


cag 


tea 


tea 


eta 


tec ttc 


etc ctt ate act gat 


ata 


aaa 


aag 


144 


Arg 


Pro 


Gin 


Ser 


Ser 


Leu 


Ser Phe 


Leu Leu lie Thr Asp 


He 


Lys 


Lys 








35 








40 


45 










att 


gat 


ata 


cag 


tat 


ttt 


etc cca 


ttg aca ggt ggc aag 


tgc 


ctg 


cat 


192 


lie 


Asp 


He 


Gin 


Tyr 


Phe 


Leu Pro 


Leu Thr Gly Gly Lys 


Cys 


Leu 


His 






50 










55 


60 










ctt 


cgc 


ttg 


aca 


gga 


cag 


agg get 


ttc tgt ate ctg gag 


ttc 


ttg 


cct 


240 


Leu 


Arg 


Leu 


Thr 


Gly 


Gin 


Arg Ala 


Phe Cys He Leu Glu 


Phe 


Leu 


Pro 




65 










70 




75 






80 




tgg 


tgt 


aat 


gga 


ata 


att 


gaa tea 


etc gtg ggc ttg gag 


aat 


gag 


cgc 


288 


Trp 


Cys 


Asn 


Gly 


He 


He 


Glu Ser 


Leu Val Gly Leu Glu 


Asn 


Glu 


Arg 












85 






90 




95 






aag 


gtt 


ttg 


agt 


gga 


ggt 


age tct 


cag cag atg ggg gaa 


gee 


aga 


agg 


336 


Lys 


Val 


Leu 


Ser 


Gly 


Gly 


Ser Ser 


Gin Gin Met Gly Glu 


Ala 


Arg 


Arg 










100 








105 


110 









232 



gga atg gag tgg gaa gtt ttt ccc ctg gag ttg ggc cgc cca gag gcc 384 
Gly Met G1u Trp Glu Val Phe Pro Leu Glu Leu Gly Arg Pro Glu Ala 
115 120 125 

ggg get etc caa cga ctg ccc cag cca aac tec gcg ttg ttg get tgc 432 
Gly Ala Leu Gin Arg Leu Pro Gin Pro Asn Ser Ala Leu Leu Ala Cys 
130 135 140 

egg tgt get ggt gcc tat tag 453 
Arg Cys Ala Gly Ala Tyr * 
145 150 



<210> 230 
<211> 150 
<212> PRT 
<213> Homo sapiens 

<400> 230 



Met 


Val 


Val 


Phe 


Thr 


Leu 


Leu 


Leu 


Val 


Leu 


Leu 


Leu 


Leu 


Leu 


Leu 


Leu 


1 








5 










10 










15 




Thr 


Ala 


Leu 


Cys 
20 


Lys 


Ala 


Leu 


Ser 


Gin 
25 


Ser 


Leu 


Pro 


Tyr 


Thr 
30 


Leu 


Tyr 


Arg 


Pro 


Gin 
35 


Ser 


Ser 


Leu 


Ser 


Phe 
40 


Leu 


Leu 


He 


Thr 


Asp 
45 


He 


Lys 


Lys 


He 


Asp 
50 


He 


Gin 


Tyr 


Phe 


Leu 
55 


Pro 


Leu 


Thr 


Gly 


Gly 
60 


Lys 


Cys 


Leu 


His 


Leu 


Arg 


Leu 


Thr 


Gly 


Gin 


Arg 


Ala 


Phe 


Cys 


He 


Leu 


Glu 


Phe 


Leu 


Pro 


65 










70 










75 










80 


Trp 


Cys 


Asn 


Gly 


He 
85 


He 


Glu 


Ser 


Leu 


Val 
90 


Gly 


Leu 


Glu 


Asn 


Glu 
95 


Arg 


Lys 


Val 


Leu 


Ser 
100 


Gly 


Gly 


Ser 


Ser 


Gin 
105 


Gin 


Met 


Gly 


Glu 


Ala 
110 


Arg 


Arg 


Gly 


Met 


Glu 
115 


Trp 


Glu 


Val 


Phe 


Pro 
120 


Leu 


Glu 


Leu 


Gly 


Arg 
125 


Pro 


Glu 


Ala 


Gly 


Ala 
130 


Leu 


Gin 


Arg 


Leu 


Pro 
135 


Gin 


Pro 


Asn 


Ser 


Ala 
140 


Leu 


Leu 


Ala 


Cys 


Arg 


Cys 


Ala 


Gly 


Ala 


Tyr 























145 150 



<210> 
<211> 



231 
768 



233 



<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1).. .(768) 



<400> 231 

atg cgc ccc cga gcc cca gcc tgc gcc gcc gcg gcg etc ggg etc tgc 

Met Arg Pro Arg Ala Pro Ala Cys Ala Ala Ala Ala Leu Gly Leu Cys 
15 10 15 

age ctt ctg ctg ctg etc gcg ccc ggg cac gcg tgc ccc gcg ggc tgc 
Ser Leu Leu Leu Leu Leu Ala Pro Gly His Ala Cys Pro Ala Gly Cys 
20 25 30 



48 



96 



144 



192 



gcc tgc ace gac ceg cac ace gtg gae tgc cgc gac cgc ggg ctg ccc 
Ala Cys Thr Asp Pro His Thr Val Asp Cys Arg Asp Arg Gly Leu Pro 
35 40 45 

age gtg cca gae cet tte ccc ctg gae gtg cgc aag ctg ctg gtg gcc 
Ser Val Pro Asp Pro Phe Pro Leu Asp Val Arg Lys Leu Leu Val Ala 
50 55 60 



ggc aac cgc ate cag egg ate ccc gag gac tte ttc ate tte tae ggc 240 
Gly Asn Arg He Gin Arg He Pro Glu Asp Phe Phe He Phe Tyr Gly 
65 70 75 80 

gae ctg gtc tae ctg gac ttc agg aac aac teg ctg cgc teg ctg gag 288 
Asp Leu Val Tyr Leu Asp Phe Arg Asn Asn Ser Leu Arg Ser Leu Glu 
85 90 95 



gag ggc aeg ttc age ggc teg gee aag etc gtg ttc etc gac etc age 
Glu Gly Thr Phe Ser Gly Ser Ala Lys Leu Val Phe Leu Asp Leu Ser 
100 105 110 



336 



tac aac aac ttg ace cag ctg ggc gcc ggc gcc ttc cgc teg gee ggg 
Tyr Asn Asn Leu Thr Gin Leu Gly Ala Gly Ala Phe Arg Ser Ala Gly 
115 120 125 

agg ctg gtg aag ctt age ctg get aac aac aac ctg gtg ggc gtg cac 
Arg Leu Val Lys Leu Ser Leu Ala Asn Asn Asn Leu Val Gly Val His 
130 135 140 



384 



432 



gag gac gcc ttc gag acc ctg gag teg ctg cag gtg ctg gag etc aac 
Glu Asp Ala Phe Glu Thr Leu 61 u Ser Leu Gin Val Leu Glu Leu Asn 
145 150 155 160 

gac aac aac ctg cgc age etc age gtg gee gee ctg gee geg ctg ccc 
Asp Asn Asn Leu Arg Sen Leu Ser Val Ala Ala Leu Ala Ala Leu Pro 
165 170 175 

gcg ctg cgc tec ctg cgt ctg gac ggg aac cee tgg ctg tgc gac tgt 
Ala Leu Arg Ser Leu Arg Leu Asp Gly Asn Pro Trp Leu Cys Asp Cys 
180 185 190 

gac ttc gcc cac etc ttc tee tgg ate cag gag aac gca tec aaa ctg 
Asp Phe Ala His Leu Phe Ser Trp He Gin Glu Asn Ala Ser Lys Leu 
195 200 205 

cee aaa gga ctg geg ggt gtg gat tac tta tgc gtc cet ggt aag egg 
Pro Lys Gly Leu Ala Gly Val Asp Tyr Leu Cys Val Pro Gly Lys Arg 
210 215 220 

aat gca gcc tac tct atg gga aac ggc cgt att etc agt acc gtg cac 
Asn Ala Ala Tyr Ser Met Gly Asn Gly Arg He Leu Ser Thr Val His 
225 230 235 240 

ggg gag tea gee agt tee aag ggc tct cea gca get tee ega gee taa 
Gly Glu Ser Ala Ser Ser Lys Gly Ser Pro Ala Ala Ser Arg Ala * 
245 250 255 



<210> 232 
<211> 255 
<212> PRT 
<213> Homo sapiens 

<400> 232 

Met Arg Pro Arg Ala Pro Ala Cys Ala Ala Ala Ala Leu Gly Leu Cys 
15 10 15 

Ser Leu Leu Leu Leu Leu Ala Pro Gly His Ala Cys Pro Ala Gly Cys 

20 25 30 

Ala Cys Thr Asp Pro His Thr Val Asp Cys Arg Asp Arg Gly Leu Pro 

35 40 45 

Ser Val Pro Asp Pro Phe Pro Leu Asp Val Arg Lys Leu Leu Val Ala 



235 



50 

Gly Asn Arg 
65 

Asp Leu Va1 

Glu Gly Thr 

Tyr Asn Asn 
115 

Arg Leu Val 
130 

Glu Asp Ala 
145 

Asp Asn Asn 

Ala Leu Arg 

Asp Phe Ala 
195 

Pro Lys Gly 

210 
Asn Ala Ala 
225 

Gly Glu Ser 



55 

He Gin Arg He 
70 

Tyr Leu Asp Phe 
85 

Phe Ser Gly Ser 
100 

Leu Thr Gin Leu 

Lys Leu Ser Leu 
135 

Phe Glu Thr Leu 
150 

Leu Arg Ser Leu 
165 

Ser Leu Arg Leu 
180 

His Leu Phe Ser 

Leu Ala Gly Val 
215 

Tyr Ser Met Gly 
230 

Ala Ser Ser Lys 
245 



Pro Glu Asp 

Arg Asn Asn 
90 

Ala Lys Leu 

105 
Gly Ala Gly 
120 

Ala Asn Asn 
Glu Ser Leu 

Ser Val Ala 

170 

Asp Gly Asn 

185 
Trp He Gin 
200 

Asp Tyr Leu 

Asn Gly Arg 

Gly Ser Pro 
250 



60 

Phe Phe 
75 

Ser Leu 

Val Phe 

Ala Phe 

Asn Leu 
140 
Gin Val 
155 

Al a Leu 

Pro Trp 

Glu Asn 

Cys Val 
220 
He Leu 
235 

Ala Ala 



He Phe Tyr Gly 
80 

Arg Ser Leu Glu 
95 

Leu Asp Leu Ser 
110 

Arg Ser Ala Gly 
125 

Val Gly Val His 



Leu Glu 

Ala Ala 

Leu Cys 
190 
Ala Ser 
205 

Pro Gly 
Ser Thr 
Ser Arg 



Leu Asn 
160 
Leu Pro 
175 

Asp Cys 

Lys Leu 

Lys Arg 

Val His 
240 

Ala 
255 



<210> 233 
<211> 615 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(615) 



<400> 233 

atg tea cct cca age acc tec tgg ggt tgc ctg tec tct etc etc ttc 
Met Ser Pro Pro Ser Thr Ser Trp Gly Cys Leu Ser Ser Leu Leu Phe 
15 10 15 



ctg ctg age ccc tgg gtc caa gga cct ccc acc ttc aaa aaa gta aaa 
Leu Leu Ser Pro Trp Val Gin Gly Pro Pro Thr Phe Lys Lys Val Lys 
20 25 30 



96 



236 



aca gca cag ccc aga ccc agg ggt aaa att cat gtc ate act tct tec 144 
Thr Ala Gin Pro Arg Pro Arg Gly Lys lie His Val He Thr Ser Ser 
35 40 45 

tgg gcc age acc caa ata ect cct gag cca cag gaa cac gat gcc tct 192 
Trp Ala Ser Thr Gin He Pro Pro Glu Pro Gin Glu His Asp Ala Ser 
50 55 60 

gtg gcc ctg aca gcc act gcc gat tgt cct ggg agg ggc ctt cag gga 240 
Val Ala Leu Thr Ala Thr Ala Asp Cys Pro Gly Arg Gly Leu Gin Gly 
65 70 75 80 

acc gca cag gaa gga ggg tgc age tea gcc cgt ttt caa ate cag cag 288 
Thr Ala Gin Glu Gly Gly Cys Ser Ser Ala Arg Phe Gin He Gin Gin 
85 90 95 

gat gtt cat gac etc cct gca gac act aat gga cag aac gtc aca gca 336 
Asp Val His Asp Leu Pro Ala Asp Thr Asn Gly Gin Asn Val Thr Ala 
100 105 110 

gtc tgc ttc cct cac ctg tac ggg ggt tac ccc aga tea ccc cca gtc 384 
Val Cys Phe Pro His Leu Tyr Gly Gly Tyr Pro Arg Ser Pro Pro Val 
115 120 125 

acc gac tgc atg caa ate tct gtc tea gag ttt ggt ccc age aca ttc 432 
Thr Asp Cys Met Gin He Ser Val Ser Glu Phe Gly Pro Ser Thr Phe 
130 135 140 

aac eta ggg cat gta gga cca ccc teg ttt cac gat aaa caa cca aaa 480 
Asn Leu Gly His Val Gly Pro Pro Ser Phe His Asp Lys Gin Pro Lys 
145 150 155 160 

cag ggc agt tac gtg atg tgc gta aga tgg cac gac tea cac gtg ccg 528 
Gin Gly Ser Tyr Val Met Cys Val Arg Trp His Asp Ser His Val Pro 
165 170 175 

cag ctg gaa ctt aaa etc cat ccg gac tec aag gcc acc ctg ttg tct 576 
Gin Leu Glu Leu Lys Leu His Pro Asp Ser Lys Ala Thr Leu Leu Ser 
180 185 190 

etc cac aat caa tgc tea gag cac age ctg caa ctg taa 615 
Leu His Asn Gin Cys Ser Glu His Ser Leu Gin Leu * 



237 



195 200 



<210> 234 
<211> 204 
<212> PRT 
<213> Homo sapiens 



<400> 234 



Met 


Ser 


Pro 


Pro 


Ser 


Thr 


Ser 


Trp 


Gly 


Cys 


Leu 


Ser 


Ser 


Leu 


1 « . . 

Leu 


Phe 


1 








r 

5 










10 










15 




Leu 


Leu 


Ser 


Pro 


Trp 


Val 


Gin 


Gly 


Pro 


Pro 


Thr 


Phe 


Lys 


Lys 


Val 


Lys 








20 










25 










O A 

30 






Thr 


Ala 


Gin 


Pro 


Arg 


Pro 


Arg 


Gly 


Lys 


He 


His 


Val 


He 


Thr 


Ser 


Ser 






35 










A A 

40 










45 








Trp 


Ala 


Ser 


Thr 


Gin 


He 


Pro 


Pro 


Glu 


Pro 


Gin 


Glu 


His 


Asp 


Ala 


Ser 




50 










55 










60 










Vai 


Ala 


Leu 


Thr 


Al a 


Thr 


Al a 


A 

Asp 


Cys 


Pro 


Gly 


Arg 


Gly 


1 ^ . . 
Leu 


Gin 


Gly 


55 










70 










75 










80 


Thr 


Ala 


Gin 


Glu 


Gly 


Gly 


Cys 


Ser 


Ser 


Ala 


Arg 


Phe 


Gin 


He 


Gin 


Gin 










85 










90 










95 




Asp 


Val 


His 


Asp 


Leu 


Pro 


Ala 


Asp 


Thr 


Asn 


Gly 


Gin 


Asn 


Val 


Thr 


Ala 








100 










105 










110 






Val 


Cys 


Phe 


Pro 


His 


Leu 


Tyr 


Gly 


Gly 


Tyr 


Pro 


Arg 


Ser 


Pro 


Pro 


Val 






115 










120 










125 








Thr 


Asp 


Cys 


Met 


Gin 


He 


Ser 


Val 


Ser 


Glu 


Phe 


Gly 


Pro 


Ser 


Thr 


Phe 




130 










135 










140 










Asn 


Leu 


Gly 


His 


Val 


Gly 


Pro 


Pro 


Ser 


Phe 


His 


Asp 


Lys 


Gin 


Pro 


Lys 


145 










150 










155 










160 


Gin 


Gly 


Ser 


Tyr 


Val 


Met 


Cys 


Val 


Arg 


Trp 


His 


Asp 


Ser 


His 


Val 


Pro 










165 










170 










175 




Gin 


Leu 


Glu 


Leu 


Lys 


Leu 


His 


Pro 


Asp 


Ser 


Lys 


Ala 


Thr 


Leu 


Leu 


Ser 








180 










185 










190 






Leu 


His 


Asn 


Gin 


Cys 


Ser 


Glu 


His 


Ser 


Leu 


Gin 


Leu 











195 200 



<210> 235 
<211> 597 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 



238 



<222> (1)...(597) 
<400> 235 

atg get etc age ttt tgg ccc ctg ctg ctg ctg ttg ctg etg ctg atg 48 
Met Ala Leu Ser Phe Trp Pro Leu Leu Leu Leu Leu Leu Leu Leu Met 
15 10 15 

ctg ctg tec ttt gca gtg act ctg gcc cct act ggg cct cat tec ctg 95 
Leu Leu Ser Phe Ala Val Thr Leu Ala Pro Thr Gly Pro His Ser Leu 
20 25 30 

gac cct ggt etc tec ttc ctg aag tea ttg etc tec act ctg gac cag 144 
Asp Pro Gly Leu Ser Phe Leu Lys Ser Leu Leu Ser Thr Leu Asp G1n 
35 40 45 

get ccc cag ggc tec ctg age egc tea egg ttc ttt aca ttc ctg gcc 192 
Ala Pro Gin Gly Ser Leu Ser Arg Ser Arg Phe Phe Thr Phe Leu Ala 
50 55 60 

aac att tct tct tec ttt gag cct ggg aga atg ggg gaa gga cca gta 240 
Asn He Ser Ser Ser Phe Glu Pro Gly Arg Met Gly 61 u Gly Pro Val 
65 70 75 80 



gga gag ccc cca cct etc cag ccg cct get ctg egg etc cat gat ttt 288 

Gly Glu Pro Pro Pro Leu Gin Pro Pro Ala Leu Arg Leu His Asp Phe 

85 90 95 

eta gtg aca ctg aga ggt age ccc gac tgg gag cca atg eta ggg ctg 336 

Leu Val Thr Leu Arg Gly Ser Pro Asp Trp Glu Pro Met Leu Gly Leu 

100 105 no 

eta ggg gat atg ctg gca ctg ctg gga cag gag cag act ccc cga gat 384 

Leu Gly Asp Met Leu Ala Leu Leu Gly Gin Glu Gin Thr Pro Arg Asp 

115 120 125 

ttc ctg gtg cac cag gca ggg gtg ctg ggt gga ctt gtg gag gtg ctg 432 

Phe Leu Val His Gin Ala Gly Val Leu Gly Gly Leu Val Glu Val Leu 

130 135 140 

ctg gga gcc tta gtt cct ggg ggc ccc cct ace cca act cag ccc cca 480 

Leu Gly Ala Leu Val Pro Gly Gly Pro Pro Thr Pro Thr Gin Pro Pro 

145 150 155 160 



239 



tgc acc cgt gat ggg ccg tct gac tgt gtc ctg get get gac tgg ttg 
Cys Thr Arg Asp Gly Pro Ser Asp Cys Val Leu A1a Ala Asp Trp Leu 
165 170 175 

cct tct ctg ctg ctg ttg tta gag gac caa ttt tec ett tgc ccc tea 
Pro Ser Leu Leu Leu Leu Leu Glu Asp Gin Phe Ser Leu Cys Pro Ser 
180 185 190 

ggg acc ccc ett ctg ttc taa 
Gly Thr Pro Leu Leu Phe * 
195 



528 



575 



597 



<210> 235 
<211> 198 
<212> PRT 
<213> Homo sapiens 



<400> 
Met Ala Leu 
1 

Leu Leu Ser 

Asp Pro Gly 
35 

Ala Pro Gin 
50 

Asn He Ser 
65 

Gly Glu Pro 

Leu Val Thr 

Leu Gly Asp 
115 

Phe Leu Val 

130 
Leu Gly Ala 
145 

Cys Thr Arg 
Pro Ser Leu 



236 

Ser Phe Trp Pro Leu Leu 
5 

Phe Ala Val Thr 
20 

Leu Ser Phe Leu 



Leu Ala 
25 
Lys Ser 
40 

Arg Ser 



Gly Ser Leu Ser 
55 

Ser Ser Phe Glu Pro Gly 
70 

Pro Pro Leu Gin Pro Pro 
85 

Leu Arg Gly Ser Pro Asp 
100 105 
Met Leu Ala Leu Leu Gly 
120 

His Gin Ala Gly Val Leu 
135 

Leu Val Pro Gly Gly Pro 
150 

Asp Gly Pro Ser Asp Cys 
165 

Leu Leu Leu Leu Glu Asp 
180 185 



Leu Leu 
10 

Pro Thr 

Leu Leu 

Arg Phe 

Arg Met 
75 

Ala Leu 
90 

Trp Glu 

Gin Glu 

Gly Gly 

Pro Thr 
155 
Val Leu 
170 

Gin Phe 



Leu Leu 

Gly Pro 

Ser Thr 
45 
Phe Thr 
60 

Gly Glu 

Arg Leu 

Pro Met 

Gin Thr 
125 
Leu Val 
140 

Pro Thr 
Ala Ala 
Ser Leu 



Leu Leu Met 
15 

His Ser Leu 
30 

Leu Asp Gin 

Phe Leu Ala 

Gly Pro Val 
80 

His Asp Phe 
95 

Leu Gly Leu 
110 

Pro Arg Asp 

Glu Val Leu 

Gin Pro Pro 
160 

Asp Trp Leu 

175 
Cys Pro Ser 
190 



240 



Gly Thr Pro Leu Leu Phe 
195 

<210> 237 
<211> 327 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(327) 



<400> 


237 


























atg ctg 


ctg 


ctg 


ctg 


ctg 


ctg 


ctg ctg 


ctg 


eta 


ctg 


ctg 


eta 


tta 


cca 


48 


Met Leu 


Leu 


Leu 


Leu 


Leu 


Leu 


Leu Leu 


Leu 


Leu 


Leu 


Leu 


Leu 


Leu 


Pro 




1 






5 








10 










15 






cgt gag 


ccc 


acc 


ttt 


gtg 


eta 


ate aag 


act 


cge 


ate 


act 


gee 


tta 


aaa 


96 


Arg Glu 


Pro 


Thr 


Phe 


Val 


Leu 


He Lys 


Thr 


Arg 


He 


Thr 


Ala 


Leu 


Lys 








20 








25 










30 








agt ggg 


cat 


cct 


aaa 


acg 


tec 


aag gaa 


aac 


ate 


agg 


gga 


cat 


gag 


atg 


144 


Ser Gly 


His 


Pro 


Lys 


Thr 


Ser 


Lys Glu 


Asn 


He 


Arg 


Gly 


His 


Glu 


Met 






35 










40 








45 










tea gat 


ggc 


cct 


eac 


aac 


caa 


gca etc 


tgt 


ctt 


gaa 


gca 


eta 


get 


aag 


192 


Ser Asp 


Gly 


Pro 


His 


Asn 


Gin 


Ala Leu 


Cys 


Leu 


Glu 


Ala 


Leu 


Ala 


Lys 




50 










55 








50 












ctg cga 


ate 


aag 


ctg 


ctt 


att 


tgg tta 


gga 


gaa 


cct 


gtg 


aaa 


gae 


eat 


240 


Leu Arg 


He 


Lys 


Leu 


Leu 


He 


Trp Leu 


Gly 


Glu 


Pro 


Val 


Lys 


Asp 


His 




65 








70 








75 










80 




age ttg 


cat 


gee 


ctg 


egg 


ttc 


gae tct 


aga 


aga 


tec 


ccc 


cea 


gca 


ggc 


288 


Ser Leu 


His 


Ala 


Leu 


Arg 


Phe 


Asp Ser 


Arg 


Arg 


Ser 


Pro 


Pro 


Ala 


Gly 










85 








90 










95 






cag att 


gta 


gta 


gtt 


ccc 


aac 


ttt ggc 


tgc 


aca 


ttg 


taa 








327 


Gin He 


Val 


Val 


Val 


Pro 


Asn 


Phe Gly 


Cys 


Thr 


Leu 













100 105 
<210> 238 



241 



<211> 108 
<212> PRT 
<213> Homo sapiens 

<400> 238 



net Leu 


Leu 


Leu 


Leu 


Leu 


Leu Leu 


Leu 


Leu 


Leu 


Leu 


Leu 


Leu 


Leu 


Pro 


1 






5 








10 










15 




Arg Glu 


Pro 


Thr 


Phe 


Val 


Leu He 


Lys 


Thr 


Arg 


He 


Thr 


Ala 


Leu 


Lys 






20 








25 










30 






Ser 61 y 


His 


Pro 


Lys 


Thr 


Ser Lys 


Glu 


Asn 


He 


Arg 


Gly 


His 


Glu 


Met 




35 








40 










45 








Ser Asp 


Gly 


Pro 


His 


Asn 


Gin Ala 


Leu 


Cys 


Leu 


Glu 


Ala 


Leu 


Ala 


Lys 


50 










55 








60 










Leu Arg 


He 


Lys 


Leu 


Leu 


He Trp 


Leu 


Gly 


Glu 


Pro 


Val 


Lys 


Asp 


His 


65 








70 








75 










80 


Ser Leu 


His 


Ala 


Leu 


Arg 


Phe Asp 


Ser 


Arg 


Arg 


Ser 


Pro 


Pro 


Ala 


Gly 








85 








90 










95 




Gin He 


Val 


Val 


Val 


Pro 


Asn Phe 


Gly 


Cys 


Thr 


Leu 











100 105 



<210> 239 
<211> 456 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(456) 

<400> 239 

atg cct get tea gac acc age ccc ctt ctt cgc etc ate gca ctg agt 48 

Met Pro Ala Ser Asp Thr Ser Pro Leu Leu Arg Leu He Ala Leu Ser 

15 10 15 

agt aac ate att gca att gtt ttt eta ata gac tgc tgt gtc tgc cca 96 
Ser Asn He He Ala He Val Phe Leu He Asp Cys Cys Val Cys Pro 
20 25 30 

eta gat ttc aag etc tct aaa gag gcc cac gat agt gtc act caa ate 144 
Leu Asp Phe Lys Leu Ser Lys Glu Ala His Asp Ser Val Thr Gin He 
35 40 45 



etc tec aga cag ccc ttt gga aac ata ttc cat gtt cct ctt ctt agg 



192 



242 



Leu Sen Arg Gin Pro Phe Gly Asn He Phe His Val Pro Leu Leu Arg 
50 55 60 

gat gtg ggt agg agt ggg ggt gga gat ggt tct gta aag ctt gag gag 240 
Asp Val Gly Arg Ser Gly Gly Gly Asp Gly Ser Val Lys Leu Glu Glu 
65 70 75 80 

caa gtg aat aca tat cac tat cag cga ata ttg ttg gga ata tea teg 288 
Gin Val Asn Thr Tyr His Tyr Gin Arg He Leu Leu Gly He Ser Ser 
85 90 95 

gat aat gca ate etc tta gag gaa gaa tct gag gag gga cga ccc atg 335 
Asp Asn Ala He Leu Leu Glu Glu Glu Ser Glu Glu Gly Arg Pro Met 
100 105 110 

cat ata age acc ate aaa gag cca tea cct gat tec cca ate tta tac 384 
His He Ser Thr He Lys Glu Pro Ser Pro Asp Ser Pro He Leu Tyr 
115 120 125 

ctg acg ctg aat etc aaa etc ctt acc teg cgt gag gag gga gtt tac 432 
Leu Thr Leu Asn Leu Lys Leu Leu Thr Ser Arg Glu Glu Gly Val Tyr 
130 135 140 

tec cga gcc aca aga aag tgg tga 456 
Ser Arg Ala Thr Arg Lys Trp * 
145 150 



<210> 240 
<211> 151 
<212> PRT 
<213> Homo sapiens 



<400> 240 



Met 


Pro Ala 


Ser 


Asp 


Thr Ser 


Pro 


Leu 


Leu 


Arg 


Leu 


He 


Ala 


Leu 


Ser 


1 






5 








10 










15 




Ser 


Asn He 


He 


Ala 


He Val 


Phe 


Leu 


He 


Asp 


Cys 


Cys 


Val 


Cys 


Pro 






20 








25 










30 






Leu 


Asp Phe 


Lys 


Leu 


Ser Lys 


Glu 


Ala 


His 


Asp 


Ser 


Val 


Thr 


Gin 


He 




35 








40 










45 








Leu 


Ser Arg 


Gin 


Pro 


Phe Gly 


Asn 


He 


Phe 


His 


Val 


Pro 


Leu 


Leu 


Arg 




50 






55 










60 










Asp 


Val Gly 


Arg 


Ser 


Gly Gly 


Gly 


Asp 


Gly 


Ser 


Val 


Lys 


Leu 


Glu 


Glu 



243 



65 70 75 80 



u 1 I 1 


Ac:n 


Thr 


T\/r 


n 1 o 


lyr 


U 1 1 1 


Mi y 
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85 










90 










95 






Asp 


Asn Ala 


He 


Leu 


Leu 


Glu 


Glu 


Glu 


Sep 


Glu 


Glu 


Gly 


Apg 


Ppo 


Met 
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Leu 


Thp Leu 


Asn 


Leu 


Lys 


Leu 


Leu 


Thp 


Sep 


Apg 


Glu 


Glu 


Gly 


Val 


Typ 






130 








135 










140 












Sep 


Arg A 1 a 


Thr 


Arg 


Lys 


Trp 






















145 








150 
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<222> 
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...(579) 


























<400> 


241 






























tat age 


gcc 


gat 


ttt 


ggc 


ctg 


ctt 


gca 


ctg 


eta 


ccg 


Ctg 


ccg 


age 


48 


Ly net 


Typ Sep 


Ala 


Asp 


Phe 


Gly 


Leu 


Leu 


Al a 


Leu 


Leu 


Ppo 


Leu 


Ppo 


Sep 




p 1 






5 










10 










15 






caa 


ggc gcg 


ccg 


atg 


gcc 


acg 


acg 


ccc 


tta 


ccg 


ggc 


gcc 


cct 


acc 


cca 


96 


bin 


biy Ala 


Pro 


Met 


Ala 


Thr 


1 nr 


Ppo 


Leu 


Ppo 


Gly 


Al a 


Ppo 


ThP 


Ppo 








20 










25 










30 








tgg 


gat gtt 


gcg 


att 


aca 


acc 


aac 


4- 

tgg 


acc 


ggc 


get 


tac 


cgc 


aaa 


gaa 


1/1/1 
144 


Trp 


Asp Val 


Ala 


ne 


Thr 


Thr 


Asn 


Trp 


Thp 


Gly 


Ala 


Tyr 


Apg 


Lys 


Glu 






35 










40 










45 












yCC Ctg 


cac 


gcg 


get 


tgt 


acc 


ggg 


caa 


caa 


aaa 


aca 


aaa 


a ca 


caa 


1 no 

lyz 


Tyr 


Ala Leu 


His 


Ala 


Ala 


Cys 


Thr 


Gly 


Gin 


Gin 


Lys 


Thp 


Lys 


He 


Gin 






50 








55 










60 












aaa 


cgc gtg 


cgc 


ata 


get 


ata 


cat 


gtt 


tgc 


Ctg 


cgt 


act 


gca 


cca 


ctg 


240 


Lys 


Apg Val 


Arg 


He 


Ala 


He 


His 


Val 


Cys 


Leu 


Apg 


Thp 


Ala 


Pro 


Leu 




65 








70 










75 










80 




gat 


aac eta 


tgt 


aca 


gga 


ttt 


get 


gta 


aac 


ccg 


cct 


tgg 


cca 


cct 


gcc 


288 


Asp 


Asn Leu 


Cys 


Thr 


Gly 


Phe 


Ala 


Val 


Asn 


Pro 


Ppo 


Tpp 


Pro 


Pro 


Ala 





244 



85 



90 



95 



gaa ctt acg ctt tec ctg caa ttc gca gtt ggc tta cac ctt gtg acc 
Glu Leu Thr Leu Ser Leu Gin Phe Ala Val Gly Leu His Leu Val Thr 
100 105 110 



336 



ggg ggg tta cct ata gta ggg ggg agt gag gga agt ttg cca cac gac 
Gly Gly Leu Pro He Val Gly Gly Ser Glu Gly Ser Leu Pro His Asp 
115 120 125 



384 



cac act ctt aca gca att get agt aac ccg cct acg cca gcc gcg gaa 
His Thr Leu Thr Ala He Ala Ser Asn Pro Pro Thr Pro Ala Ala Glu 
130 135 140 



432 



eta ccg ctt acc cgc cac ggc gaa cga gaa aga cgc agg cag ctg cct 
Leu Pro Leu Thr Arg His Gly Glu Arg Glu Arg Arg Arg Gin Leu Pro 
145 150 155 150 



480 



get gtt agt cga etc tac gag gat ccc cac cct cct eta ggg gca etc 
Ala Val Ser Arg Leu Tyr Glu Asp Pro His Pro Pro Leu Gly Ala Leu 
165 170 175 



528 



aat gaa aga ace ggg aag cgc cct gat atg act gtg gtt gga ctg acc 
Asn Glu Arg Thr Gly Lys Arg Pro Asp Met Thr Val Val Gly Leu Thr 
180 185 190 



576 



tga 
* 



579 



<210> 242 
<211> 192 
<212> PRT 
<213> Homo sapiens 

<400> 242 

Met Tyr Ser Ala Asp Phe Gly Leu Leu Ala Leu Leu Pro Leu Pro Ser 

15 10 15 

Gin Gly Ala Pro Met Ala Thr Thr Pro Leu Pro Gly Ala Pro Thr Pro 

20 25 30 

Trp Asp Val Ala He Thr Thr Asn Trp Thr Gly Ala Tyr Arg Lys Glu 
35 40 45 



245 



Tyr Ala 


Leu His Ala Ala 


Cys Thr 


50 




55 


L vs Apq 


Val Arg He Ala 


He His 


65 


70 




Asp Asn 


Leu Cys Thr Gly 


Phe Ala 




85 




Glu Leu 


Thr Leu Ser Leu 


Gin Phe 




100 




Glv Glv 


Leu Pro lie Val 


Gly Gly 




115 


120 


His Thr 


Leu Thr Ala He 


Ala Ser 


130 




135 


Leu Pro 


Leu Thr Arg His 


Gly Glu 


145 


150 




Ala Val 


Ser Arg Leu Tyr 


Glu Asp 




165 




Asn Glu 


Arg Thr Gly Lys 


Arg Pro 



180 



Gly Gin Gin Lys Thr Lys He Gin 
60 

Val Cys Leu Arg Thr Ala Pro Leu 
75 80 

Val Asn Pro Pro Trp Pro Pro Ala 

90 95 

Ala Val Gly Leu His Leu Val Thr 

105 no 

Ser Glu Gly Ser Leu Pro His Asp 
125 

Asn Pro Pro Thr Pro Ala Ala Glu 
140 

Arg Glu Arg Arg Arg Gin Leu Pro 
155 160 
Pro His Pro Pro Leu Gly Ala Leu 

170 175 
Asp Met Thr Val Val Gly Leu Thr 
185 190 



<210> 243 
<211> 351 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(351) 



<400> 243 

atg get cgc aga cac tgc ttc tec tac tgg tta ctg gta tgc tgg ttg 

Met Ala Arg Arg His Cys Phe Ser Tyr Trp Leu Leu Val Cys Trp Leu 
15 10 15 

gtg gta act gtg gca gaa gga caa gaa gag gta ttt acg cct cct gga 

Val Val Thr Val Ala Glu Gly Gin Glu Glu Val Phe Thr Pro Pro Gly 
20 25 30 



48 



95 



gat tea caa aat aat gcg gac get acc gac tgc cag ate ttt aca etc 
Asp Ser Gin Asn Asn Ala Asp Ala Thr Asp Cys Gin He Phe Thr Leu 
35 40 45 



144 



acc cct cca cct gcc ccg agg agt ccg ttc tgc tea gag aaa ggc cct 
Thr Pro Pro Pro Ala Pro Arg Ser Pro Phe Cys Ser Glu Lys Gly Pro 



192 



246 



50 



55 



60 



gtc ctg ctg ctg ggc ctt gag gaa gcc aag att etc tgc aat gac tgt 
Val Leu Leu Leu Gly Leu Glu Glu Ala Lys He Leu Cys Asn Asp Cys 
65 70 75 80 



240 



aat gga cga tec act gtt cag ttt cat ata tta ggc atg aaa tgt aag 
Asn Gly Arg Ser Thr Val Gin Phe His He Leu Gly Met Lys Cys Lys 
85 90 95 



288 



att tgt gaa tec tat aat act get caa get gga gga egt aga att tea 
He Cys Glu Ser Tyr Asn Thr Ala Gin Ala Gly Gly Arg Arg He Ser 

100 105 no 



336 



ctg gat cag caa tga 
Leu Asp Gin Gin * 
115 



351 



<210> 244 
<211> 116 
<212> PRT 
<213> Homo sapiens 

<400> 244 

Met Ala Arg Arg His Cys Phe Ser Tyr Trp Leu Leu Val Cys Trp Leu 
15 10 15 

Val Val Thr Val Ala Glu Gly Gin Glu Glu Val Phe Thr Pro Pro Gly 

20 25 30 

Asp Ser Gin Asn Asn Ala Asp Ala Thr Asp Cys Gin He Phe Thr Leu 

35 40 45 

Thr Pro Pro Pro Ala Pro Arg Ser Pro Phe Cys Ser Glu Lys Gly Pro 

50 55 60 

Val Leu Leu Leu Gly Leu Glu Glu Ala Lys He Leu Cys Asn Asp Cys 
65 70 75 80 

Asn Gly Arg Ser Thr Val Gin Phe His He Leu Gly Met Lys Cys Lys 

85 90 95 

He Cys Glu Ser Tyr Asn Thr Ala Gin Ala Gly Gly Arg Arg He Ser 

100 105 110 

Leu Asp Gin Gin 
115 



<210> 245 



247 



<211> 327 
<212> DNA 
<213> Homo sapiens 

<220> 





<221> 


cub 


























<222> 


(1) 


..(327) 






















<400> 


245 
























atg 


etc 


ctg 


Ctg 


Ctg 


etc 


ctt gaa 


aca 


ctg 


get 


gtg 


ttt 


gca 


ctg 


agg 


Met 


1 ^ . . 

Leu 


Leu 


Leu 


Leu 


Leu 


Leu Glu 


Thr 


Leu 


Ala 


Val 


Phe 


Ala 


Leu 


Arg 


1 








5 








10 










15 




□ cca 


tgc 


etc 


age 


cag 


cga 


ctg agt 


gtg 


aca 


agg 


att 


etc 


agt 


cct 


gtt 




Cys 


Leu 


Ser 


Gin 


Arg 


Leu Ser 


Val 


Thr 


Arg 


He 


Leu 


Ser 


Pro 


Val 








20 








25 










30 






•^4 cct 


ggg 


aga 


tgt 


gag 


att 


cct ttg 


ctg 


gca 


aac 


ttc 


age 


ttg 


aat 


att 


,y Pro 


Gly 


Arg 


Cys 


Glu 


He 


Pro Leu 


Leu 


Ala 


Asn 


Phe 


Ser 


Leu 


Asn 


He 






35 








40 










45 








=n ccc 


cag 


gta 


caa 


tgg 


gat 


acc cgt 


ggc 


tac 


act 


eta 


tea 


cat 


etc 


ttc 


=y Pro 


Gin 


Val 


Gin 


Trp 


Asp 


Thr Arg 


Gly 


Tyr 


Thr 


Leu 


Ser 


His 


Leu 


Phe 




50 










55 








50 










= att 


cat 


ctt 


etc 


age 


aac 


tet cca 


ttg 


aac 


act 


tac 


act 


gtt 


eta 


gac 


He 


His 


Leu 


Leu 


Ser 


Asn 


Ser Pro 


Leu 


Asn 


Thr 


Tyr 


Thr 


Val 


Leu 


Asp 


65 










70 








75 










80 


act 


caa 


gaa 


aga 


gca 


etc 


ctt aag 


gca 


gac 


aaa 


gtt 


gee 


tgc 


cct 


caa 


Thr 


Gin 


Glu 


Arg 


Ala 


Leu 


Leu Lys 


Ala 


Asp 


Lys 


Val 


Ala 


Cys 


Pro 


Gin 










85 








90 










95 




gaa 


get 


act 


att 


eta 


gtg 


aaa gaa 


gac 


aaa 


caa 


aaa 


taa 








Glu 


Ala 


Thr 


He 


Leu 


Val 


Lys Glu 


Asp 


Lys 


Gin 


Lys 


* 














100 








105 

















48 



96 



144 



192 



240 



288 



327 



<210> 246 
<211> 108 
<212> PRT 
<213> Homo sapiens 



248 

<400> 246 



Mpf 


t Pt 1 


i PI 1 


t PI 1 


I PI 1 


1 Pi 1 1 PI I fnl 1 ] 


Thp j pi 1 


Al a 


Val 


Php 


Ala 


i pij 


Arc 




1 
1 








V,; 




in 










15 






rf U 


C \/<z 




Ot! 1 


ni n 

U 1 I I 


Arn 1 PI 1 ^PP 


VrI Thr 

U G 1 Mil 


Am 


Tip 


1 PI 1 


Spr 


Prn 


Val 
































Pro 


u 1 y 


Arn 
Ml y 




u 1 u 


Tip Ppn i PI 1 


[ Pli Ala 


A<;n 

/AO 1 1 


Php 


Spp 

OCT 1 


1 Pli 


A<;n 

rAO i 1 


Tip 








35 






40 








45 










Pro 


Gin 


Val 


Gin 


Trp 


Asp Thr Arg 


Gly Tyr 


Thr 


Leu 


Ser 


His 


Leu 


Phe 






50 








oo 






uU 














His 


Leu 


1 Ql 1 

Lfc^U 


Q Q 


Acv^ Qcsr" Dr'Pi 
Mbil ot:l ri U 


1 Pi 1 Acn 
Lt:U Hbil 


Thr 
1 1 1 1 


T\/p 


Thr 
lilt 


V d I 


i PI ] 

LcU 


Acn 

Mop 




DO 










70 
/ U 




7^ 
/ o 














Thr 


Gin 


Glu 


Arg 


Ala 


Leu Leu Lys 


Ala Asp 


Lys 


Val 


Ala 


Cys 


Pro 


Gin 












85 




90 










95 






n 1 1 
b 1 U 


Ala 


Thr 


He 


Leu 


Val Lys Glu 


Asp Lys 


u 1 ll 


Lys 


















100 






iUO 


















<210> 


247 
























<211> 


438 
























<212> 


DNA 
























<213> 


Homo sapiens 




















<220> 


























<221> 


CDS 
























<222> 


(1) 


. .(438) 




















<400> 


247 






















dLy 


agt 


ttg 


Ctg 


ttg 


ctg ctg ctg 


p"l"n p+Ti 

LLy Luy 


LLy 


LLy 


c Ly 


L L L 


ddd 




Aft 




Ser 


Leu 


Leu 


Leu 


Leu Leu Leu 


Leu Leu 


Leu 


Leu 


Leu 


Dhp 


Lys 


1 rp 




1 








5 




10 










15 






acta 


aga 


aga 


gta 


gta 


agt ggt cat 




dyu 


PI "hp 

y ^L 


Lyy 


uyL 




i~pp 




Lys 


Arg 


Arg 


Val 


Val 


Ser Gly His 


LcU LcU 


OCTf 


Vd f 


1 rp 


r\/Q 

Lyb 


Trn 

! rp 


^pp 










20 






25 








30 








cgu 


cca 


cac 


act 


gtg 


gca gag cag 






ft PI 


uLa 


L uy 




dd L 




Arg 


Pro 


His 


Thr 


Val 


Ala Glu Gin 


Thr His 


Leu 


Leu 


Ser 


Leu 


Gly 


Asm 








35 






40 








45 










gag 


ggg 


ctg 


cag 


gta 


ctg ccc tta 


gac aat 


gga 


gag 


get 


tct 


gga 


ctg 


192 


Glu 


Gly 


Leu 


Gin 


Val 


Leu Pro Leu 


Asp Asn 


Gly 


Glu 


Ala 


Ser 


Gly 


Leu 






50 








55 






60 












tea 


etc 


caa 


ctt 


gga 


ate aaa tgg 


acc act 


gag 


aaa 


ccc 


gtg 


gaa 


gac 


240 



249 



Sen Leu Gin Leu Gly He Lys Trp Thr Thr Glu Lys Pro Val Glu Asp 

65 70 75 80 

age agg tct aag gaa ate aca aag att aga aat gca tec atg tgc acc 288 

Ser Arg Ser Lys Glu He Thr Lys lie Arg Asn Ala Ser Met Cys Thr 
85 90 95 

caa etc cct cct agt gtg ggt ggg ggc acc tgc aat agt etc tgg tac 336 

Gin Leu Pro Pro Ser Val Gly Gly Gly Thr Cys Asn Ser Leu Trp Tyr 
100 105 110 

acg aga gtt gtt caa gaa ata gtc ctg cat gaa aga tea gaa gag aaa 384 

Thr Arg Val Val Gin Glu He Val Leu His Glu Arg Ser Glu Glu Lys 
115 120 125 

tgg aga gac tec cga agt ggg aag ttc aca ttt cag gac gtg aga aaa 432 

Trp Arg Asp Ser Arg Ser Gly Lys Phe Thr Phe Gin Asp Val Arg Lys 

130 135 140 



cgc tga 438 

Arg * 

145 





<210> 


248 










<211> 


145 










<212> 


PRT 










<213> 


Homo sapiens 




<400> 


248 








Met 


Ser Leu 


Leu 


Leu 


Leu 


Leu Leu Leu Leu Leu Leu Leu Phe Lys Trp 


1 






5 




10 15 


Lys 


Arg Arg 


Val 


Val 


Ser 


Gly His Leu Leu Ser Val Trp Cys Trp Ser 






20 






25 30 


Arg 


Pro His 


Thr 


Val 


Ala 


Glu Gin Thr His Leu Leu Ser Leu Gly Asn 




35 








40 45 


Glu 


Gly Leu 


Gin 


Val 


Leu 


Pro Leu Asp Asn Gly Glu Ala Ser Gly Leu 




50 








55 60 


Ser 


Leu Gin 


Leu 


Gly 


He 


Lys Trp Thr Thr Glu Lys Pro Val Glu Asp 


65 








70 


75 80 


Ser 


Arg Ser 


Lys 


Glu 


He 


Thr Lys He Arg Asn Ala Ser Met Cys Thr 








85 




90 95 


Gin 


Leu Pro 


Pro 


Ser 


Val 


Gly Gly Gly Thr Cys Asn Ser Leu Trp Tyr 



250 



100 105 110 

Thr Arg Val Va1 Gin Glu He Val Leu His Glu Arg Ser Glu Glu Lys 

115 120 125 

Trp Arg Asp Ser Arg Ser Gly Lys Phe Thr Phe Gin Asp Val Arg Lys 
130 135 140 

Arg 
145 

<210> 249 
<211> 552 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(552) 

<400> 249 

atg aaa gtg gtg gtg gtg atg gtg gta ata ctg gtg gtg gtg aca ttg 48 

Met Lys Val Val Val Val Met Val Val He Leu Val Val Val Thr Leu 
15 10 15 

gtg gtg gtg gtg atg gtg gtg ata ctg gtg atg gtg gtg atg gtg gtg 96 
Val Val Val Val Met Val Val He Leu Val Met Val Val Met Val Val 
20 25 30 

gcg ctg gtg acc ctg aca tgg ggt cca gta gca gtg aca gtg gat gca 144 
Ala Leu Val Thr Leu Thr Trp Gly Pro Val Ala Val Thr Val Asp Ala 
35 40 45 

ggc tec tgt etc tea gca aac ctg ctg ggc gac age gga etc aga tgc 192 
Gly Ser Cys Leu Ser Ala Asn Leu Leu Gly Asp Ser Gly Leu Arg Cys 
50 55 60 

ctt ctg gaa tgt ctg ccg cag gtg ccc ate tec ggt ttg ctt gac ctg 240 
Leu Leu Glu Cys Leu Pro Gin Val Pro He Ser Gly Leu Leu Asp Leu 
55 70 75 80 

ggc tct gag cag age ttc egg att cac ttc tec aga gag gac cag get 288 
Gly Ser Glu Gin Ser Phe Arg He His Phe Ser Arg Glu Asp Gin Ala 
85 90 95 



ggg aag aca etc agg eta agt gag tgc age ttc egg cca gag cac gtg 



336 



251 



Gly Lys Thr Leu Arg Leu Ser Glu Cys Ser Phe Arg Pro Glu His Val 
100 105 110 

tec agg ctg gcc acc ggc ttg age aag tec ctg cag ctg acg gag etc 
Ser Arg Leu Ala Thr Gly Leu Ser Lys Ser Leu Gin Leu Thr Glu Leu 
115 120 125 

acg ctg ace cag tge tge ctg ggc cag aag eag ctg gcc ate etc ctg 
Thr Leu Thr Gin Cys Cys Leu Gly Gin Lys Gin Leu Ala He Leu Leu 
130 135 140 

age ttg gtg ggg cga cec gea ggg ctg ttc age etc aga gac aac tge 
Ser Leu Val Gly Arg Pro Ala Gly Leu Phe Ser Leu Arg Asp Asn Cys 
145 150 155 160 

aga get aea aag aea gea eat eca eaa atg gag acc ate aca tea teg 
Arg Ala Thr Lys Thr Ala His Pro Gin Met Glu Thr He Thr Ser Ser 
165 170 175 



384 



432 



480 



528 



aca ata gea get tet gtt tac taa 552 
Thr He Ala Ala Ser Val Tyr * 
180 



<210> 250 
<211> 183 
<212> PRT 
<213> Homo sapiens 

<400> 250 

Met Lys Val Val Val Val Met Val Val He Leu Val Val Val Thr Leu 
15 10 15 

Val Val Val Val Met Val Val He Leu Val Met Val Val Met Val Val 

20 25 30 

Ala Leu Val Thr Leu Thr Trp Gly Pro Val Ala Val Thr Val Asp Ala 

35 40 45 

Gly Ser Cys Leu Ser Ala Asn Leu Leu Gly Asp Ser Gly Leu Arg Cys 

50 55 60 

Leu Leu Glu Cys Leu Pro Gin Val Pro He Ser Gly Leu Leu Asp Leu 
65 70 75 80 

Gly Ser Glu Gin Ser Phe Arg He His Phe Ser Arg Glu Asp Gin Ala 

85 90 95 

Gly Lys Thr Leu Arg Leu Ser Glu Cys Ser Phe Arg Pro Glu His Val 



252 







inn 








105 

-LUU 




110 








1 PI 1 


Al R 
r\ I a 


Thr 

Mil 




Ot, 1 




OC I 


1 PI 1 ni n 1 Pi I Th p 

UCU U 1 M l-CU 1 1 1 1 




1 PI 1 












1 90 












Thr Leu 


Thr 


G1n 


Cys 


Cys Leu 


Gly 


Gin 


Lys 


Gin Leu Ala He 


Leu 


Leu 


130 








135 








140 






Ser Leu 


Val 


Gly 


Arg 


Pro Ala 


Gly 


Leu 


Phe 


Ser Leu Arg Asp 


Asn 


Cys 


145 








150 








155 




160 


Arg Ala 


Thr 


Lys 


Thr 


Ala His 


Pro 


Gin 


Met 


Glu Thr He Thr 


Ser 


Ser 








155 








170 




175 




Thr He 


Ala 


Ala 


Ser 


Val Tyr 















180 



<210> 251 
<211> 546 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(546) 



<400> 


251 






















atg aaa 


aca 


ttg 


gat 


egg 


aag 


gtt 


ttc 


ttc 


etg tct tea etg 


etc 


att 


48 


Met Lys 


Thr 


Leu 


Asp 


Arg 


Lys 


Val 


Phe 


Phe 


Leu Ser Ser Leu 


Leu 


He 




1 






5 










10 




15 






gga ctt 


tea 


gga 


etg 


gaa 


gag 


eee 


etc 


tac 


ctt aaa ttt aga 


gtt 


aca 


96 


Gly Leu 


Ser 


Gly 


Leu 


Glu 


Glu 


Pro 


Leu 


Tyr 


Leu Lys Phe Arg 


Val 


Thr 








20 










25 




30 








ggt tea 


ttg 


gaa 


aga 


gca 


tea 


ace 


caa 


cet 


get tac ate aga 


gac 


etg 


144 


Gly Ser 


Leu 


Glu 


Arg 


Ala 


Ser 


Thr 


Gin 


Pro 


Ala Tyr He Arg 


Asp 


Leu 






35 










40 






45 








aac act 


cag 


tgt 


gac 


tgt 


gcg 


aac 


tec 


ccg 


tac agg aca ttt 


att 


aat 


192 


Asn Thr 


Gin 


Cys 


Asp 


Cys 


Ala 


Asn 


Ser 


Pro 


Tyr Arg Thr Phe 


He 


Asn 




50 










55 








60 








get agt 


atg 


cac 


ttt 


cte 


cet 


ctt 


agt 


aat 


aac att cea gag 


tee 


tct 


240 


Ala Ser 


Met 


His 


Phe 


Leu 


Pro 


Leu 


Ser 


Asn 


Asn He Pro Glu 


Ser 


Ser 




65 








70 










75 




80 




tgg gga 


gaa 


ate 


tee 


att 


gae 


ttt 


gtg 


gaa 


etg caa ggc aag 


gtg 


cet 


288 



253 



Trp Gly Glu He Ser He Asp Phe Val Glu Leu Gin Gly Lys Val Pro 
85 90 95 

agt tct cca ate acc aag atg tgc aca cat gac oca ttg gcc aag tgg 
Ser Ser Pro He Thr Lys Met Cys Thr His Asp Pro Leu Ala Lys Trp 
100 105 110 

aca etc tct ccc aaa tct teg aat etc aag cag atg gat gca agg atg 
Thr Leu Ser Pro Lys Ser Ser Asn Leu Lys Gin Met Asp Ala Arg Met 
115 120 125 

gaa aac age tgg aat cga etc att tea gtg gga tea gaa agg gca gcc 
Glu Asn Ser Trp Asn Arg Leu He Ser Val Gly Ser Glu Arg Ala Ala 
130 135 140 

aca gag tta ggt gag aag gca cag ctg aag cga tgg aag att tac ate 
Thr Glu Leu Gly Glu Lys Ala Gin Leu Lys Arg Trp Lys He Tyr He 
145 150 155 150 

ata tct gtc age atg tea ata acc cat ect gaa att cag gaa agg ctg 
He Ser Val Ser Met Ser He Thr His Pro Glu He Gin Glu Arg Leu 
165 170 175 

aaa aac tgt eta act tga 
Lys Asn Cys Leu Thr * 
180 



<210> 252 
<211> 181 
<212> PRT 
<213> Homo sapiens 

<400> 252 

Met Lys Thr Leu Asp Arg Lys Val Phe Phe Leu Ser Ser Leu Leu He 
15 10 15 

Gly Leu Ser Gly Leu Glu Glu Pro Leu Tyr Leu Lys Phe Arg Val Thr 

20 25 30 

Gly Ser Leu Glu Arg Ala Ser Thr Gin Pro Ala Tyr He Arg Asp Leu 

35 40 45 

Asn Thr Gin Cys Asp Cys Ala Asn Ser Pro Tyr Arg Thr Phe He Asn 

50 55 60 

Ala Ser Met His Phe Leu Pro Leu Ser Asn Asn He Pro Glu Ser Ser 



254 



65 










70 






75 










80 


Trn 
1 1 fj 


Gl V 


Glu 


Hp 


Spp 


He 


A«;n Phe 

/VO 1 1 1 


Val Glu 


Leu 


Gin 


Gl V 




Val 


Pro 










85 






90 










95 








Pro 

1 1 VJ 




Thr 


1 vs 


Mpj- Pw^ 


Thr Hi <^ 




Pro 


1 PI 1 


Al a 


1 vs 


Trn 








1 nn 








1 05 








1 1(1 

± X u 






Mil 


1 PI 1 


Oci 


Prn 
ri U 




oc 1 


^pp Acn 


! Pt 1 1 \/c 
Lett Ljo 


U 1 1 1 


Mpt 

1 It! U 


Mop 


Al R 
r\ \ a 


Am 
Ml y 


Mpt 

( It: L 






















1?5 








Glu 


Asn 


Ser 


Trp 


Asn 


Arg 


Leu He 


Ser Val 


Gly 


Ser 


Glu 


Arg 


Ala 


Ala 




130 










135 






140 










Thr 


Glu 


Leu 


Gly 


Glu 


Lys 


Ala Gin 


Leu Lys 


Arg 


Trp 


Lys 


He 


Tyr 


He 


145 










150 






155 










150 


He 


Ser 


Val 


Ser 


Met 


Ser 


He Thr 


His Pro 


Glu 


He 


Gin 


Glu 


Arg 


Leu 










165 






170 










175 




Lys 


Asn 


Cys 


Leu 


Thr 





















180 



<210> 253 
<211> 426 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(426) 





<400> 


253 






















atg 


agg 


ccc 


egg 


aaa 


gcc 


ttc ctg 


etc ctg 


ctg 


etc 


ttg 


ggg 


etg 


gtg 


Met 


Arg 


Pro 


Arg 


Lys 


Ala 


Phe Leu 


Leu Leu 


Leu 


Leu 


Leu 


Gly 


Leu 


Val 


1 








5 






10 










15 




cag 


ctg 


ctg 


gcc 


gtg 


gcg 


ggt gcc 


gag ggc 


ccg 


gac 


gag 


ggg 


etc 


cca 


Gin 


Leu 


Leu 


Ala 


Val 


Ala 


Gly Ala 


Glu Gly 


Pro 


Asp 


Glu 


Gly 


Leu 


Pro 








20 








25 








30 






ctg 


tct 


tct 


ggc 


att 


tgc 


ttc eta 


aac tac 


aac 


cca 


gcc 


age 


tec 


act 


Leu 


Ser 


Ser 


Gly 


He 


Cys 


Phe Leu 


Asn Tyr 


Asn 


Pro 


Ala 


Ser 


Ser 


Thr 






35 








40 








45 








get 


tac 


ttc 


ttg 


gac 


att 


gtt gtc 


cag ccc 


ctt 


gga 


aaa 


cag 


ttg 


gaa 


Ala 


Tyr 


Phe 


Leu 


Asp 


lie 


Val Val 


Gin Pro 


Leu 


Gly 


Lys 


Gin 


Leu 


Glu 




50 










55 






60 











cag ccg ttg ggc tct gag caa caa ggc cct ttt att tea gtt aga tgc 



240 



255 



Gin Pro Leu Gly Sen Glu Gin Gin Gly Pro Phe He Ser Val Arg Cys 
65 70 75 80 

tgg get egg gac ctg cag ccc gcc atg cct gag ctt ccc acc cac tec 288 
Trp Ala Arg Asp Leu Gin Pro Ala Met Pro Glu Leu Pro Thr His Ser 
85 90 95 

atg ggc tee tgt gcg gee ega gee tee ceg aeg age gee aee ece tge 336 
Met Gly Ser Cys Ala Ala Arg Ala Ser Pro Thr Ser Ala Thr Pro Cys 
100 105 110 

tee aeg geg ece agt cee ate gae eac eea agg get gag gag tge gag 384 
Ser Thr Ala Pro Ser Pro He Asp His Pro Arg Ala Glu Glu Cys Glu 
115 120 125 

ege aeg geg egg gae tgg eag cet gea gat gge eta ctg tga 426 
Arg Thr Ala Arg Asp Trp Gin Pro Ala Asp Gly Leu Leu ^ 
130 135 140 





<210> 


254 




























<211> 


141 




























<212> 


PRT 




























<213> 


Homo sapiens 






















<400> 


254 


























Met 


Arg Pro 


Arg 


Lys 


Ala 


Phe 


Leu 


Leu 


Leu 


Leu 


Leu 


Leu 


Gly 


Leu 


Val 


1 






5 










10 










15 




Gin 


Leu Leu 


Ala 


Val 


Ala 


Gly 


Ala 


Glu 


Gly 


Pro 


Asp 


Glu 


Gly 


Leu 


Pro 






20 










25 










30 






Leu 


Ser Ser 


Gly 


He 


Cys 


Phe 


Leu 


Asn 


Tyr 


Asn 


Pro 


Ala 


Ser 


Ser 


Thr 




35 










40 










45 








A1a 


Tyr Phe 


Leu 


Asp 


He 


Val 


Val 


Gin 


Pro 


Leu 


Gly 


Lys 


Gin 


Leu 


Glu 




50 








55 










60 










Gin 


Pro Leu 


Gly 


Ser 


Glu 


Gin 


Gin 


Gly 


Pro 


Phe 


He 


Ser 


Val 


Arg 


Cys 


65 








70 










75 










80 


Trp 


Ala Arg 


Asp 


Leu 


Gin 


Pro 


Ala 


Met 


Pro 


Glu 


Leu 


Pro 


Thr 


His 


Ser 








85 










90 










95 




Met 


Gly Ser 


Cys 


Ala 


Ala 


Arg 


Ala 


Ser 


Pro 


Thr 


Ser 


Ala 


Thr 


Pro 


Cys 






100 










105 










110 






Ser 


Thr Ala 


Pro 


Ser 


Pro 


He 


Asp 


His 


Pro 


Arg 


Ala 


Glu 


Glu 


Cys 


Glu 




115 










120 










125 








Arg 


Thr Ala 


Arg 


Asp 


Trp 


Gin 


Pro 


Ala 


Asp 


Gly 


Leu 


Leu 









256 



130 135 140 

<210> 255 
<211> 942 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(942) 

<400> 255 

atg gag gat tat ata cat aag etc gtt tat aca gtg ttt get tgt ggg 

Met Glu Asp Tyr He His Lys Leu Val Tyr Thr Val Phe Ala Cys Gly 
15 10 15 

agg cac cct get cte etc ett etc ttt gte cet gtg etg ccg agt gee 
Arg His Pro Ala Leu Leu Leu Leu Phe Val Pro Val Leu Pro Ser Ala 
20 25 30 

ggt teg teg ceg etg ect gge eat gte tta age ate ttt tet ect cec 
Gly Ser Ser Pro Leu Pro Gly His Val Leu Ser He Phe Ser Pro Pro 
35 40 45 

geg egc ata ccg eat gee egt teg gtg tee tee eag etc ttc eeg tat 
Ala Arg He Pro His Ala Arg Ser Val Ser Ser Gin Leu Phe Pro Tyr 
50 55 60 

gca gee gtt gee age tte gga ece tee etg egg gta gtg gag ttt tta 
Ala Ala Val Ala Ser Phe Gly Pro Ser Leu Arg Val Val Glu Phe Leu 
65 70 75 80 

gag aga etc ctt cte gte egt get get gat egg age tgt ege age egt 
Glu Arg Leu Leu Leu Val Arg Ala Ala Asp Arg Ser Cys Arg Ser Arg 
85 90 95 

ttc get ect att ege gae ega ggt etc ege age teg ege tgt egc aca 
Phe Ala Pro He Arg Asp Arg Gly Leu Arg Ser Ser Arg Cys Arg Thr 
100 105 110 

gat etc egt gte age gge tgg eat gge cte cet etc gat ttg cct aaa 
Asp Leu Arg Val Ser Gly Trp His Gly Leu Pro Leu Asp Leu Pro Lys 
115 120 125 



48 



96 



144 



192 



240 



288 



336 



384 



gag tat aca tat get tgc tat ata aac tgc act gcc tct gcc gga att 
Glu Tyr Thr Tyr Ala Cys Tyr lie Asn Cys Thr Ala Ser Ala Gly He 
130 135 140 

gtc acc gag atg etc agg cct ttc ate act ctt gtg tct aga gcc gcc 
Val Thr Glu Met Leu Arg Pro Phe He Thr Leu Val Ser Arg Ala Ala 
145 150 155 160 

agg tgg tec cag gac ccc ttt tea cct age agt tec gea gee cat egg 
Arg Trp Ser Gin Asp Pro Phe Ser Pro Ser Ser Ser Ala Ala His Arg 
165 170 175 

caa tec aca ccc cag ate eat ece tgt ate gtg age caa cct tec tgc 
Gin Ser Thr Pro Gin He His Pro Cys He Val Ser Gin Pro Ser Cys 
180 185 190 

aaa gtc etc gtg ggc ate gge atg tee tat ttc tct tte ett ggg gea 
Lys Val Leu Val Gly He Gly Met Ser Tyr Phe Ser Phe Leu Gly Ala 
195 200 205 

tec teg tea tta atg ace cea tec gcg aca ate eta eeg etg ctg tee 
Ser Ser Ser Leu Met Thr Pro Ser Ala Thr He Leu Pro Leu Leu Ser 
210 215 220 

tgc cgt gcg tct etg aeg gtg age tta gtc agt cgt ett ege agt aga 
Cys Arg Ala Ser Leu Thr Val Ser Leu Val Ser Arg Leu Arg Ser Arg 
225 230 235 240 

eac age tee egg ata get get ace aag tte gac gea tct ata tat ege 
His Ser Ser Arg [le Ala Ala Thr Lys Phe Asp Ala Ser He Tyr Arg 
245 250 255 

tgc gcg tea gac gee ggc gac aca ege ate ttc cgt agt eat gcc ggg 
Cys Ala Ser Asp Ala Gly Asp Thr Arg He Phe Arg Ser His Ala Gly 
260 265 270 

aga cgt cag eeg age agt aca tat ege gtt gta eeg aca ate eta agt 
Arg Arg Gin Pro Ser Ser Thr Tyr Arg Val Val Pro Thr He Leu Ser 
275 280 285 



gea ate gat gtg gtt gtc gea age tec gtc aca age tgc ege gtc ttc 
Ala He Asp Val Val Val Ala Ser Ser Val Thr Ser Cys Arg Val Phe 



258 



290 



295 



300 



gtg get aac age ggc gca tgt gcg ccc tga 
Val Ala Asn Sen Gly Ala Cys Ala Pro * 
305 310 



<210> 
<211> 
<212> 
<213> 

<400> 
Met Glu Asp 

1 

Arg His Pro 

Gly Ser Ser 
35 

Ala Arg He 
50 

Ala Ala Val 
65 

Glu Arg Leu 

Phe Ala Pro 

Asp Leu Arg 
115 

Glu Tyr Thr 

130 
Val Thr Glu 
145 

Arg Trp Ser 

Gin Ser Thr 

Lys Val Leu 
195 

Ser Ser Ser 

210 
Cys Arg Ala 
225 



256 
313 
PRT 

Homo sapiens 
255 

Tyr He His Lys Leu Val Tyr 
5 10 
Ala Leu Leu Leu Leu Phe Val 
20 25 
Pro Leu Pro Gly His Val Leu 
40 

Pro His Ala Arg Ser Val Ser 
55 

Ala Ser Phe Gly Pro Ser Leu 
70 

Leu Leu Val Arg Ala Ala Asp 
85 90 
He Arg Asp Arg Gly Leu Arg 
100 105 
Val Ser Gly Trp His Gly Leu 
120 

Tyr Ala Cys Tyr He Asn Cys 
135 

Met Leu Arg Pro Phe He Thr 
150 

Gin Asp Pro Phe Ser Pro Ser 
165 170 
Pro Gin He His Pro Cys He 
180 185 
Val Gly He Gly Met Ser Tyr 
200 

Leu Met Thr Pro Ser Ala Thr 
215 

Ser Leu Thr Val Ser Leu Val 
230 



Thr Val Phe Ala 
Pro Val 
Ser He 



Ser Gin 
60 

Arg Val 
75 

Arg Ser 

Ser Ser 

Pro Leu 

Thr Ala 
140 
Leu Val 
155 

Ser Ser 

Val Ser 

Phe Ser 

He Leu 
220 
Ser Arg 
235 



Leu Pro 
30 

Phe Ser 
45 

Leu Phe 



Val Glu 

Cys Arg 

Arg Cys 
110 
Asp Leu 
125 

Ser Ala 

Ser Arg 

Ala Ala 

Gin Pro 
190 
Phe Leu 
205 

Pro Leu 



Cys Gly 
15 

Ser Ala 

Pro Pro 

Pro Tyr 

Phe Leu 
80 

Ser Arg 
95 

Arg Thr 

Pro Lys 

Gly He 

Ala Ala 
160 
His Arg 
175 

Ser Cys 
Gly Ala 
Leu Ser 



Leu Arg Ser Arg 
240 



259 



His Ser Ser Arg 


He 


Ala Ala Thr Lys Phe 


Asp Ala Ser He Tyr Arg 




245 


250 


255 


Cys Ala Ser Asp 


Ala 


Gly Asp Thr Arg He 


Phe Arg Ser His Ala Gly 


260 




265 


270 


Arg Arg 61 n Pro 


Ser 


Ser Thr Tyr Arg Val 


Val Pro Thr He Leu Ser 


275 




280 


285 


Ala He Asp Val 


Val 


Val Ala Ser Ser Val 


Thr Ser Cys Arg Val Phe 


290 




295 


300 


Val Ala Asn Ser 


Gly 


Ala Cys Ala Pro 




305 




310 





<210> 257 
<211> 291 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(291) 



<400> 257 

atg ctt tgg etc ctt ttg get ett ttt gee eeg ggt egg gcg ggg gge 

Met Leu Trp Leu Leu Leu Ala Leu Phe Ala Pro Gly Arg Ala Gly Gly 
15 10 15 



48 



ggg ggg tgg ggg tge ate tte cet gat aca eea eac tet eca ttc eet 
Gly Gly Trp Gly Cys He Phe Pro Asp Thr Pro His Ser Pro Phe Pro 
20 25 30 



96 



ggg ata tat gac act gat tgg get ace aeg ate ggg gac tee aea eea 
Gly He Tyr Asp Thr Asp Trp Ala Thr Thr He Gly Asp Ser Thr Pro 
35 40 45 



144 



eta eta tgg eee tte att tet gtg get etg tge tee tee agt gea ett 
Leu Leu Trp Pro Phe He Ser Val Ala Leu Cys Ser Ser Ser Ala Leu 
50 55 60 



192 



eet gea ggg eae eeg gea ttc ecc aat cet aga cgc tac gca gat gee 
Pro Ala Gly His Pro Ala Phe Pro Asn Pro Arg Arg Tyr Ala Asp Ala 
65 70 75 80 



240 



age eat gea gaa tea eat aee ate tta eet get gag etc tec eet ttg 
Ser His Ala 61 u Ser His Thr He Leu Pro Ala 61 u Leu Ser Pro Leu 



288 



260 



85 



90 



95 



tga 



291 



<210> 258 
<211> 96 
<212> PRT 
<213> Homo sapiens 



<400> 258 

Met Leu Trp Leu Leu Leu Ala Leu Phe Ala Pro Gly Arg Ala Gly Gly 

15 10 15 

Gly Gly Trp Gly Cys He Phe Pro Asp Thr Pro His Ser Pro Phe Pro 

20 25 30 

Gly He Tyr Asp Thr Asp Trp Ala Thr Thr He Gly Asp Ser Thr Pro 

35 40 45 

Leu Leu Trp Pro Phe He Ser Val Ala Leu Cys Ser Ser Ser Ala Leu 

50 55 60 

Pro Ala Gly His Pro Ala Phe Pro Asn Pro Arg Arg Tyr Ala Asp Ala 
65 70 75 80 

Ser His Ala Glu Ser His Thr He Leu Pro Ala Glu Leu Ser Pro Leu 
85 90 95 



<210> 259 
<211> 231 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1)...(231) 



<400> 259 

atg aaa etc atg gaa aca ctt aac cag tgc ata aac get ggt cat gaa 

Met Lys Leu Met Glu Thr Leu Asn Gin Cys He Asn Ala Gly His Glu 

15 10 15 

atg acg aag get ate gee att gca cag ttt aat gat gae age ceg gaa 

Met Thr Lys Ala He Ala He Ala Gin Phe Asn Asp Asp Ser Pro Glu 

20 25 30 



261 



gcg agg aaa ata acc egg cgc tgg aga ata ggt gaa gca gcg gat tta 144 

Ala Arg Lys He Thr Arg Arg Trp Arg He Gly Glu Ala Ala Asp Leu 

35 40 45 

gtt ggg gtt tct tct cag get ate aga gat gcc gag aaa gca ggg cga 192 

Val Gly Val Ser Ser Gin Ala He Arg Asp Ala Glu Lys Ala Gly Arg 

50 55 50 

eta ccg cac ccg gat atg gaa att cga gga egg tgt tga 231 

Leu Pro His Pro Asp Met Glu He Arg Gly Arg Cys * 

65 70 75 



<210> 260 
<211> 76 
<212> PRT 
<213> Homo sapiens 





<400> 


260 










Met 


Lys Leu 


Met 


Glu 


Thr Leu 


Asn Gin Cys He 


Asn Ala Gly His Glu 


1 






5 




10 


15 


Met 


Thr Lys 


Ala 


He 


Ala He 


Ala Gin Phe Asn 


Asp Asp Ser Pro Glu 






20 






25 


30 


Ala 


Arg Lys 


He 


Thr 


Arg Arg 


Trp Arg He Gly 


Glu Ala Ala Asp Leu 




35 








40 


45 


Val 


Gly Val 


Ser 


Ser 


Gin Ala 


He Arg Asp Ala 


Glu Lys Ala Gly Arg 




50 






55 




60 


Leu 


Pro His 


Pro 


Asp 


Met Glu 


He Arg Gly Arg 


Cys 


65 








70 


75 






<210> 


261 












<211> 


375 












<212> 


DNA 











<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1)...(375) 

<400> 261 

atg aag tte ctg etc etg gte ttg gca gcc etc gga ttc ctg acc cag 48 
Met Lys Phe Leu Leu Leu Val Leu Ala Ala Leu Gly Phe Leu Thr Gin 



262 



15 10 15 

gtg ate cca ggt gcg gat tct gcc gta aaa tgc gcc cct ggc gac tea 96 

Val He Pro Gly Ala Asp Ser Ala Val Lys Cys Ala Pro Gly Asp Ser 

20 25 30 

cga cca gga cgc att ccg cac cgc tec cce acg ece cgc age eeg ccc 144 

Arg Pro Gly Arg He Pro His Arg Ser Pro Thr Pro Arg Ser Pro Pro 

35 40 45 

teg agg ctg att gat ttg tgc cag tct eta ccg cca tct gcc ggc age 192 

Ser Arg Leu He Asp Leu Cys Gin Ser Leu Pro Pro Ser Ala Gly Ser 
50 55 60 



act egg tae ace cgc gee etg gag gtc gca cgc get ggc eaa acg ggc 
Thr Arg Tyr Thr Arg Ala Leu Glu Val Ala Arg Ala Gly Gin Thr Gly 
65 70 75 80 



240 



gca cca gae act ttt cag ggc cct gcc aaa gac etc cca atg tct act 
Ala Pro Asp Thr Phe Gin Gly Pro Ala Lys Asp Leu Pro Met Ser Thr 
85 90 95 



288 



ggc gtc cca gac aca aga gat cca ggc caa gac tea cac ttc aca aga 
Gly Val Pro Asp Thr Arg Asp Pro Gly Gin Asp Ser His Phe Thr Arg 
100 105 110 



336 



tac aca gae acg gge ctt agg gaa cag gaa att eea tga 
Tyr Thr Asp Thr Gly Leu Arg Glu Gin Glu He Pro * 
115 120 



375 



<210> 262 
<211> 124 
<212> PRT 
<213> Homo sapiens 

<400> 262 

Met Lys Phe Leu Leu Leu Val Leu Ala Ala Leu Gly Phe Leu Thr Gin | 
15 10 15 

Val He Pro Gly Ala Asp Ser Ala Val Lys Cys Ala Pro Gly Asp Ser * 

20 25 30 

Arg Pro Gly Arg He Pro His Arg Ser Pro Thr Pro Arg Ser Pro Pro 
35 40 45 



263 



Ser Arg Leu He Asp Leu Cys G1n Ser Leu Pro Pro Ser A1a Gly Ser 

50 55 60 

Thr Arg Tyr Thr Arg A1a Leu Glu Val Ala Arg Ala Gly Gin Thr Gly 
65 70 75 80 

Ala Pro Asp Thr Phe Gin Gly Pro Ala Lys Asp Leu Pro Met Ser Thr 

85 90 95 

Gly Val Pro Asp Thr Arg Asp Pro Gly Gin Asp Ser His Phe Thr Arg 

100 105 110 

Tyr Thr Asp Thr Gly Leu Arg Glu Gin Glu He Pro 
115 120 

<210> 263 
<211> 420 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(420) 

<400> 263 

atg aaa gag gca ttg acc aac cag aca cca atg act caa caa ctt gat 

Met Lys Glu Ala Leu Thr Asn Gin Thr Pro Met Thr Gin Gin Leu Asp 
15 10 15 

att age ctg att tta ctg atg gcc act tgg gaa ctg gtg caa gga gtg 
He Ser Leu He Leu Leu Met Ala Thr Trp Glu Leu Val Gin Gly Val 
20 25 30 

cag agg att cga gta tea ctt att gtt ctt cct gat gac cca ctg gag 
Gin Arg He Arg Val Ser Leu He Val Leu Pro Asp Asp Pro Leu Glu 
35 40 45 

gac ttg cgc ttc tat tct tac aca ttt gtg tec ttt gga gtt aga gtt 
Asp Leu Arg Phe Tyr Ser Tyr Thr Phe Val Ser Phe Gly Val Arg Val 
50 55 60 



48 



96 



144 



192 



cat ggt tct act ctt gcc ata cga cac att aaa ata caa get atg get 240 
His Gly Ser Thr Leu Ala He Arg His He Lys He Gin Ala Met Ala 
65 70 75 80 



get get ggc cac ttt gaa ttc cat ctt ggc aga gaa gtc cgt gaa ggt 
Ala Ala Gly His Phe Glu Phe His Leu Gly Arg Glu Val Arg Glu Gly 



288 



264 



85 90 95 

cac tta gaa gtt att ttc caa aca tgc aat gga aag tgt ate tct gtg 336 
His Leu G1u Val He Phe Gin Thr Cys Asn Gly Lys Cys He Ser Val 
100 105 110 

act aaa caa gtg gac tgt ggt ggc cat agt aga gca cga etc aga ttg 384 
Thr Lys Gin Val Asp Cys Gly Gly His Ser Arg Ala Arg Leu Arg Leu 
115 120 125 

tec tct gaa aaa acc tgc tgt aga aag cat att tga " 420 

Ser Ser 61 u Lys Thr Cys Cys Arg Lys His He * 
130 135 



<210> 264 
<211> 139 
<212> PRT 
<213> Homo sapiens 

<400> 264 

Met Lys Glu Ala Leu Thr Asn Gin Thr Pro Met Thr Gin Gin Leu Asp 
15 10 15 

He Ser Leu He Leu Leu Met Ala Thr Trp Glu Leu Val Gin Gly Val 

20 25 30 

Gin Arg He Arg Val Ser Leu He Val Leu Pro Asp Asp Pro Leu Glu 

35 40 45 

Asp Leu Arg Phe Tyr Ser Tyr Thr Phe Val Ser Phe Gly Val Arg Val 

50 55 60 

His Gly Ser Thr Leu Ala He Arg His He Lys He Gin Ala Met Ala 
65 70 75 80 

Ala Ala Gly His Phe Glu Phe His Leu Gly Arg Glu Val Arg Glu Gly 

85 90 95 

His Leu Glu Val He Phe Gin Thr Cys Asn Gly Lys Cys He Ser Val 

100 105 110 

Thr Lys Gin Val Asp Cys Gly Gly His Ser Arg Ala Arg Leu Arg Leu 

115 120 125 

Ser Ser Glu Lys Thr Cys Cys Arg Lys His He 
130 135 



<210> 265 
<211> 477 
<212> DNA 



265 



<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(477) 



<400> 265 

atg ttt tat tgg ttg gtg caa egg gta gcc tgt gtt tta ctg tta act 

Met Phe Tyr Trp Leu Val Gin Arg Val Ala Cys Val Leu Leu Leu Thr 

15 10 15 

gca atg ctt ttt caa acg gat get ttt gaa aca ccc tgg aat ata gtt 
Ala Met Leu Phe Gin Thr Asp Ala Phe Glu Thr Pro Trp Asn He Val 
20 25 30 

ggc aga atg aat aaa gga atg aat aaa age att gtt cac ata atg cga 
Gly Arg Met Asn Lys Gly Met Asn Lys Ser He Val His He Met Arg 
35 40 45 

tat aac ttt eta gaa ggt caa att aac cet act ttc gat gta gaa atg 
Tyr Asn Phe Leu Glu Gly Gin He Asn Pro Thr Phe Asp Val Glu Met 
50 55 60 

act aac ata ace gaa gat eta atg gtg atg tgg tea tge aca cag tgt 
Thr Asn lie Thr Glu Asp Leu Met Val Met Trp Ser Cys Thr Gin Cys 
65 70 75 80 

gta ggt get ace aac tgt tge aga cac agt tea tct cag aac aga aag 
Val Gly Ala Thr Asn Cys Cys Arg His Ser Ser Ser Gin Asn Arg Lys 
85 90 95 

eat gaa act eta gee aca gga ate aga ate ctt ett ccc caa ggg tea 
His Glu Thr Leu Ala Thr Gly He Arg He Leu Leu Pro Gin Gly Ser 
100 105 110 

ate act eat tec cea get get gaa agt gtg get gcc aat tgt tta cag 
He Thr His Ser Pro Ala Ala Glu Ser Val Ala Ala Asn Cys Leu Gin 
115 120 125 

ctg tat ect tct etc aag eat tac tct cag tct ctg gga gcc aag tct 
Leu Tyr Pro Ser Leu Lys His Tyr Ser Gin Ser Leu Gly Ala Lys Ser 
130 135 140 



48 



96 



144 



192 



240 



288 



336 



384 



432 



tct gga aat gtc tgg gag get ata eta gga agg aga ggg tgg tag 
Ser Gly Asn Val Trp Glu Ala He Leu Gly Arg Arg Gly Trp * 
145 150 155 



<210> 265 
<211> 158 
<212> PRT 
<213> Homo sapiens 

<400> 265 



net 


Pne 


Tyr 


Trp 


Leu 


Va 1 


Gin 


Arg Va 1 Ala Cys Va 1 


Leu Leu 


Leu Thr 


1 








5 






10 




15 


Ala 


Met 


Leu 


Phe 


Gin 


Thr 


Asp 


Ala Phe Glu Thr Pro 


Trp Asn 


He Val 








20 








25 


30 




Gly 


Arg 


Met 


Asn 


Lys 


Gly 


Met 


Asn Lys Ser He Val 


His He 


Met Arg 






35 










40 


45 




Tyr 


Asn 


Phe 


Leu 


Glu 


Gly 


Gin 


He Asn Pro Thr Phe 


Asp Val 


Glu Met 




50 










55 


60 






Thr 


Asn 


He 


Thr 


Glu 


Asp 


Leu 


Met Val Met Trp Ser 


Cys Thr 


Gin Cys 


65 










70 




75 




80 


Val 


Gly 


Ala 


Thr 


Asn 


Cys 


Cys 


Arg His Ser Ser Ser 


Gin Asn 


Arg Lys 










85 






90 




95 


His 


Glu 


Thr 


Leu 


Ala 


Thr 


Gly 


He Arg He Leu Leu 


Pro Gin 


Gly Ser 








100 








105 


110 




He 


Thr 


His 


Ser 


Pro 


Ala 


Ala 


Glu Ser Val Ala Ala 


Asn Cys 


Leu Gin 






115 










120 


125 




Leu 


Tyr 


Pro 


Ser 


Leu 


Lys 


His 


Tyr Ser Gin Ser Leu 


Gly Ala 


Lys Ser 




130 










135 


140 






Ser 


Gly 


Asn 


Val 


Trp 


Glu 


Ala 


He Leu Gly Arg Arg 


Gly Trp 




145 










150 




155 







<210> 267 
<211> 603 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(603) 

<400> 267 

atg get gca get tgg ace gtg gtg etg gtg act ttg gtg eta ggc ttg 



267 



Met Ala Ala Ala Trp Thr Val Val Leu Val Thr Leu Val Leu Gly Leu 

15 10 15 

gcc gtg gca ggc cct gtc ccc act tec aag ccc acc aca act ggg aag 96 

Ala Val Ala Gly Pro Val Pro Thr Ser Lys Pro Thr Thr Thr Gly Lys 

20 25 30 

ggc tgc cac att ggc agg ttc aaa tct ctg tea cca cag gag eta geg 144 

Gly Cys His He Gly Arg Phe Lys Ser Leu Ser Pro Gin Glu Leu Ala 

35 40 45 

age ttc aag aag gcc agg gac gcc ttg gaa gag tea etc aag ctg aaa 192 

Ser Phe Lys Lys Ala Arg Asp Ala Leu Glu Glu Ser Leu Lys Leu Lys 

50 55 60 

aac tgg agt tgc age tct cct gtc ttc ccc ggg aat tgg gac ctg agg 240 

Asn Trp Ser Cys Ser Ser Pro Val Phe Pro Gly Asn Trp Asp Leu Arg 

65 70 75 80 

ett etc cag gtg agg gag cgc cct gtg gcc ttg gag get gag ctg gcc 288 

Leu Leu Gin Val Arg Glu Arg Pro Val Ala Leu Glu Ala Glu Leu Ala 

85 90 95 

ctg acg ctg aag gtc ctg gag gcc get get ggc cca gcc ctg gag gac 336 

Leu Thr Leu Lys Val Leu Glu Ala Ala Ala Gly Pro Ala Leu Glu Asp 

100 105 110 

gtc eta gae cag ccc ctt cac acc ctg cac cac ate etc tec cag etc 384 

Val Leu Asp Gin Pro Leu His Thr Leu His His He Leu Ser Gin Leu 

115 120 125 

cag gee tgt ate cag cct cag ccc aca gca ggg ccc agg ccc egg ggc 432 

Gin Ala Cys He Gin Pro Gin Pro Thr Ala Gly Pro Arg Pro Arg Gly 

130 135 140 

cgc etc cac cac tgg ctg cac egg etc cag gag gcc ccc aaa aag gag 480 

Arg Leu His His Trp Leu His Arg Leu Gin Glu Ala Pro Lys Lys Glu 

145 150 155 160 

tec get ggc tgc ctg gag gca tct gtc acc ttc aac etc ttc cgc etc 528 

Ser Ala Gly Cys Leu Glu Ala Ser Val Thr Phe Asn Leu Phe Arg Leu 

165 170 175 



268 



etc 


acg cga gac 


etc 


aaa tat 


gtg 


gcc gat 


ggg gac ctg tgt 


ctg 


aga 


Leu 


Thr Arg Asp 


Leu 


Lys Tyr 


Val 


Ala Asp 


Gly Asp Leu Cys 


Leu 


Arg 




1 on 
loU 








lob 


1 on 

lyu 






acg 


tea acc cac 


cct 


gag lcc 


acc 


tga 








Thr 


Ser Thr His 


Pro 


61 u Ser 


Thr 












195 






200 












<210> 268 


















<211> 200 


















<212> PRT 


















<213> Homo sapiens 














<400> 268 
















Met 


Ala Ala Ala 


Trp 


Thr Val 


Val 


Leu Val 


Thr Leu Val Leu 


Gly 


Leu 


1 




5 






10 




15 




Ala 


Val Ala Gly 


Pro 


Val Pro 


Thr 


Ser Lys 


Pro Thr Thr Thr 


Gly 


Lys 




20 








25 


30 






Gly 


Cys His He 


Gly 


Arg Phe 


Lys 


Ser Leu 


Ser Pro Gin Glu 


Leu 


ft "1 — 
Ala 




35 






40 




45 






Ser 


Phe Lys Lys 


Ala 


Arg Asp 


Ala 


Leu Glu 


Glu Ser Leu Lys 


Leu 


Lys 




50 




55 






50 






Asn 


Trp Ser Cys 


Ser 


Ser Pro 


Val 


Phe Pro 


Gly Asn Trp Asp 


Leu 


Arg 


65 






70 






7b 




on 


Leu 


Leu Gin Val 


Arg 


Glu Arg 


Pro 


Val Ala 


Leu blu Ala Glu 


Leu 


Ala 






85 






90 




yb 




Leu 


Thr Leu Lys 


Val 


Leu Glu 


Ala 


Ala Ala 


Gly Pro Ala Leu 


Glu 


Asp 




100 








105 


Tin 

110 






Val 


Leu Asp Gin 


Pro 


Leu His 


Thr 


Leu His 


His He Leu Ser 


Gin 


Leu 




115 






1 on 










Gin 


Ala Cys He 


Gin 


Pro Gin 


Pro 


Thr Ala 


Gly Pro Arg Pro 


Arg 


Gly 




130 




135 






140 






Arg 


Leu His His 


Trp 


Leu His 


Arg 


Leu Gin 


Glu Ala Pro Lys 


Lys 


Glu 


145 






150 






155 




160 


Ser 


Ala Gly Cys 


Leu 


Glu Ala 


Ser 


Val Thr 


Phe Asn Leu Phe 


Arg 


Leu 






165 






170 




175 




Leu 


Thr Arg Asp 


Leu 


Lys Tyr 


Val 


Ala Asp 


Gly Asp Leu Cys 


Leu 


Arg 




180 








185 


190 






Thr 


Ser Thr His 


Pro 


Glu Ser 


Thr 












195 






200 












<210> 269 

















269 



<211> 624 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(624) 





<400> 


269 


























atg 


gga 


aga 


ate 


ceg 


gta 


att 


ctg ctg 


ctg 


get 


gee 


cec 


cet 


gtc 


tec 


48 


Met 


Gly 


Arg 


He 


Pro 


Val 


He 


Leu Leu 


Leu 


Al a 


Ala 


Pro 


Pro 


Val 


Ser 




1 








5 








10 










15 






ctg 


tea 


gcg 


gtg 


eg a 


eta 


get 


act agt 


agt 


agg 


agg 


act 


aag 


eca 


eta 


96 


Leu 


Ser 


Ala 


Val 


Arg 


Leu 


Ala 


Thr Ser 


Ser 


Arg 


Arg 


Thr 


Lys 


Pro 


Leu 










20 








25 










30 








acg 


age 


ttc 


etc 


get 


ctg 


cag 


aaa cgt 


ttg 


ggc 


etc 


gtc 


eca 


teg 


gcg 


144 


Thr 


Ser 


Phe 


Leu 


Ala 


Leu 


Gin 


Lys Arg 


Leu 


Gly 


Leu 


Val 


Pro 


Ser 


Ala 








35 










40 








45 










gac 


tat 


atg 


cag 


tat 


etc 


cet 


att gta 


cgt 


egg 


ggc 


agg 


cag 


cat 


age 


192 


Asp 


Tyr 


riet 


Gin 


Tyr 


Leu 


Pro 


He Val 


Arg 


Arg 


Gly 


Arg 


Gin 


His 


Ser 






50 










55 








60 












att 


gtg 


gcg 


tec 


ace 


cag 


acg 


ggc egg 


get 


teg 


gta 


gtg 


act 


get 


act 


240 


lie 




M 1 a 


Ser 


Thr 


Gin 


Thr 


Gly Arg 


Al a 


Ser 


Val 


Val 


Thr 


Al a 


Thr 




bo 










"7r\ 
/U 








lb 










on 




tac 


tct 


ggc 


gcg 


cgc 


gat 


ate 


tea ggc 


ate 


agt 


ttt 


cga 


ace 


agg 


get 


288 


Tyr 


Sep 


G1y 


Ala 


Arg 


Asp 


He 


Ser Gly 


He 


Ser 


Phe 


Arg 


Thr 


Arg 


Ala 












85 








90 










95 






cat 


aga 


gcc 


etc 


gga 


tat 


tta 


ctt cac 


aga 


gtt 


ttt 


atg 


agg 


ata 


get 


336 


His 


Arg 


Ala 


Leu 


Gly 


Tyr 


Leu 


Leu His 


Arg 


Val 


Phe 


Met 


Arg 


He 


Ala 










100 








105 










110 








ttt 


gat 


aga 


age 


tgc 


agg 


age 


ctg cgc 


gtc 


ate 


cga 


gat 


gee 


cac 


ggg 


384 


Phe 


Asp 


Arg 


Ser 


Cys 


Arg 


Ser 


Leu Arg 


Val 


He 


Arg 


Asp 


Ala 


His 


Gly 








115 










120 








125 










ggt 


ctt 


cct 


tae 


ctt 


cag 


gtg 


gaa tgc 


cac 


cec 


agg 


gac 


aac 


cet 


cct 


432 


Gly 


Leu 


Pro 


Tyr 


Leu 


Gin 


Val 


Glu Cys 


His 


Pro 


Arg 


Asp 


Asn 


Pro 


Pro 





270 



130 



135 



140 



gtg gag tac ttg ttc eta cac ctt ggt tgg cga gag caa acc gat gca 
Val Glu Tyr Leu Phe Leu His Leu Gly Trp Arg Glu Gin Thr Asp Ala 
145 150 155 160 

ggc gtt tct aaa aca aat gag ccc tgg gag age cct gaa cgc att tat 
Gly Val Ser Lys Thr Asn Glu Pro Trp Glu Ser Pro Glu Arg He Tyr 
165 170 175 



480 



528 



tat gag cct cga ggg act ggg aag ctg cag aga ccc aaa get gtc cga 
Tyr Glu Pro Arg Gly Thr Gly Lys Leu Gin Arg Pro Lys Ala Val Arg 
180 185 190 

gag gac ttg gga ctt get ctg caa aag acc tgg cct ctg ctt ttt tga 
Glu Asp Leu Gly Leu Ala Leu Gin Lys Thr Trp Pro Leu Leu Phe * 
195 200 205 



576 



624 



<210> 
<211> 
<212> 
<213> 

<400> 
Met Gly Arg 
1 

Leu Ser Ala 

Thr Ser Phe 
35 

Asp Tyr Met 
50 

He Val Ala 
65 

Tyr Ser Gly 



270 
207 
PRT 

Homo sapiens 
270 

He Pro Val He Leu Leu 
5 

Val Arg Leu Ala 

20 

Leu Ala Leu Gin 



Gin Tyr Leu Pro 
55 

Ser Thr Gin Thr 
70 

Ala Arg Asp He 
85 

His Arg Ala Leu Gly Tyr Leu 
100 

Ser Cys Arg Ser 



Phe Asp Arg 
• 115 
Gly Leu Pro 
130 



Tyr Leu Gin Val 
135 



Thr Ser 
25 
Lys Arg 
40 

He Val 

Gly Arg 

Ser Gly 

Leu His 
105 
Leu Arg 
120 

Glu Cys 



Leu Ala 
10 

Ser Arg 

Leu Gly 

Arg Arg 

Ala Ser 
75 

He Ser 
90 

Arg Val 
Val He 
His Pro 



Ala Pro Pro 

Arg Thr Lys 
30 

Leu Val Pro 
45 

Gly Arg Gin 
60 

Val Val Thr 



Val Ser 
15 

Pro Leu 
Ser Ala 
His Ser 



Ala Thr 
80 

Phe Arg Thr Arg Ala 
95 

He Ala 



Phe Met Arg 
110 

Arg Asp Ala 

125 
Arg Asp Asn 
140 



His Gly 
Pro Pro 



Val Glu Tyr Leu Phe Leu His Leu Gly Trp Arg Glu Gin Thr Asp Ala 
145 150 155 160 

Gly Val Ser Lys Thr Asn Glu Pro Trp Glu Ser Pro Glu Arg He Tyr 

165 170 175 

Tyr Glu Pro Arg Gly Thr Gly Lys Leu Gin Arg Pro Lys Ala Val Arg 

180 185 190 

Glu Asp Leu Gly Leu Ala Leu Gin Lys Thr Trp Pro Leu Leu Phe 
195 200 205 

<210> 271 
<211> 888 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(888) 

<400> 271 

atg gcc gga ctg etc agt cca ata ctg etc atg ctg etc gca eta gtt 

Met Ala Gly Leu Leu Ser Pro He Leu Leu Met Leu Leu Ala Leu Val 
15 10 15 

aat gtc agg acc cag aca cct cgt act aac acc ttg att gac tgc gcc 
Asn Val Arg Thr Gin Thr Pro Arg Thr Asn Thr Leu He Asp Cys Ala 
20 25 30 

cct gga tgg gcg eta aaa gat cgc agt gta ggt teg gga tec acg teg 
Pro Gly Trp Ala Leu Lys Asp Arg Ser Val Gly Ser Gly Ser Thr Ser 
35 40 45 

atg ttg gca gcg cag cat ate gcc tac ccc ggg tac cag gtg ctt att 
Met Leu Ala Ala Gin His He Ala Tyr Pro Gly Tyr Gin Val Leu He 
50 55 60 

eta gaa cgt eta atg ccc etc acc acg gac age cgt ctg ttt tgg age 
Leu Glu Arg Leu Met Pro Leu Thr Thr Asp Ser Arg Leu Phe Trp Ser 
65 70 75 80 

acg gac aag tgg ate gtc cgc ggc gaa cct tat tta aga atg agg agt 
Thr Asp Lys Trp He Val Arg Gly Glu Pro Tyr Leu Arg Met Arg Ser 
85 90 95 



272 



ttt gca tat cgc ate acc tgt ccg aaa etc aaa teg tat gaa eaa cag 336 
Phe Ala Tyr Arg He Thr Cys Pro Lys Leu Lys Ser Tyr Glu Gin Gin 
100 105 110 

ctg tac gaa gcg tta caa egt etc gta act gaa agt aac caa cac etg 384 
Leu Tyr Glu Ala Leu Gin Arg Leu Val Thr Glu Ser Asn Gin His Leu 
115 120 125 

aag gta cga cat gta cga teg aaa tgg cat eta tat gta tec acg cgc 432 
Lys Val Arg His Val Arg Ser Lys Trp His Leu Tyr Val Ser Thr Arg 
130 135 140 

ttg tea cga egg cat cgc acg gca cag gae gta tgc att gga gac get 480 
Leu Ser Arg Arg His Arg Thr Ala Gin Asp Val Cys He Gly Asp Ala 
145 150 155 160 

gca ttg acc gga tat ggt eta gae gca egg acg egt acg aag acg cat 528 
Ala Leu Thr Gly Tyr Gly Leu Asp Ala Arg Thr Arg Thr Lys Thr His 
165 170 175 

atg tac tgt gtc gae acg tac tet gat etg aag gca atg gta teg act 576 
Met Tyr Cys Val Asp Thr Tyr Ser Asp Leu Lys Ala Met Val Ser Thr 
180 185 190 

ctg gta cga att gtg tet gac agt cgc gtc gae ccg tat egg att gtc 624 
Leu Val Arg He Val Ser Asp Ser Arg Val Asp Pro Tyr Arg He Val 
195 200 205 

tat cga ctg egg ate egt att cgc atg cga teg get etc acg cga etc 672 
Tyr Arg Leu Arg [le Arg He Arg Met Arg Ser Ala Leu Thr Arg Leu 
210 215 220 

ata etg eta tgg etc gtg act gtg atg gat gcg ctt eta att cgc gge 720 
He Leu Leu Trp Leu Val Thr Val Met Asp Ala Leu Leu He Arg Gly 
225 230 235 240 

gtc teg etc teg aac gac tat etc ate tta tte tea ate gat acg cgc 768 
Val Ser Leu Ser Asn Asp Tyr Leu He Leu Phe Ser He Asp Thr Arg 
245 250 255 

acg egt gcg aga etc cgc atg gat egt eta tet get agt gta tet atg 816 
Thr Arg Ala Arg Leu Arg Met Asp Arg Leu Ser Ala Ser Val Ser Met 
260 265 270 



273 



ctg act gat act gcc atg gta eta gtc act gac ate gtg atg cgt get 
Leu Thr Asp Thr Ala Met Val Leu Val Thr Asp He Val Met Arg Ala 
275 280 285 ■ 



864 



gta etc gtc act ctg cat gcg tga 
Val Leu Val Thr Leu His Ala * 
290 295 



888 



<210> 272 
<211> 295 
<212> PRT 
<213> Homo sapiens 

<400> 272 

Met Ala Gly Leu Leu Ser Pro He Leu Leu Met Leu Leu Ala Leu Val 

15 10 15 

Asn Val Arg Thr Gin Thr Pro Arg Thr Asn Thr Leu He Asp Cys Ala 

20 25 30 

Pro Gly Trp Ala Leu Lys Asp Arg Ser Val Gly Ser Gly Ser Thr Ser 

35 40 45 

Met Leu Ala Ala Gin His He Ala Tyr Pro Gly Tyr Gin Val Leu He 

50 55 60 

Leu Glu Arg Leu Met Pro Leu Thr Thr Asp Ser Arg Leu Phe Trp Ser 
65 70 75 80 

Thr Asp Lys Trp Lie Val Arg Gly Glu Pro Tyr Leu Arg Met Arg Ser 

85 90 95 

Phe Ala Tyr Arg He Thr Cys Pro Lys Leu Lys Ser Tyr Glu Gin Gin 

100 105 110 

Leu Tyr Glu Ala Leu Gin Arg Leu Val Thr Glu Ser Asn Gin His Leu 

115 120 125 

Lys Val Arg His Val Arg Ser Lys Trp His Leu Tyr Val Ser Thr Arg 

130 135 140 

Leu Ser Arg Arg His Arg Thr Ala Gin Asp Val Cys He Gly Asp Ala 
145 150 155 160 

Ala Leu Thr Gly Tyr Gly Leu Asp Ala Arg Thr Arg Thr Lys Thr His 

165 170 175 

Met Tyr Cys Val Asp Thr Tyr Ser Asp Leu Lys Ala Met Val Ser Thr 

180 185 190 

Leu Val Arg He Val Ser Asp Ser Arg Val Asp Pro Tyr Arg He Val 

195 200 205 

Tyr Arg Leu Arg He Arg He Arg Met Arg Ser Ala Leu Thr Arg Leu 



274 



210 215 220 

He Leu Leu Trp Leu Val Thr Val Met Asp Ala Leu Leu He Arg Gly 
225 230 235 240 

Val Ser Leu Ser Asn Asp Tyr Leu He Leu Phe Ser He Asp Thr Arg 

245 250 255 

Thr Arg Ala Arg Leu Arg Met Asp Arg Leu Ser Ala Ser Val Ser Met 

260 265 270 

Leu Thr Asp Thr Ala Met Val Leu Val Thr Asp He Val Met Arg Ala 

275 280 285 

Val Leu Val Thr Leu His Ala 
290 295 



<210> 273 
<211> 579 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(579) 



<400> 273 

atg ctt ctg att gag ctg ggc ttg get gat cga gtc tgg get cgc tea 

Met Leu Leu He Glu Leu Gly Leu Ala Asp Arg Val Trp Ala Arg Ser 
15 10 15 

tgt gtc tgt ggg ctg ccg gca get cag caa ggg get ggc tgg act age 

Cys Val Cys Gly Leu Pro Ala Ala Gin Gin Gly Ala Gly Trp Thr Ser 
20 25 30 



48 



96 



gaa gcc atg aag cca cga age cac ggg ctt gtc aca ggc ttt cag ggg 
Glu Ala Met Lys Pro Arg Ser His Gly Leu Val Thr Gly Phe Gin Gly 
35 40 45 



144 



aca cag caa aca gta aaa get ctg cag att caa cga agg cca get ggg 192 

Thr Gin Gin Thr Val Lys Ala Leu Gin He Gin Arg Arg Pro Ala Gly 
50 55 60 

ttt gaa cca gcc atg cag ggg aac etc cag ggt tec ctt cga att gga 240 

Phe Glu Pro Ala Met Gin Gly Asn Leu Gin Gly Ser Leu Arg He Gly 
65 70 75 80 



cat tgc cat tgt ccc ctg ggt gca gat gag ggc agt gac ctg cct gag 



288 



275 



His Cys His Cys Pro Leu Gly Ala Asp Glu Gly Ser Asp Leu Pro Glu 
85 90 95 

gtc aca gtg ctg gtg agg gat ggc age agg act cca cac ccg ggg gtc 336 
Val Thr Val Leu Val Arg Asp Gly Ser Arg Thr Pro His Pro Gly Val 
100 105 110 

tac cca ggc tgg tac cat egg cca gta cga ggg ctt gtc aac atg aag 384 
Tyr Pro Gly Trp Tyr His Arg Pro Val Arg Gly Leu Val Asn Met Lys 
115 120 125 

gtt cca ttt gtc agg ccc ctg cat gag gac ccc aac ccc ctg aag ate 432 
Val Pro Phe Val Arg Pro Leu His Glu Asp Pro Asn Pro Leu Lys He 
130 135 140 

ttc atg tta agt get get ggc aac aaa agt aga tgg ate eet gga agt 480 
Phe Met Leu Ser Ala Ala Gly Asn Lys Ser Arg Trp lie Pro Gly Ser 
145 150 155 160 

etc tgt ctg eac gtg aca get act cca ace act get gag ctt cca gga 528 
Leu Cys Leu His Val Thr Ala Thr Pro Thr Thr Ala Glu Leu Pro Gly 
165 170 175 

get tee egt gat ggc aag gta cca get gtg tge cga gta cca get gtg 576 
Ala Ser Arg Asp Gly Lys Val Pro Ala Val Cys Arg Val Pro Ala Val 
180 185 190 

tga 579 



<210> 274 
<211> 192 
<212> PRT 
<213> Homo sapiens 



<400> 274 



Met 


Leu Leu 


He Glu Leu Gly 


Leu Ala 


Asp 


Arg 


Val 


Trp 


Ala 


Arg 


Ser 


1 




5 




10 










15 




Cys 


Val Cys 


Gly Leu Pro Ala 


Ala Gin 


Gin 


Gly 


Ala 


Gly 


Trp 


Thr 


Ser 






20 


25 










30 






Glu 


Ala Met 


Lys Pro Arg Ser 


His Gly 


Leu 


Val 


Thr 


Gly 


Phe 


Gin 


Gly 



276 







oo 










Ad 


M-O 






1 nr 


b 1 n 


ri lo 
b 1 n 


1 nr 


va 1 


Lys 


A 1 a 


1 Cii 1 Pin T 1 Q 

Leu bin i 1 e 


bin Arg Arg rro 


Al 3 

A 1 a 


PI w 

biy 




DU 










00 




DU 






pne 


PI 1 1 


Pro 


AT ^ 

A 1 a 


riet 


b 1 n 


biy 


Asn Leu bin 


biy ber Leu Arg 


1 1 e 


PI \/ 
biy 


DO 










/ u 






/o 




oU 


Hi S 


Cys 


Hi S 


Cys 


Pro 


Leu 


PI w 

biy 


A"l-i A(-*-> Plit 

A 1 a Asp b ! U 


Gly Ser Asp Leu 


Pro 


PI 1 1 
b 1 U 










oc 
00 






on 








val 


Thr 


Val 


Leu 


val 


Arg 


Asp 


b ly Ser Arg 


Thr Pro His Pro 


p"t \ / 

biy 


Va 1 








luu 








lUo 


llu 






Tyr 


Pro 


nix, 

Gly 


Trp 


Tyr 


His 


Arg 


Pro Val Arg 


biy Leu Val Asn 


net 


Lys 






lie 

lib 












i^o 






Val 


Pro 


Phe 


Val 


Arg 


Pro 


Leu 


H1s Glu Asp 


Pro Asn Pro Leu 


Lys 


He 




130 










135 




140 






Phe 


Met 


Leu 


Ser 


Ala 


Ala 


Gly 


Asn Lys Ser 


Arg Trp He Pro 


Gly 


Ser 


145 










150 






155 




160 


Leu 


Cys 


Leu 


His 


Val 


Thr 


Ala 


Thr Pro Thr 


Thr Ala Glu Leu 


Pro 


Gly 










165 






170 




175 




Ala 


Sep 


Arg 


Asp 


Gly 


Lys 


Val 


Pro Ala Val 


Cys Arg Val Pro 


Ala 


Val 








180 








185 


190 







<210> 275 
<211> 510 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(510) 





<400> 


275 


















atg 


agg 


tea 


gaa 


gcc 


ttg 


ctg 


eta tat ttc 


aca ctg eta cac 


ttt 


get 


48 


Met 


Arg 


Ser 


Glu 


Ala 


Leu 


Leu 


Leu Tyr Phe 


Thr Leu Leu His 


Phe 


Ala 




1 








5 






10 




15 






ggg 


get 


ggt 


ttc 


cca 


gaa 


gat 


tct gag cca 


ate agt att teg 


cat 


ggc 


96 


Gly 


Ala 


Gly 


Phe 


Pro 


Glu 


Asp 


Ser Glu Pro 


He Ser He Ser 


His 


Gly 










20 








25 


30 








aac 


tat 


aca 


aaa 


cag 


tat 


ccg 


gtg ttt gtg 


ggc cac aag cca 


gga 


egg 


144 


Asn 


Tyr 


Thr 


Lys 


Gin 


Tyr 


Pro 


Val Phe Val 


Gly His Lys Pro 


Gly 


Arg 








35 










40 


45 








aac 


acc 


aca 


cag 


agg 


cac 


agg 


ctg gac ate 


cag atg att atg 


ate 


atg 


192 



277 



Asn Thr Thr Gin Arg His Arg Leu Asp He Gin Met He Met He Met 
50 55 60 

aac gga acc etc tac att get get agg aca cag aga ggc ttt gtt gtc 
Asn Gly Thr Leu Tyr He Ala Ala Arg Thr Gin Arg Gly Phe Val Val 
65 70 75 80 

ttt gtg gtc acc ggg tec act tta cac aga tgc eta tta ate act tea 
Phe Val Val Thr Gly Ser Thr Leu His Arg Cys Leu Leu He Thr Ser 
85 90 95 



240 



288 



eta tgg aga cag aca cat cca tea tat cac age age tea gaa acg ggc 
Leu Trp Arg Gin Thr His Pro Ser Tyr His Ser Ser Ser Glu Thr Gly 
100 105 110 

cgt cca gtg aaa ggg ggt gag agg gga aag tgc aca ctt aac cat ttc 
Arg Pro Val Lys Gly Gly Glu Arg Gly Lys Cys Thr Leu Asn His Phe 
115 120 125 

gag tta ggt tac tgg ttg cct gtg tct tac acg ctt agg gtg gta att 
Glu Leu Gly Tyr Trp Leu Pro Val Ser Tyr Thr Leu Arg Val Val He 
130 135 140 

ggg gtg ggg act ctg gag tat get tat tct tea tec aag aaa aag cag 
Gly Val Gly Thr Leu Glu Tyr Ala Tyr Ser Ser Ser Lys Lys Lys Gin 
145 150 155 150 

agt tgg cac tac tgt gag aaa agt act taa 
Ser Trp His Tyr Cys Glu Lys Ser Thr * 
165 



336 



384 



432 



480 



510 



<210> 276 
<211> 169 
<212> PRT 

<213> Homo sapiens 
<400> 276 

Met Arg Ser Gl u Al a Leu Leu Leu Tyr Phe Thr Leu Leu Hi s Phe Al a 
15 10 15 

Gly Ala Gly Phe Pro Glu Asp Ser Glu Pro He Ser He Ser His Gly 

20 25 30 

Asn Tyr Thr Lys Gin Tyr Pro Val Phe Val Gly His Lys Pro Gly Arg 



278 



35 




40 


Asn Thr Thr Gin Arg 


His 


Arg Leu 


50 




55 


Asn Gly Thr Leu Tyr 


He 


Ala Ala 


65 


70 




Phe Val Val Thr Gly 


Ser 


Thr Leu 


85 






Leu Trp Arg Gin Thr 


His 


Pro Ser 


100 






Arg Pro Va1 Lys Gly 


Gly 


Glu Arg 


115 




120 


Glu Leu Gly Tyr Trp 


Leu 


Pro Val 


130 




135 


Gly Val Gly Thr Leu 


Glu 


Tyr Ala 


145 


150 




Ser Trp His Tyr Cys 


Glu 


Lys Ser 



165 



45 

Asp He Gin Met He Met He Met 
60 

Arg Thr Gin Arg Gly Phe Val Val 
75 80 
His Arg Cys Leu Leu He Thr Ser 

90 95 
Tyr His Ser Ser Ser Glu Thr Gly 
105 110 
Gly Lys Cys Thr Leu Asn His Phe 
125 

Ser Tyr Thr Leu Arg Val Val He 
140 

Tyr Ser Ser Ser Lys Lys Lys Gin 
155 160 

Thr 



<210> 277 
<211> 423 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(423) 



<400> 277 

atg tec acc acc aca tgc caa gtg gtg gcg ttc etc ctg tec ate etg 
Met Ser Thr Thr Thr Cys Gin Val Val Ala Phe Leu Leu Ser He Leu 
15 10 15 



48 



ggg ctg gee gge tgc ate gcg gcc acc ggg atg gac atg tgg age acc 
Gly Leu Ala Gly Cys He Ala Ala Thr Gly Met Asp Met Trp Ser Thr 
20 25 30 



96 



cag gac ctg tac gac aac ccc gtc acc tec gtg ttc cag tac gaa ggg 
Gin Asp Leu Tyr Asp Asn Pro Val Thr Ser Val Phe Gin Tyr Glu Gly 
35 40 45 



144 



etc tgg agg age tgc gtg agg cag agt tea ggc ttc acc gaa tgc agg 
Leu Trp Arg Ser Cys Val Arg Gin Ser Ser Gly Phe Thr Glu Cys Arg 
50 55 50 



192 



279 



ccc tat ttc acc ate ctg gga ctt cca gtc tct tac tec ccc ate ctg 240 

Pro Tyr Phe Thr He Leu Gly Leu Pro Val Ser Tyr Ser Pro He Leu 

65 70 75 80 

ttt ctt ctg tec ttt cag tat acc ttg gae ttg gtc ctg gae ate cat 288 

Phe Leu Leu Ser Phe Gin Tyr Thr Leu Asp Leu Val Leu Asp lie His 
85 90 95 

tge tec tge tec ect gaa ttc ccc ect cca cca ccc caa ctg tec tct 336 

Cys Ser Cys Ser Pro Glu Phe Pro Pro Pro Pro Pro Gin Leu Ser Ser 

100 105 110 

cac aaa tct tec tec aaa eet ect caa gee ccc aaa ttg aat aaa gat 384 

His Lys Ser Ser Ser Lys Pro Pro Gin Ala Pro Lys Leu Asn Lys Asp 

115 120 125 

tec aca agt etc tgt ace aaa eee aga gea ttc tea tag 423 

Ser Thr Ser Leu Cys Thr Lys Pro Arg Ala Phe Ser * 

130 135 140 



<210> 278 
<211> 140 
<212> PRT 
<213> Homo sapiens 

<400> 278 

Met Ser Thr Thr Thr Cys Gin Val Val Ala Phe Leu Leu Ser He Leu 

15 10 15 

Gly Leu Ala Gly Cys He Ala Ala Thr Gly Met Asp Met Trp Ser Thr 

20 25 30 

Gin Asp Leu Tyr Asp Asn Pro Val Thr Ser Val Phe Gin Tyr Glu Gly 

35 40 45 

Leu Trp Arg Ser Cys Val Arg Gin Ser Ser Gly Phe Thr Glu Cys Arg 

50 55 60 

Pro Tyr Phe Thr He Leu Gly Leu Pro Val Ser Tyr Ser Pro He Leu 
65 70 75 80 

Phe Leu Leu Ser Phe Gin Tyr Thr Leu Asp Leu Val Leu Asp He His 

85 90 95 

Cys Ser Cys Ser Pro Glu Phe Pro Pro Pro Pro Pro Gin Leu Ser Ser 

100 105 no 

His Lys Ser Ser Ser Lys Pro Pro Gin Ala Pro Lys Leu Asn Lys Asp 



280 



115 120 125 

Ser Thr Ser Leu Cys Thr Lys Pro Arg Ala Phe Ser 
130 135 140 

<210> 279 
<211> 333 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). ..(333) 

<400> 279 

atg atg ctg ctg ttg ctg tgt ctg ggg ttg acc etc gtc tgt gcc cag 
Met Met Leu Leu Leu Leu Cys Leu Gly Leu Thr Leu Val Cys Ala Gin 
15 10 15 

gag gaa gaa aac aat gat get gtg aca age aac ttc gat ctg tea aag 
Glu Glu Glu Asn Asn Asp Ala Val Thr Ser Asn Phe Asp Leu Ser Lys 
20 25 30 

cac att get cag gat ata gea tea att cga aea ceg gat gtg age tea 
His He Ala Gin Asp He Ala Ser He Arg Thr Pro Asp Val Ser Ser 
35 40 45 



aag gaa aac ata ttt gae ttg ace aaa gtt gga ttc tct get gaa ate 
Lys Glu Asn He Phe Asp Leu Thr Lys Val Gly Phe Ser Ala Glu He 
65 70 75 80 

atg egg gcc gat teg egg tct cga tgt tta ace gtg ctg gta aea eca 
Met Arg Ala Asp Ser Arg Ser Arg Cys Leu Thr Val Leu Val Thr Pro 
85 90 95 



48 



95 



144 



caa etc aag gag agg ttt gtg aaa tat tgt gaa gaa eat ggg att gat 192 
Gin Leu Lys Glu Arg Phe Val Lys Tyr Cys Glu Glu His Gly He Asp 
50 55 60 



240 



288 



aac etc gat get tge gae gae ttg gtg cac ata ttg ttc gae tag 333 
Asn Leu Asp Ala Cys Asp Asp Leu Val His He Leu Phe Asp * 
100 105 110 



281 



<210> 280 
<211> 110 
<212> PRT 
<213> Homo sapiens 



<400> 280 



riei. rieu 


1 QM 1 Ol 1 1 PI 1 

LcU LcU LcU 




1 


5 




Glu Glu 


Glu Asn Asn 


Asp Ala Val 




20 




His lie 


Ala Gin Asp 


He Ala Ser 




35 


40 


Gin Leu 


Lys Glu Arg 


Phe Val Lys 


50 




55 


Lys.Glu 


Asn He Phe 


Asp Leu Thr 


65 




70 


Met Arg 


Ala Asp Ser 


Arg Ser Arg 




85 




Asn Leu 


Asp Ala Cys 


Asp Asp Leu 




100 





Gly Leu Thr Leu Val Cys Ala Gin 

10 15 
Thr Ser Asn Phe Asp Leu Ser Lys 
25 30 
He Arg Thr Pro Asp Val Ser Ser 
45 

Tyr Cys Glu Glu His Gly He Asp 
60 

Lys Val Gly Phe Ser Ala Glu He 
75 80 
Cys Leu Thr Val Leu Val Thr Pro 

90 95 
Val His He Leu Phe Asp 
105 110 



<210> 281 
<211> 471 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(471) 



<400> 281 

atg aaa ata age tgc tea gat ctt ctg ctg cag gga gca aag ttg atg 

Met Lys He Ser Cys Ser Asp Leu Leu Leu Gin Gly Ala Lys Leu Met 
15 10 15 

atg gtt cca get gac tec ett etg gat tta ctg ctg tta ace tge ett 
Met Val Pro Ala Asp Ser Leu Leu Asp Leu Leu Leu Leu Thr Cys Leu 
20 25 30 

cct cag gca gga gag tct ega gta gaa gge aaa gat ace cet gee teg 
Pro Gin Ala Gly Glu Ser Arg Val Glu Gly Lys Asp Thr Pro Ala Ser 
35 40 45 



282 



cct gaa cat aaa gcg gat gcg cac ate gtt aag ate cac gtg ata gag 192 

Pro Glu His Lys Ala Asp Ala His He Val Lys He His Val He Glu 

50 55 60 

ata aat cct cga ttt aat eta ggc ggg agt gat gcg ttt ctt gtg age 240 

lie Asn Pro Arg Phe Asn Leu Gly Gly Ser Asp Ala Phe Leu Val Ser 

65 70 75 80 

ccg att egg caa gat tta cgt ggg cag gtc ctt tct ata tte gag ctg 288 

Pro He Arg Gin Asp Leu Arg Gly Gin Val Leu Ser He Phe Glu Leu 

85 90 95 

ace caa age ace tta tea gat gaa agg att act cag cat caa cat tta 336 

Thr Gin Ser Thr Leu Ser Asp Glu Arg He Thr Gin His Gin His Leu 

100 105 110 

cat agt aga ggt gag eta tct tgt gaa ccg gat gtg gag ccc tta ggc 384 

His Ser Arg Gly Glu Leu Ser Cys Glu Pro Asp Val Glu Pro Leu Gly 

115 120 125 

tte age gee egg aaa ggt caa tgc etc cgt agg gac cac agt cag att 432 

Phe Ser Ala Arg Lys Gly Gin Cys Leu Arg Arg Asp His Ser Gin He 

130 135 140 

gca act cct cct teg gta aat gcc gaa aaa aca acg tag 471 
Ala Thr Pro Pro Ser Val Asn Ala Glu Lys Thr Thr * 

145 150 155 



<210> 282 
<211> 156 
<212> PRT 
<213> Homo sapiens 

<400> 282 

Met Lys He Ser Cys Ser Asp Leu Leu Leu Gin Gly Ala Lys Leu Met 
15 10 15 

Met Val Pro Ala Asp Ser Leu Leu Asp Leu Leu Leu Leu Thr Cys Leu 

20 25 30 

Pro Gin Ala Gly Glu Ser Arg Val Glu Gly Lys Asp Thr Pro Ala Ser 

35 40 45 

Pro Glu His Lys Ala Asp Ala His He Val Lys He His Val He Glu 
50 55 60 



283 



He Asn Pro Arg Phe Asn Leu Gly Gly Ser Asp Ala Phe Leu Val Ser 
65 70 75 80 

Pro He Arg Gin Asp Leu Arg Gly Gin Val Leu Ser He Phe Glu Leu 

85 90 95 

Thr Gin Ser Thr Leu Ser Asp Glu Arg He Thr Gin His Gin His Leu 

100 105 110 

His Ser Arg Gly Glu Leu Ser Cys Glu Pro Asp Val Glu Pro Leu Gly 

115 120 125 

Phe Ser Ala Arg Lys Gly Gin Cys Leu Arg Arg Asp His Ser Gin He 

130 135 140 

Ala Thr Pro Pro Ser Val Asn Ala Glu Lys Thr Thr 
145 150 155 

<210> 283 
<211> 702 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). ..(702) 



<400> 283 

atg gaa ggc tec att tat get tgg ggc att etc ttg atg ttg ggc gcg 

Met Glu Gly Ser He Tyr Ala Trp Gly He Leu Leu Met Leu Gly Ala 

15 10 15 



48 



gtt cet eeg ggg tgg tgt ggg ggt gtg ttg aaa tet get cga cgt ccg 
Val Pro Pro Gly Trp Cys Gly Gly Val Leu Lys Ser Ala Arg Arg Pro 
20 25 30 



95 



gag aag get acg gee gtt gtg eta cat gag gag tgt atg cgt aaa cat 
Glu Lys Ala Thr Ala Val Val Leu His Glu Glu Cys Met Arg Lys His 
35 40 45 



144 



ctt gcg get aaa ccg acc get eta att tta aaa agg cat egg caa gea 
Leu Ala Ala Lys Pro Thr Ala Leu He Leu Lys Arg His Arg Gin Ala 
50 55 50 



192 



ggc gee cac aag teg agt tac ccg ggt caa caa age tea gcg cet ace 
Gly Ala His Lys Ser Ser Tyr Pro Gly Gin Gin Ser Ser Ala Pro Thr 
65 70 75 80 



240 



284 



ttc gag aga gga egg ctt cgc ate ggt gca cca gca act cca caa tac 288 
Phe Glu Arg Gly Arg Leu Arg He Gly Ala Pro Ala Thr Pro 61 n Tyr 
85 90 95 

atg aaa gta age egg tte aec aga ece eag ccc agt etc caa gtt gca 336 
Met Lys Val Ser Arg Phe Thr Arg Pro Gin Pro Ser Leu Gin Val Ala 
100 105 110 

cag cat gta aat tea gee ace aag tte ccc tgc agg get ttt ggg aec 384 
Gin His Val Asn Ser Ala Thr Lys Phe Pro Cys Arg Ala Phe Gly Thr 
115 120 125 

tat ctt cag gtg gtc gae aag get tgg aae tct cgc tgg cag act agt 432 
Tyr Leu Gin Val Val Asp Lys Ala Trp Asn Ser Arg Trp Gin Thr Ser 
130 135 140 

att gtc ata ata cct gga ccc acg ggc atg aae gee tea cca tea cat 480 
He Val He He Pro Gly Pro Thr Gly Met Asn Ala Ser Pro Ser His 
145 150 155 150 

ccg agt cag ctt tgc gcg gcg tct gaa teg gtc egg cat egg tta cgc 528 
Pro Ser Gin Leu Cys Ala Ala Ser Glu Ser Val Arg His Arg Leu Arg 
155 170 175 

att ggg cgc etg ccc gee gee aag ggt tta get teg etc atg tea aga 576 
He Gly Arg Leu Pro Ala Ala Lys Gly Leu Ala Ser Leu Met Ser Arg 
180 185 190 

cgt ctt cgt ccg atg act gga act aca get gaa gtg teg tea aaa ate 624 
Arg Leu Arg Pro Met Thr Gly Thr Thr Ala Glu Val Ser Ser Lys He 
195 200 205 

ate agg gat ggg gga gca gaa cgt ccc ggg gga ccg egg etc cca act 672 
He Arg Asp Gly Gly Ala Glu Arg Pro Gly Gly Pro Arg Leu Pro Thr 
210 215 220 

eac gtt get ece act ccg aga etc aag taa 702 
His Val Ala Pro Thr Pro Arg Leu Lys * 
225 230 



<210> 284 
<211> 233 



285 



<212> PRT 

<213> Homo sapiens 

<400> 284 

Met Glu Gly Ser He Tyr Ala Trp Gly He Leu Leu Met Leu Gly Ala 
15 10 15 

Val Pro Pro Gly Trp Cys Gly Gly Val Leu Lys Ser Ala Arg Arg Pro 

20 25 30 

Glu Lys Ala Thr Ala Val Val Leu His Glu Glu Cys Met Arg Lys His 

35 40 45 

Leu Ala Ala Lys Pro Thr Ala Leu He Leu Lys Arg His Arg Gin Ala 

50 55 60 

Gly Ala His Lys Ser Ser Tyr Pro Gly Gin Gin Ser Ser Ala Pro Thr 
65 70 75 80 

Phe Glu Arg Gly Arg Leu Arg He Gly Ala Pro Ala Thr Pro Gin Tyr 

85 90 95 

Met Lys Val Ser Arg Phe Thr Arg Pro Gin Pro Ser Leu Gin Val Ala 

100 105 110 

Gin His Val Asn Ser Ala Thr Lys Phe Pro Cys Arg Ala Phe Gly Thr 

115 120 125 

Tyr Leu Gin Val Val Asp Lys Ala Trp Asn Ser Arg Trp Gin Thr Ser 

130 135 140 

He Val He He Pro Gly Pro Thr Gly Met Asn Ala Ser Pro Ser His 
145 150 155 160 

Pro Ser Gin Leu Cys Ala Ala Ser Glu Ser Val Arg His Arg Leu Arg 

165 170 175 

He Gly Arg Leu Pro Ala Ala Lys Gly Leu Ala Ser Leu Met Ser Arg 

180 185 190 

Arg Leu Arg Pro Met Thr Gly Thr Thr Ala Glu Val Ser Ser Lys He 

195 200 205 

He Arg Asp Gly Gly Ala Glu Arg Pro Gly Gly Pro Arg Leu Pro Thr 

210 215 220 

His Val Ala Pro Thr Pro Arg Leu Lys 
225 230 



<210> 285 
<211> 369 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(369) 



286 





<400> 


285 




























atg 


ccc 


tgt 


gee 


ctt 


tgg 


gaa 


cat 


aag 


aac 


aaa 


gta 


cgc 


ctg 


tet 


ccc 


48 


Met 


Pro 


Cys 


Ala 


Leu 


Trp 


Glu 


His 


Lys 


Asn 


Lys 


Val 


Arg 


Leu 


Ser 


Pro 




1 








5 










10 










15 






etc 


tea 


teg 


ttg 


tta 


ctg 


ttg 


ett 


cat 


cca 


gga 


tat 


ggt 


gga 


cag 


tea 


96 


Leu 


Ser 


Ser 


Leu 


Leu 


Leu 


Leu 


Leu 


His 


Pro 


Gly 


Tyr 


Gly 


Gly 


Gin 


Ser 










20 










25 










30 








gaa 


tec 


gaa 


age 


ttg 


cag 


caa 


aat 


ggc 


tgg 


ett 


tac 


ett 


att 


ttg 


gag 


144 


Glu 


Ser 


Glu 


Ser 


Leu 


Gin 


Gin 


Asn 


Gly 


Trp 


Leu 


Tyr 


Leu 


He 


Leu 


Glu 








35 










40 










45 










gga 


ata 


tat 


ttt 


ctg 


aaa 


gtt 


eag 


gee 


tgg 


gta 


att 


cca 


aat 


gac 


aat 


192 


Gly 


He 


Tyr 


Phe 


Leu 


Lys 


Val 


Gin 


Ala 


Trp 


Val 


He 


Pro 


Asn 


Asp 


Asn 






50 










55 










60 












ctg 


aat 


aga 


atg 


tta 


ttg 


gea 


gaa 


gtg 


aac 


aaa 


tat 


gaa 


aat 


gtt 


etc 


240 


Leu 


Asn 


Arg 


Met 


Leu 


Leu 


Ala 


Glu 


Val 


Asn 


Lys 


Tyr 


Glu 


Asn 


Val 


Leu 




65 










70 










75 










80 




gta 


att 


aag 


gtc 


eta 


gga 


gag 


tta 


eat 


ggg 


aca 


ccc 


aag 


agt 


get 


tat 


288 


Val 


He 


Lys 


Val 


Leu 


Gly 


Glu 


Leu 


His 


Gly 


Thr 


Pro 


Lys 


Ser 


Ala 


Tyr 












85 










90 










95 






gag 


aaa 


gtt 


tgg 


ggc 


att 


get 


gat 


age 


aat 


cag 


aat 


cag 


aaa 


tgt 


ace 


336 


Glu 


Lys 


Val 


Trp 


Gly 


He 


Ala 


Asp 


Ser 


Asn 


Gin 


Asn 


Gin 


Lys 


Cys 


Thr 










100 










105 










110 








tgc 


tea 


gat 


tat 


cca 


tat 


aaa 


caa 


ttg 


aaa 


taa 












369 


Cys 


Ser 


Asp 


Tyr 


Pro 


Tyr 


Lys 


Gin 


Leu 


Lys 


* 















115 120 



<210> 286 
<211> 122 
<212> PRT 
<213> Homo sapiens 

<400> 286 

Met Pro Cys Ala Leu Trp Glu His Lys Asn Lys Val Arg Leu Ser Pro 
15 10 15 



287 



1 d) 1 
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u ly up 


\ Dl 1 

LcU 


syi 
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LcU 
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I Dl 1 
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45 










i 1 e 


lyr 


ri Itr 


1 Di I 


Lys 


V a t 


a 1 1 1 


M 1 u lip 


V d 1 


1 1 tr 


Pro 
ri u 


Mo 1 1 


Mop 


Acn 

Moi I 






















60 

VJVJ 










Leu 


Asn 


Arg 


Met 


Leu 


Leu 


Ala 


Glu 


Val Asn 


Lys 


Tyr 


Glu 


Asn 


Val 


Leu 


65 










70 








75 










80 


Val 


He 


Lys 


Val 


Leu 


Gly 


Glu 


Leu 


His Gly 


Thr 


Pro 


Lys 


Ser 


Ala 


Tyr 










85 








90 










95 




Glu 


Lys 


Val 


Trp 


Gly 


He 


Ala 


Asp 


Sep Asn 


Gin 


Asn 


Gin 


Lys 


Cys 


Thr 








100 










105 








no 






Cys 


Ser 


Asp 


Tyr 


Pro 


Tyr 


Lys 


Gin 


Leu Lys 















115 120 



<210> 287 
<211> 486 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(486) 

<400> 287 

atg ggg aaa etc ttg act ttg gtc age atg etc eta agt gga ctg cag 48 
Met Gly Lys Leu Leu Thr Leu Val Ser Met Leu Leu Ser Gly Leu Gin 
15 10 15 

get atg tgg gaa ctg gtg tat aga act att ggg eac caa ett eac tgg 96 
Ala Met Trp Glu Leu Val Tyr Arg Thr He Gly His Gin Leu His Trp 
20 25 30 

ate agt ggc tat ata gcg acg gtt gta ega ggg ttt ege eac gtc aca 144 
He Ser Gly Tyr He Ala Thr Val Val Arg Gly Phe Arg His Val Thr 
35 40 45 

caa ggt gat tgc aaa cat tat gtg ate etc aca aac aca ggt tgt ate 192 
Gin Gly Asp Cys Lys His Tyr Val He Leu Thr Asn Thr Gly Cys He 
50 55 60 

tgt ggt gga caa gtt atg tgg act gta ect tat tgt tat ect ggt gtg 240 
Cys Gly Gly Gin Val Met Trp Thr Val Pro Tyr Cys Tyr Pro Gly Val 



288 



65 



70 



75 



80 



tea tea gtt ggt tgc att aac tgt ctt ccc att ttg tct cca ttg agg 
Ser Ser Val Gly Cys lie Asn Cys Leu Pro He Leu Ser Pro Leu Arg 
85 90 95 



288 



tta agt aac eta tgt gtt tta tte aac gea atg aga ggg aga cgt aac 
Leu Ser Asn Leu Cys Val Leu Phe Asn Ala Met Arg Gly Arg Arg Asn 
100 105 110 



336 



aag gtg ttt gtt tea ccc gag gac eta aca egg etc ggg gga gag aag 
Lys Val Phe Val Ser Pro Glu Asp Leu Thr Arg Leu Gly Gly Glu Lys 
115 120 125 



384 



gga ggt ace aga aga gcg gaa gag gga aga gag aca gaa aag gag cat 
Gly Gly Thr Arg Arg Ala Glu Glu Gly Arg Glu Thr Glu Lys Glu His 
130 135 140 



432 



ata gaa gat egg aag agg aaa agg aga aag gaa ata gtc aac aag gaa 
He Glu Asp Arg Lys Arg Lys Arg Arg Lys Glu He Val Asn Lys Glu 
145 150 155 160 



480 



aaa tag 
Lys * 



486 



<210> 288 
<211> 161 
<212> PRT 
<213> Homo sapiens 



<400> 288 

Met Gly Lys Leu Leu Thr Leu Val Ser Met Leu Leu Ser Gly Leu Gin 

15 10 15 

Ala Met Trp Glu Leu Val Tyr Arg Thr He Gly His Gin Leu His Trp 

20 25 30 

He Ser Gly Tyr He Ala Thr Val Val Arg Gly Phe Arg His Val Thr 

35 40 45 

Gin Gly Asp Cys Lys His Tyr Val He Leu Thr Asn Thr Gly Cys He 

50 55 60 

Cys Gly Gly Gin Val Met Trp Thr Val Pro Tyr Cys Tyr Pro Gly Val 
65 70 75 80 



289 



Sep 


Ser 


Vd 1 


b ly 


Lys 


i \ Q AS n 


UyS Leu rrO 1 1 e 


Leu 


Ser 


Pro 


Leu 


Arg 










oD 




on 








yo 




Leu 


Ser 


Asn 


Leu 


Cys 


Val Leu 


Phe Asn Ala Met 


Arg 


G1y 


Arg 


Arg 


Asn 








100 






105 






110 






Lys 


Val 


Phe 


Val 


Ser 


Pro Glu 


Asp Leu Thr Arg 


Leu 


Gly 


Gly 


Glu 


Lys 






115 








120 




125 








Gly 


Gly 


Thr 


Arg 


Arg 


Ala Glu 


Glu Gly Arg Glu 


Thr 


Glu 


Lys 


Glu 


His 




130 








135 




140 










He 


Glu 


Asp 


Arg 


Lys 


Arg Lys 


Arg Arg Lys Glu 


He 


Val 


Asn 


Lys 


Glu 


145 










150 


155 










160 



<210> 289 
<211> 651 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(651) 





<400> 


289 




















atg 


agg 


ggc 


acc 


cac 


ate 


etc 


atg ggg ctg agt 


etc 


ttc 


tat 


ccc 


ate 


Met 


Arg 


Gly 


Thr 


His 


He 


Leu 


Met Gly Leu Ser 


Leu 


Phe 


Tyr 


Pro 


He 


1 








5 






10 








15 




aga 


gcc 


ctg 


gaa 


aca 


ggg 


acc 


caa gtg gtc tgc 


ggc 


cac 


cag 


ccc 


tgg 


Arg 


Ala 


Leu 


Glu 


Thr 


Gly 


Thr 


Gin Val Val Cys 


Gly 


His 


Gin 


Pro 


Trp 








20 








25 






30 






tgt 


ggc 


ctg 


aag 


get 


ggg 


cgt 


eta ggc etc egg 


cct 


cca 


ccc 


cct 


ctg 


Cys 


Gly 


Leu 


Lys 


Ala 


Gly 


Arg 


Leu Gly Leu Arg 


Pro 


Pro 


Pro 


Pro 


Leu 






35 










40 




45 








tgc 


agt 


ggg 


cag 


tea 


cac 


ctg 


gcg ggg ccc ggc 


tgc 


ctg 


ccc 


aga 


cag 


Cys 


Ser 


Gly 


Gin 


Ser 


His 


Leu 


Ala Gly Pro Gly 


Cys 


Leu 


Pro 


Arg 


Gin 



48 



96 



144 



192 



50 55 60 



cag gtt etc age age age cct ggc gtc cca gga gag ggg ctt etc tct 240 
Gin Val Leu Ser Ser Ser Pro Gly Val Pro Gly Glu Gly Leu Leu Ser 
65 70 75 80 



290 



get ccc ggc ttc cag gag cac agg gat gcc tgg gtc tgc age cat gac 288 

Ala Pro Gly Phe Gin Glu His Arg Asp Ala Trp Val Cys Ser His Asp 

85 90 95 

ttg ggc age tgc ate tgt gee cag agg ggt ggg get ect gee tgc tee 336 

Leu Gly Ser Cys He Cys Ala Gin Arg Gly Gly Ala Pro Ala Cys Ser 

100 105 110 

atg gag cag aag gcc tgg ate tgc age tgg gac ttg ggt ggg get tct 384 

Met Glu Gin Lys Ala Trp He Cys Ser Trp Asp Leu Gly Gly Ala Ser 

115 120 125 

gcc tgc tct gtg gag cag gag gtc tgg gtc tac age tgt gac ttc agt 432 

Ala Cys Ser Val Glu Gin Glu Val Trp Val Tyr Ser Cys Asp Phe Ser 

130 135 140 

ggc tgc age tgt gcc cag gag agt ggg gca ccc ate tgc tec egg ccc 480 

Gly Cys Ser Cys Ala Gin Glu Ser Gly Ala Pro He Cys Ser Arg Pro 

145 150 155 160 

gag age aca ggg atg ect aag tct gca gag age tac cac cca ect egg 528 

Glu Ser Thr Gly Met Pro Lys Ser Ala Glu Ser Tyr His Pro Pro Arg 

165 170 175 

aag ggg cag ggg etc tgc ttg tec gca get ect gcc agt tec atg gag 576 

Lys Gly Gin Gly Leu Cys Leu Ser Ala Ala Pro Ala Ser Ser Met Glu 

180 185 190 

eat gca gee etg get gtg get gee tgc tgc age tgg eat gat ggc acc 624 

His Ala Ala Leu Ala Val Ala Ala Cys Cys Ser Trp His Asp Gly Thr 

195 200 205 

age cac ttt aga tgg aee egg gtg taa 651 

Ser His Phe Arg Trp Thr Arg Val * 
210 215 



<210> 290 
<211> 215 
<212> PRT 
<213> Homo sapiens 



<400> 290 



Met 


Arg 


Gly 


Thr 


His 


He 


Leu 


Met 


1 








5 








Arg 


Ala 


Leu 


Glu 


Thr 


Gly 


Thr 


Gin 








20 










Cys 


Gly 


Leu 


Lys 


Ala 


Gly 


Arg 


Leu 






35 










40 


Cys 


Ser 


Gly 


Gin 


Ser 


His 


Leu 


Ala 




50 










55 




Gin 


Val 


Leu 


Ser 


Ser 


Ser 


Pro 


Gly 


65 










70 






Ala 


Pro 


Gly 


Phe 


Gin 


Glu 


His 


Arg 










85 








Leu 


Gly 


Ser 


Cys 


He 


Cys 


Ala 


Gin 








100 










Met 


Glu 


Gin 


Lys 


Ala 


Trp 


He 


Cys 






115 










120 


Ala 


Cys 


Ser 


Val 


Glu 


Gin 


Glu 


Val 




130 










135 




61 y 


Cys 


Ser 


Cys 


Ala 


Gin 


Glu 


Ser 


145 










150 






Glu 


Ser 


Thr 


Gly 


Met 


Pro 


Lys 


Ser 










155 








Lys 


Gly 


Gin 


Gly 


Leu 


Cys 


Leu 


Ser 








180 










His 


Ala 


Ala 


Leu 


Ala 


Val 


Ala 


Ala 






195 










200 


Ser 


His 


Phe 


Arg 


Trp 


Thr 


Arg 


Val 




210 










215 





<210> 291 
<211> 708 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(708) 

<400> 291 
atg egg cct gat gac att aac ccg 
Met Arg Pro Asp Asp He Asn Pro 
1 5 



291 



Gly 


Leu 


Ser 


Leu 


Phe 


Tyr 


Pro 


lie 




10 










15 




Val 


Val 


Cys 


Gly 


His 


Gin 


Pro 


Trp 


25 










30 






Gly 


Leu 


Arg 


Pro 


Pro 


Pro 


Pro 


Leu 










45 








Gly 


Pro 


Gly 


Cys 


Leu 


Pro 


Arg 


Gin 








60 










Val 


Pro 


Gly 


Glu 


Gly 


Leu 


Leu 


Ser 






75 










80 


Asp 


Ala 


Trp 


Val 


Cys 


Ser 


His 


Asp 




90 










95 




Arg 


Gly 


Gly 


Ala 


Pro 


Ala 


Cys 


Ser 


105 










110 






Ser 


Trp 


Asp 


Leu 


Gly 


Gly 


Ala 


Ser 










125 








Trp 


Val 


Tyr 


Ser 


Cys 


Asp 


Phe 


Ser 








140 










Gly 


Ala 


Pro 


He 


Cys 


Ser 


Arg 


Pro 






155 










160 


Ala 


Glu 


Ser 


Tyr 


His 


Pro 


Pro 


Arg 




170 










175 




Ala 


Ala 


Pro 


Ala 


Ser 


Ser 


Met 


Glu 


185 










190 






Cys 


Cys 


Ser 


Trp 


His 


Asp 


Gly 


Thr 










205 








agg 


act 


ggg 


ctg 


gtg 


gtg 


gcc 


ctg 


Arg 


Thr 


Gly 


Leu 


Val 


Val 


Ala 


Leu 




10 










15 





292 



gtc agt gtc ttc etc gtc ttt ggt ttc atg ttc acc gtc tct ggg atg 95 
Val Ser Val Phe Leu Val Phe Gly Phe Met Phe Thr Val Ser Gly Met 
20 25 30 

aaa ggg gag act ttg gga aac ate ccc etc ctg gcc ate ggg eca gee 144 
Lys Gly Glu Thr Leu Gly Asn He Pro Leu Leu Ala He Gly Pro Ala 
35 40 45 

ate tgc eta eca ggc ate gca gee att gee ctg gee agg aaa ace gag 192 
He Cys Leu Pro G1y He Ala Ala He Ala Leu Ala Arg Lys Thr Glu 
50 55 50 

gga tgc acc aag tgg eca gag aac gag ctg ctg tgg gtc cgc aaa ttg 240 
Gly Cys Thr Lys Trp Pro Glu Asn Glu Leu Leu Trp Val Arg Lys Leu 
65 70 75 80 

ccc tgc ttc egg aaa ccc aaa gac aag gag gtg gta gag ctg ctg agg 288 
Pro Cys Phe Arg Lys Pro Lys Asp Lys Glu Val Val Glu Leu Leu Arg 
85 90 95 

acc ect tea gac eta gaa tec ggc aag ggg age tea gat gag ctg get 336 
Thr Pro Ser Asp Leu Glu Ser Gly Lys Gly Ser Ser Asp Glu Leu Ala 
100 105 110 

aag aag gcg ggc etc agg ggg aag ect ccc eca caa age cag ggt gag 384 
Lys Lys Ala Gly Leu Arg Gly Lys Pro Pro Pro Gin Ser Gin Gly Glu 
115 120 125 

gtg tec gtg gee age tec ate aac age ccc aca ccc acg gag gaa gga 432 
Val Ser Val Ala Ser Ser He Asn Ser Pro Thr Pro Thr Glu Glu Gly 
130 135 140 

gaa tgc eag age etc gtc cag aat ggg eat eag gag gag acg tee aga 480 
Glu Cys Gin Ser Leu Val Gin Asn Gly His Gin Glu Glu Thr Ser Arg 
145 150 155 160 

tac ctg gac ggc tac tgc ccc teg ggc agt tee etc ace tac agt gee 528 
Tyr Leu Asp Gly Tyr Cys Pro Ser Gly Ser Ser Leu Thr Tyr Ser Ala 
165 170 175 

ttg gac gtc aag tgc tea gca agg gac aga tct gag tgc ect gag ect 576 
Leu Asp Val Lys Cys Ser Ala Arg Asp Arg Ser Glu Cys Pro Glu Pro 
180 185 190 



293 



gag gat age ate ttc ttt gtg ccc cag gac agt ate ate gtt tge tec 
Glu Asp Ser He Phe Phe Val Pro Gin Asp Ser He He Val Cys Ser 
195 200 205 

tae aag eag aae age eeg tat gac aga tae tgt tgt tat ate aat cag 
Tyr Lys Gin Asn Ser Pro Tyr Asp Arg Tyr Cys Cys Tyr He Asn Gin 
210 215 220 

ata eaa gge agg tgg gac cac gag ace ate gte taa 
He Gin Gly Arg Trp Asp His Glu Thr He Val * 
225 230 235 



<210> 292 
<211> 235 
<212> PRT 
<213> Homo sapiens 

<400> 292 

Met Arg Pro Asp Asp He Asn Pro Arg Thr Gly Leu Val Val Ala Leu 

15 10 15 

Val Ser Val Phe Leu Val Phe Gly Phe Met Phe Thr Val Ser Gly Met 

20 25 30 

Lys Gly Glu Thr Leu Gly Asn He Pro Leu Leu Ala He Gly Pro Ala 

35 40 45 

He Cys Leu Pro Gly He Ala Ala He Ala Leu Ala Arg Lys Thr Glu 

50 55 60 

Gly Cys Thr Lys Trp Pro Glu Asn Glu Leu Leu Trp Val Arg Lys Leu 
65 70 75 80 

Pro Cys Phe Arg Lys Pro Lys Asp Lys Glu Val Val Glu Leu Leu Arg 

85 90 95 

Thr Pro Ser Asp Leu Glu Ser Gly Lys Gly Ser Ser Asp Glu Leu Ala 

100 105 110 

Lys Lys Ala Gly Leu Arg Gly Lys Pro Pro Pro Gin Ser Gin Gly Glu 

115 120 125 

Val Ser Val Ala Ser Ser He Asn Ser Pro Thr Pro Thr Glu Glu Gly 

130 135 140 

Glu Cys Gin Ser Leu Val Gin Asn Gly His Gin Glu Glu Thr Ser Arg 
145 150 155 160 

Tyr Leu Asp Gly Tyr Cys Pro Ser Gly Ser Ser Leu Thr Tyr Ser Ala 

165 170 175 

Leu Asp Val Lys Cys Ser Ala Arg Asp Arg Ser Glu Cys Pro Glu Pro 



294 









180 






185 






190 










Asp Ser 


i 1 e 


riie 


rne vai 


rPO bin Asp oer 


i I e 


1 1 e 


V a 1 


Cys 


Ser 








195 








onn 




one; 

CUD 










Tyr 


Lys Gin 


Asn 


Sep 


pro lyr 


Asp Arg lyr Lys 


r\/(r 

Lys 


Tyr 


1 1 e 


Asn 


b 1 n 






210 








215 




220 












He 


Gin Gly 


Arg 


Trp 


Asp His 


Glu Thr He Val 
























230 


2ob 
















<210> 


293 






















<211> 


822 






















<212> 


DNA 






















<213> 


Homo sapiens 


















<220> 
























<221> 


CDS 






















<222> 


(1). 


,..(822) 


















<400> 


293 




















atg 


gtg 


gac 


ccc 


acc 


ggc ttc 


egg gag ate gtg 


get 


gcc 


aat 


cct 


ctg 


48 


Met 


Val 


Asp 


Pro 


Thr 


Gly Phe 


Arg Glu He val 


Ala 


Ala 


Asn 


Pro 


Leu 




1 








5 




10 








15 






etc 


etc 


aeg 


ggc 


gcc 


tac ate 


etc ctg gcc atg 


ggg 


ggc 


ctg 


etc 


ttt 


96 


Leu 


Leu 


Thr 


Gly 


Ala 


Tyr He 


Leu Leu Ala Met 


Gly 


Gly 


Leu 


Leu 


p\ i_ „ 
Phe 










20 






25 






30 








ctg 


etc 


ggc 


ttc 


ctg 


ggc tgc 


tgc ggg gcc gte 


cgt 


gag 


aac 


aag 


tgt 


144 


Leu 


Leu 


Gly 


Phe 


Leu 


Gly Cys 


Lys b ly Ala va I 


Arg 


b 1 U 


Asn 


Lys 


Cys 








35 








40 




4b 










ctg 


ctg 


eta 


ttt 


ctt 


cet caa 


ctt cga aaa ggg 


gaa 


act 


aca 


caa 


aaa 


192 


Leu 


Leu 


Leu 


Phe 


Leu 


Pro Gin 


Leu Arg Lys Gly 


n 1 1 
b 1 U 


1 nr 


1 nr 


b 1 n 


Lys 






50 








55 




60 












aga 


gac 


cgt 


gag 


aac 


age gte 


egg tgc ccg gcg 


gte 


ccc 


tgt 


gag 


age 


240 


Arg 


Asp 


Arg 


Glu 


Asn 


Ser Val 


Arg Cys Pro Al a 


Va 1 


Pro 


Cys 


pi . 1 

b lU 


Ser 




65 










70 


75 










80 




aga 


age 


ctg 


tgt 


egg 


age cgc 


tgg age cca ttc 


ttc 


ctg 


ttc 


ate 


ctg 


288 


Arg 


Ser 


Leu 


Cys 


Arg 


Ser Arg 


Trp Ser Pro Phe 


Phe 


Leu 


Phe 


He 


Leu 












85 




90 








95 






ate 


ate 


ttc 


ctg 


gca 


gag etc 


tea gca gcc ate 


ctg 


gcc 


ttc 


ate 


ttc 


336 



295 



He He Phe Leu Ala Glu Leu Ser Ala Ala He Leu Ala Phe He Phe 
100 105 110 

agg gaa aat gta cgt ate agg ccc caa get ttc ctg cct cct get ate 384 
Arg Glu Asm Val Arg He Arg Pro Gin Ala Phe Leu Pro Pro Ala He 
115 120 125 

age aag ggg ttg gtg gee att eag ete aee ega gaa ttc ttc acc aag 432 
Ser Lys Gly Leu Val Ala He Gin Leu Thr Arg Glu Phe Phe Thr Lys 
130 135 140 

gag etc acc aag cac tae cag ggc aat aac gae aca gae gtc ttc tet 480 
Glu Leu Thr Lys His Tyr Gin Gly Asn Asn Asp Thr Asp Val Phe Ser 
145 150 155 160 

gee acc tgg aac teg gtc atg ate aca ttt ggt tgc tgc ggg gtc aac 528 
Ala Thr Trp Asn Ser Val Met He Thr Phe Gly Cys Cys Gly Val Asn 
165 170 175 

ggg cct gaa gae ttt aag ttt gea tet gtg ttt ega etc ctg acc ctg 576 
Gly Pro Glu Asp Phe Lys Phe Ala Ser Val Phe Arg Leu Leu Thr Leu 
180 185 190 

gat agt gaa gag gtg ceg gag gee tgc tgc egg agg gaa ccc caa agt 624 
Asp Ser Glu Glu Val Pro Glu Ala Cys Cys Arg Arg Glu Pro Gin Ser 
195 200 205 

egg gae ggg gtc ctg ctg age egg gag gag tgc etc ctg gga agg age 672 
Arg Asp Gly Val Leu Leu Ser Arg Glu Glu Cys Leu Leu Gly Arg Ser 
210 215 220 

eta ttc eta aac aag cag ggc tgt tae acg gtg ate etc aac acc ttc 720 
Leu Phe Leu Asn Lys Gin Gly Cys Tyr Thr Val He Leu Asn Thr Phe 
225 230 235 240 

gag ace tae gtc tac ttg gee gga gee ctt gee ate ggg gta ctg gee 768 
Glu Thr Tyr Val Tyr Leu Ala Gly Ala Leu Ala He Gly Val Leu Ala 
245 250 255 

ate gag ctt ttc gee atg ate ttt gee atg tgc etc ttc egg ggc ate 816 
He Glu Leu Phe Ala Met He Phe Ala Met Cys Leu Phe Arg Gly He 
250 265 270 



cag tag 
Gin * 



<210> 294 
<211> 273 
<212> PRT 
<213> Homo sapiens 





<400> 


294 










Met 


Va 1 


Asp 


Pro 


Thr 


Gly 


Phe Arg Glu 


He Val Ala Ala Asn Pro Leu 


1 








5 






10 15 


Leu 


Leu 


~ru ./-I 

Thr 


Gly 


Ala 


Tyr 


He Leu Leu 


Ala Met Gly Gly Leu Leu Phe 








20 






25 


30 


Leu 


Leu 


Gly 


Phe 


Leu 


Gly 


Cys Cys Gly 


Ala Val Arg Glu Asn Lys Cys 






35 








40 


45 


Leu 


Leu 


Leu 


Phe 


Leu 


Pro 


Gin Leu Arg 


Lys Gly Glu Thr Thr Gin Lys 




50 










55 


60 


Arg 


Asp 


Arg 


Glu 


Asn 


Ser 


Val Arg Cys 


Pro Ala Val Pro Cys Glu Ser 


65 










70 




75 80 


Arg 


Ser 


Leu 


Cys 


Arg 


Ser 


Arg Trp Ser 


Pro Phe Phe Leu Phe He Leu 










85 






90 95 


lie 


T "I « 

I le 


Phe 


Leu 


Ala 


Glu 


Leu Ser Ala 


Ala He Leu Ala Phe He Phe 








100 






105 


110 


Arg 


Glu 


Asn 


Val 


Arg 


He 


Arg Pro Gin 


Ala Phe Leu Pro Pro Ala He 






115 








120 


125 


Ser 


Lys 


Gly 


Leu 


Val 


Ala 


He Gin Leu 


Thr Arg Glu Phe Phe Thr Lys 




130 










135 


140 


Glu 


Leu 


Thr 


Lys 


His 


Tyr 


Gin Gly Asn 


Asn Asp Thr Asp Val Phe Ser 


145 










150 




155 160 


Ala 


Thr 


Trp 


Asn 


Ser 


Val 


Met He Thr 


Phe Gly Cys Cys Gly Val Asn 










165 






170 175 


Gly 


Pro 


Glu 


Asp 


Phe 


Lys 


Phe Ala Ser 


Val Phe Arg Leu Leu Thr Leu 








180 






185 


190 


Asp 


Ser 


Glu 


Glu 


Val 


Pro 


Glu Ala Cys 


Cys Arg Arg Glu Pro Gin Ser 






195 








200 


205 


Arg 


Asp 


Gly 


Val 


Leu 


Leu 


Ser Arg Glu 


Glu Cys Leu Leu Gly Arg Ser 




210 










215 


220 


Leu 


Phe 


Leu 


Asn 


Lys 


Gin 


Gly Cys Tyr 


Thr Val He Leu Asn Thr Phe 


225 










230 




235 240 


Glu 


Thr 


Tyr 


Val 


Tyr 


Leu 


Ala Gly Ala 


Leu Ala He Gly Val Leu Ala 










245 






250 255 



297 



He Glu Leu Phe Ala Met He Phe Ala Met Cys Leu Phe Arg Gly He 
250 265 270 



Gin 



<210> 295 
<211> 567 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(567) 







<400> 


295 




























atg 


age 


aga 


gac 


cac 


agg 


ctg 


ctg tgc 


etc 


ctg 


ggc 


etc 


tgt 


tgt 


gtg 


48 




Met 


Ser 


Arg 


Asp 


His 


Arg 


Leu 


Leu Cys 


Leu 


Leu 


Gly 


Leu 


Cys 


Cys 


Val 






1 








5 








10 










15 








gca 


gat 


get 


tec 


aaa 


cag 


ccc 


ttc agg 


aaa 


tct 


gga 


att 


ccc 


aga 


ggt 


95 




Ala 


Asp 


Ala 


Ser 


Lys 


Gin 


Pro 


Phe Arg 


Lys 


Ser 


Gly 


He 


Pro 


Arg 


Gly 




: H 








20 








25 










30 










tat 


aca 


ttg 


cac 


ctg 


agg 


cca 


tct ggc 


tac 


aat 


cca 


aac 


tct 


ggg 


tgc 


144 




Tyr 


Thr 


Leu 


His 


Leu 


Arg 


Pro 


Ser Gly 


Tyr 


Asn 


Pro 


Asn 


Ser 


Gly 


Cys 










35 










40 








45 












ggc 


tgg 


cgc 


caa 


age 


tac 


tac 


acc atg 


ctg 


cct 


tct 


aag 


ctg 


cat 


ttc 


192 




Gly 


Trp 


Arg 


Gin 


Ser 


Tyr 


Tyr 


Thr Met 


Leu 


Pro 


Ser 


Lys 


Leu 


His 


Phe 








50 










55 








50 














ate 


tgg 


aac 


cgc 


tgt 


ggc 


tgg 


cag gee 


gag 


cct 


ctg 


aac 


act 


gca 


att 


240 




He 


Trp 


Asn 


Arg 


Cys 


Gly 


Trp 


Gin Ala 


Glu 


Pro 


Leu 


Asn 


Thr 


Ala 


He 






65 










70 








75 










80 






cag 


gtt 


aat 


cat 


gca 


gac 


ctg 


ctg gag 


cac 


gcg 


ggg 


ccg 


agg 


gga 


ggc 


288 




Gin 


Val 


Asn 


His 


Ala 


Asp 


Leu 


Leu Glu 


His 


Ala 


Gly 


Pro 


Arg 


Gly 


Gly 





85 90 95 

cca cac tac cgc ttt ccc cac tct ggg gac ggg gag aac ctg att tgt 336 

Pro His Tyr Arg Phe Pro His Ser Gly Asp Gly Glu Asn Leu He Cys 

100 105 no 



298 



ctt egg tec aca get agt gtg tge aag ggc cca att cag gtc cag ate 384 

Leu Arg Ser Thr Ala Ser Val Cys Lys Gly Pro He Gin Val Gin He 
115 120 125 

ggc gtg ctg aca agg act gtg ttt ggg get get ece ctg cag aca gag 432 

Gly Val Leu Thr Arg Thr Val Phe Gly Ala Ala Pro Leu Gin Thr Glu 
130 135 140 



ece eat ggg cag gee ctg atg ggc ggt cag agg aca caa gac aag age 480 
Pro His Gly Gin Ala Leu Met Gly Gly Gin Arg Thr Gin Asp Lys Ser 
145 150 155 160 



cag ggt get aag cag aeg ccc eta tgg gac atg ggc cag ccg atg ttt 
Gin Gly Ala Lys Gin Thr Pro Leu Trp Asp Met Gly Gin Pro Met Phe 
165 170 175 



528 



gga tge tte caa aca cca aca aca gtt ttg gac gag taa 
Gly Cys Phe Gin Thr Pro Thr Thr Val Leu Asp Glu * 
180 185 



567 



<210> 296 
<211> 188 
<212> PRT 
<213> Homo sapiens 



<400> 296 



Met 


Ser 


Arg 


Asp 


His 


Arg 


Leu 


Leu 


1 








5 








Ala 


Asp 


Ala 


Ser 
20 


Lys 


Gin 


Pro 


Phe 


Tyr 


Thr 


Leu 
35 


His 


Leu 


Arg 


Pro 


Ser 
40 


Gly 


Trp 
50 


Arg 


Gin 


Ser 


Tyr 


Tyr 
55 


Thr 


He 


Trp 


Asn 


Arg 


Cys 


Gly 


Trp 


Gin 


65 










70 






Gin 


Val 


Asn 


His 


Ala 
85 


Asp 


Leu 


Leu 


Pro 


His 


Tyr 


Arg 
100 


Phe 


Pro 


His 


Ser 


Leu 


Arg 


Ser 
115 


Thr 


Ala 


Ser 


Val 


Cys 
120 



Cys 


Leu 


Leu 


Gly 


Leu 


Cys 


Cys 


Val 




10 










15 




Arg 


Lys 


Ser 


Gly 


He 


Pro 


Arg 


Gly 


25 










30 






Gly 


Tyr 


Asn 


Pro 


Asn 


Ser 


Gly 


Cys 










45 








Met 


Leu 


Pro 


Ser 


Lys 


Leu 


His 


Phe 








60 










Ala 


Glu 


Pro 


Leu 


Asn 


Thr 


Ala 


He 






75 










80 


Glu 


His 


Ala 


Gly 


Pro 


Arg 


Gly 


Gly 




90 










95 




Gly 


Asp 


Gly 


Glu 


Asn 


Leu 


He 


Cys 


105 










110 






Lys 


Gly 


Pro 


He 


Gin 


Val 


Gin 


He 



125 



Gly Val Leu Thr Arg Thr Val Phe Gly Ala Ala Pro Leu Gin Thr Glu 

130 135 140 

Pro His Gly Gin Ala Leu Met Gly Gly Gin Arg Thr Gin Asp Lys Ser 
145 150 155 160 

Gin Gly Ala Lys Gin Thr Pro Leu Trp Asp Met Gly Gin Pro Met Phe 

165 170 175 

Gly Cys Phe Gin Thr Pro Thr Thr Val Leu Asp Glu 
180 185 

<210> 297 
<211> 852 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(852) 

<400> 297 

atg gtt teg gcg gca gcc ccc age etc etc ate ctt ctg ttg ctg etc 

Met Val Ser Ala Ala Ala Pro Ser Leu Leu He Leu Leu Leu Leu Leu 
15 10 15 

ctg ggg tct gtg cct get acc gac gcc cgc tct gtg ccc ctg aag gcc 
Leu Gly Ser Val Pro Ala Thr Asp Ala Arg Ser Val Pro Leu Lys Ala 
20 25 30 

acg ttc ctg gag gat gtg gcg ggt agt ggg gag gcc gag ggc teg teg 
Thr Phe Leu Glu Asp Val Ala Gly Ser Gly Glu Ala Glu Gly Ser Ser 
35 40 45 

gcc tec tec ccg age etc ccg cca ccc tgg acc ccg gcc etc age ccc 
Ala Ser Ser Pro Ser Leu Pro Pro Pro Trp Thr Pro Ala Leu Ser Pro 
50 55 60 

aca teg atg ggg ccc cag ccc ata acc ctg ggg ggc cca tea ccc ccc 
Thr Ser Met Gly Pro Gin Pro He Thr Leu Gly Gly Pro Ser Pro Pro 
65 70 75 80 

acc aac ttc ctg gat ggg ata gtg gac ttc ttc cgc cag tac gtg atg 
Thr Asn Phe Leu Asp Gly He Val Asp Phe Phe Arg Gin Tyr Val Met 
85 90 95 



300 



ctg att get gtg gtg ggc tec ctg gcc ttt ctg ctg atg ttc ate gtc 335 
Leu He Ala Va1 Val Gly Ser Leu Ala Phe Leu Leu Met Phe He Val 
100 105 110 

tgt gcc gcg gtc ate ace egg cag aag cag aag gcc teg gee tat tae 384 
Cys Ala Ala Val He Thr Arg Gin Lys Gin Lys Ala Ser Ala Tyr Tyr 
115 120 125 

cca teg tec ttc ecc aag aag aag tac gtg gae cag agt gac egg gee 432 
Pro Ser Ser Phe Pro Lys Lys Lys Tyr Val Asp Gin Ser Asp Arg Ala 
130 135 140 

ggg ggc cce egg gcc ttc agt gag gtc cec gac aga gcc ecc gae age 480 
Gly Gly Pro Arg Ala Phe Ser Glu Val Pro Asp Arg Ala Pro Asp Ser 
145 150 155 160 

agg ecc gag gaa gcc ctg gat tec tec egg cag etc cag gcc gac ate 528 
Arg Pro Glu Glu Ala Leu Asp Ser Ser Arg Gin Leu Gin Ala Asp He 
165 170 175 

ttg gcc gcc acc cag aac etc aag tec ecc ace agg get gea ctg ggc 576 
Leu Ala Ala Thr Gin Asn Leu Lys Ser Pro Thr Arg Ala Ala Leu Gly 
180 185 190 

ggt ggg gae gga gcc agg atg gtg gag ggc agg ggc gea gag gaa gag 624 
Gly Gly Asp Gly Ala Arg Met Val Glu Gly Arg Gly Ala Glu Glu Glu 
195 200 205 

gag aag ggc age cag gag ggg gae cag gaa gtc cag gga eat ggg gtc 672 
Glu Lys Gly Ser Gin Glu Gly Asp Gin Glu Val Gin Gly His Gly Val 
210 215 220 

cca gtg gag aca cca gag gcg cag gag gag ecg tgc tea ggg gtc ctt 720 
Pro Val Glu Thr Pro Glu Ala Gin Glu Glu Pro Cys Ser Gly Val Leu 
225 230 235 240 

gag ggg get gtg gtg gee ggt gag ggc caa ggg gag ctg gaa ggg tct 768 
Glu Gly Ala Val Val Ala Gly Glu Gly Gin Gly Glu Leu Glu Gly Ser 
245 250 255 

etc ttg tta gee cag gaa gee cag gga cca gtg ggt ecc ecc gaa age 816 
Leu Leu Leu Ala Gin Glu Ala Gin Gly Pro Val Gly Pro Pro Glu Ser 
250 255 270 



ccc tgt get 


tgc age agt gtc cac 


Pro Cys Ala 


Cys Ser Ser Val His 


275 


280 


<210> 


298 


<211> 


283 


<212> 


PRT 


<213> 


Homo sapiens 


<400> 


298 


Met Va1 Ser 


Ala Ala Ala Pro Ser 


1 


5 


Leu 61y Ser 


Val Pro Ala Thr Asp 




20 


Thr Phe Leu 


Glu Asp Val Ala Gly 


35 


40 


Ala Ser Ser 


Pro Ser Leu Pro Pro 


50 


55 


Thr Ser Met 


Gly Pro Gin Pro He 


55 


70 


Thr Asn Phe 


Leu Asp Gly He Val 




85 


Leu He Ala 


Val Val Gly Ser Leu 




100 


Cys Ala Ala 


Val He Thr Arg Gin 


115 


120 


Pro Ser Ser 


Phe Pro Lys Lys Lys 


130 


135 


Gly Gly Pro 


Arg Ala Phe Ser Glu 


145 


150 


Arg Pro Glu 


Glu Ala Leu Asp Ser 




165 


Leu Ala Ala 


Thr Gin Asn Leu Lys 




180 


Gly Gly Asp 


Gly Ala Arg Met Val 


195 


200 


Glu Lys Gly 


Ser Gin Glu Gly Asp 


210 


215 


Pro Val Glu 


Thr Pro Glu Ala Gin 


225 


230 


Glu Gly Ala 


Val Val Ala Gly Glu 



ece agt gtc taa 
Pro Ser Val * 



Leu Leu He Leu 


Leu 


Leu 


Leu Leu 


10 






15 


Ala Arg Ser Val 


Pro 


Leu 


Lys Ala 


25 




30 




Ser Gly Glu Ala 


Glu 


Gly 


Ser Ser 




45 






Pro Trp Thr Pro 


Ala 


Leu 


Ser Pro 


60 








Thr Leu Gly Gly 


Pro 


Ser 


Pro Pro 


75 






80 


Asp Phe Phe Arg 


Gin 


Tyr 


Val Met 


90 






95 


Ala Phe Leu Leu 


Met 


Phe 


He Val 


105 




110 




Lys Gin Lys Ala 


Ser 


Ala 


Tyr Tyr 




125 






Tyr Val Asp Gin 


Ser 


Asp 


Arg Ala 


140 








Val Pro Asp Arg 


Ala 


Pro 


Asp Ser 


155 






160 


Ser Arg Gin Leu 


Gin 


Ala 


Asp He 


170 






175 


Ser Pro Thr Arg 


Ala 


Ala 


Leu Gly 


185 




190 




Glu Gly Arg Gly 


Ala 


Glu 


Glu Glu 




205 






Gin Glu Val Gin 


Gly 


His 


Gly Val 


220 








Glu Glu Pro Cys 


Ser 


Gly 


Val Leu 


235 






240 


Gly Gin Gly Glu 


Leu 


Glu 


Gly Ser 



302 



245 250 255 

Leu Leu Leu Ala Gin Glu Ala Gin Gly Pro Val Gly Pro Pro Glu Ser 

260 265 270 

Pro Cys Ala Cys Ser Ser Val His Pro Ser Val 
275 280 

<210> 299 
<211> 369 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(369) 

<400> 299 

atg gcc ctg ggc aag gtt ctg gcc atg gca ctg gtt ttg gcc ttg gcc 

Met Ala Leu Gly Lys Val Leu Ala Met Ala Leu Val Leu Ala Leu Ala 

15 10 15 

gtg ctg ggg teg ctg tec cct ggg gcc egg gcg ggg gac tgc aag ggg 
Val Leu Gly Ser Leu Ser Pro Gly Ala Arg Ala Gly Asp Cys Lys Gly 
20 25 30 

cag egg cag gtg ctg egg gag gcg cea ggc tte gtg aeg gat ggt gcg 
Gin Arg Gin Val Leu Arg Glu Ala Pro Gly Phe Val Thr Asp Gly Ala 
35 40 45 

ggc aac tac age gte aat ggc aac tgc gag tgg etc ate gag gaa cec 
Gly Asn Tyr Ser Val Asn Gly Asn Cys Glu Trp Leu He Glu Glu Pro 
50 55 60 

tgc cec agt ggc tet tte tct gtg aag aca tgt ggc tta acc tgg ggt 
Cys Pro Ser Gly Ser Phe Ser Val Lys Thr Cys Gly Leu Thr Trp Gly 
65 70 75 80 

ata get gag ate aga ggc ate tgt aeg agg gag cag aag ggc att cea 
He Ala Glu He Arg Gly He Cys Thr Arg Glu Gin Lys Gly He Pro 
85 90 95 

ggc aag aat age tgt gca aag gcg ggg aag egg gag agt gat get ttt 
Gly Lys Asn Ser Cys Ala Lys Ala Gly Lys Arg Glu Ser Asp Ala Phe 
100 105 110 



303 



gaa gaa eta gaa ate cag tgt gtt aaa aca tag 
Glu Glu Leu G1u He Gin Cys Val Lys Thr * 
115 120 



<210> 300 
<211> 122 
<212> PRT 
<213> Homo sapiens 

<400> 300 

Met Ala Leu Gly Lys Val Leu Ala Met Ala Leu Val Leu Ala Leu Ala 
1 5 10 15 

Val Leu Gly Ser Leu Ser Pro Gly Ala Arg Ala Gly Asp Cys Lys Gly 

20 25 30 

Gin Arg Gin Val Leu Arg Glu Ala Pro Gly Phe Val Thr Asp Gly Ala 

35 40 45 

Gly Asn Tyr Ser Val Asn Gly Asn Cys Glu Trp Leu He Glu Glu Pro 

50 55 60 

Cys Pro Ser Gly Ser Phe Ser Val Lys Thr Cys Gly Leu Thr Trp Gly 
65 70 75 80 

He Ala Glu He Arg Gly He Cys Thr Arg Glu Gin Lys Gly He Pro 

85 90 95 

Gly Lys Asn Ser Cys Ala Lys Ala Gly Lys Arg Glu Ser Asp Ala Phe 

100 105 110 

Glu Glu Leu Glu He Gin Cys Val Lys Thr 
115 120 

<210> 301 
<211> 411 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(411) 

<400> 301 

atg gac gca tac age gcg tct tta age ggt eee aac age cte ggg etg 
Met Asp Ala Tyr Ser Ala Ser Leu Ser Gly Pro Asn Ser Leu Gly Leu 
15 10 15 



304 



tec act tta gta ccc cca age aat gcg cga gag tgc ccg acg gaa cca 96 

Ser Thr Leu Val Pro Pro Ser Asn Ala Arg 61 u Cys Pro Thr Glu Pro 

20 25 30 

cca aag ata ctg tct ctg tea gtt cca cca age cct gca gta gaa cct 144 

Pro Lys He Leu Ser Leu Ser Val Pro Pro Ser Pro Ala Val Glu Pro 

35 40 45 

aga ccc aga tgg aaa gag aac aag aca aaa tea gga agt aga ggc age 192 

Arg Pro Arg Trp Lys Glu Asn Lys Thr Lys Ser Gly Ser Arg Gly Ser 

50 55 60 

tct agt get gac aac tgc cag gga age aat gag ctg aat ggg ttc cct 240 

Ser Ser Ala Asp Asn Cys Gin Gly Ser Asn Glu Leu Asn Gly Phe Pro 

65 70 75 80 

gaa gee gee ata aca aag acc aca aag tta gtt tea caa caa atg tat 288 

Glu Ala Ala He Thr Lys Thr Thr Lys Leu Val Ser Gin Gin Met Tyr 

85 90 95 

att gag tgc ctg etc eac acc agg cac tgt tgt agg ccc egg gag tac 336 

He Glu Cys Leu Leu His Thr Arg His Cys Cys Arg Pro Arg Glu Tyr 

100 105 110 

age tgt gaa caa aac agt gaa gat act tea tea gag aca gtt tgc gga 384 

Ser Cys Glu Gin Asn Ser Glu Asp Thr Ser Ser Glu Thr Val Cys Gly 

115 120 125 

gat gaa aat get cct caa gag ctt tga 411 

Asp Glu Asn Ala Pro Gin Glu Leu * 

130 135 



<210> 302 
<211> 136 
<212> PRT 
<213> Homo sapiens 

<400> 302 

Met Asp Ala Tyr Ser Ala Ser Leu Ser Gly Pro Asn Ser Leu Gly Leu 
15 10 15 

Ser Thr Leu Val Pro Pro Ser Asn Ala Arg Glu Cys Pro Thr Glu Pro 
20 25 30 



305 



Pro Lys He Leu Ser 
35 

Arg Pro Arg Trp Lys 
50 

Ser Ser Ala Asp Asn 
65 

Glu Ala Ala He Thr 
85 

He Glu Cys Leu Leu 
100 

Ser Cys Glu Gin Asn 
115 

Asp Glu Asn Ala Pro 
130 

<210> 303 
<211> 915 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . .(915) 

<400> 303 

atg ctg ccg ccg ccg egg ccc gca get gcc ttg gcg ctg cct gtg etc 
Met Leu Pro Pro Pro Arg Pro Ala Ala Ala Leu Ala Leu Pro Val Leu 
15 10 15 

etg eta ctg etg gtg gtg ctg aeg eeg cee ccg acc ggc gea agg eca 
Leu Leu Leu Leu Val Val Leu Thr Pro Pro Pro Thr Gly Ala Arg Pro 
20 25 30 

tee eca ggc cca gat tac etg egg cge ggc tgg atg egg etg eta geg 
Ser Pro Gly Pro Asp Tyr Leu Arg Arg Gly Trp Met Arg Leu Leu Ala 
35 40 45 

gag ggc gag ggc tgc get ccc tgc egg eca gaa gag tgc gee gcg ccg 
Glu Gly G1u Gly Cys Ala Pro Cys Arg Pro Glu Glu Cys Ala Ala Pro 
50 55 60 

egg ggc tgc ctg gcg ggc agg gtg cge gae geg tgc ggc tgc tgc tgg 
Arg Gly Cys Leu Ala Gly Arg Val Arg Asp Ala Cys Gly Cys Cys Trp 



Leu Ser Val Pro Pro Ser 
40 

Glu Asn Lys Thr Lys Ser 
55 

Cys Gin Gly Ser Asn Glu 
70 75 
Lys Thr Thr Lys Leu Val 
90 

His Thr Arg His Cys Cys 
105 

Ser Glu Asp Thr Ser Ser 
120 

Gin Glu Leu 
135 



Pro Ala Val Glu Pro 
45 

Gly Ser Arg Gly Ser 
50 

Leu Asn Gly Phe Pro 
80 

Ser Gin Gin Met Tyr 
95 

Arg Pro Arg Glu Tyr 
110 

Glu Thr Val Cys Gly 
125 



306 



65 



70 



75 



80 



gaa tgc gcc aac etc gag ggc cag etc tgc gac ctg gac ccc agt get 
61 u Cys Ala Asn Leu 61 u 61y 61 n Leu Cys Asp Leu Asp Pro Ser Ala 
85 90 95 



288 



cac ttc tac ggg cac tgc ggc gag cag ett gag tgc egg ctg gac aca 
His Phe Tyr 61y His Cys 61y 61 u 61 n Leu 61 u Cys Arg Leu Asp Thr 

100 105 no 



336 



ggc ggc gac ctg age cgc gga gag gtg ccg gaa cct ctg tgt gcc tgt 
61y 61y Asp Leu Ser Arg 61y 61 u Val Pro 61 u Pro Leu Cys Ala Cys 
115 120 125 



384 



cgt teg cag agt ccg etc tgc ggg tee gac ggt cac ace tac tec cag 
Arg Ser 61 n Ser Pro Leu Cys 61y Ser Asp 61y His Thr Tyr Ser 61 n 
130 135 140 

ate tgc ege ctg cag gag geg gee cgc get egg ccc gat gee aac etc 
He Cys Arg Leu 61 n 61 u Ala Ala Arg Ala Arg Pro Asp Ala Asn Leu 
145 150 155 160 

act gtg gca cac ccg ggg cec tgc gaa teg ggg ccc cag ate gtg tea 
Thr Val Ala His Pro 61y Pro Cys 61 u Ser 61y Pro 61 n He Val Ser 
165 170 175 



432 



480 



528 



cat eca tat gac act tgg aat gtg aca ggg cag gat gtg ate ttt ggc 
His Pro Tyr Asp Thr Trp Asn Val Thr 61y 61 n Asp Val He Phe 61y 
180 185 190 



576 



tgt gaa gtg ttt gcc tac ccc atg gcc tec ate gag tgg agg aag gat 
Cys 61 u Val Phe Ala Tyr Pro Met Ala Ser He 61 u Trp Arg Lys Asp 
195 200 205 



624 



ggc ttg gac ate cag ctg eca ggg gat gac ccc cac ate tet gtg cag 
61y Leu Asp He 61n Leu Pro 61y Asp Asp Pro His He Ser Val 61n 
210 215 22C 



672 



ttt agg ggt gga cec cag agg ttt gag gtg act ggc tgg ctg cag ate 
Phe Arg 61y 61y Pro 61 n Arg Phe 61 u Val Thr 61y Trp Leu 61 n He 
225 230 235 240 



720 



cag get gtg cgt ccc agt gat gag ggc act tac cgc tgc ett ggc cgc 



768 



307 



Gin Ala Va1 Arg Pro Ser Asp Glu Gly Thr Tyr Arg Cys Leu Gly Arg 
245 250 255 

aat gcc ctg ggt caa gtg gag gcc cct get age ttg aca gtg etc aca 816 
Asn Ala Leu Gly Gin Val Glu Ala Pro Ala Ser Leu Thr Val Leu Thr 
260 265 270 

cct gac cag ctg aac tct aca ggc ate ccc cag etg ega tea eta aac 864 
Pro Asp Gin Leu Asn Ser Thr Gly He Pro Gin Leu Arg Ser Leu Asn 
275 280 285 

etg gtt cct gag gag gag get gag agt gaa gag aat gac gat tac tac 912 
Leu Val Pro Glu Glu Glu Ala Glu Ser Glu Glu Asn Asp Asp Tyr Tyr 
290 295 300 

tag 915 
* 



<210> 304 
<211> 304 
<212> PRT 
<213> Homo sapiens 



<40Q> 304 



Met Leu 


Pro Pro 


Pro 


Arg 


Pro Ala 


1 




5 






Leu Leu 


Leu Leu 


Val 


Val 


Leu Thr 




20 








Ser Pro 


Gly Pro 


Asp 


Tyr 


Leu Arg 




35 






40 


Glu Gly 


Glu Gly 


Cys 


Ala 


Pro Cys 


50 








55 


Arg Gly 


Cys Leu 


Ala 


Gly 


Arg Val 


65 






70 




Glu Cys 


Ala Asn 


Leu 


Glu 


Gly Gin 






85 






His Phe 


Tyr Gly 


His 


Cys 


Gly Glu 




100 








Gly Gly 


Asp Leu 


Ser 


Arg 


Gly Glu 




115 






120 


Arg Ser 


Gin Ser 


Pro 


Leu 


Cys Gly 



Ala Ala Leu Ala Leu Pro Val Leu 

10 15 
Pro Pro Pro Thr Gly Ala Arg Pro 
25 30 
Arg Gly Trp Met Arg Leu Leu Ala 
45 

Arg Pro Glu Glu Cys Ala Ala Pro 
60 

Arg Asp Ala Cys Gly Cys Cys Trp 
75 80 
Leu Cys Asp Leu Asp Pro Ser Ala 

90 95 
Gin Leu Glu Cys Arg Leu Asp Thr 
105 110 
Val Pro Glu Pro Leu Cys Ala Cys 
125 

Ser Asp Gly His Thr Tyr Ser Gin 



308 





130 










135 




He 


Cys 


Arg 


Leu 


Gin 


Glu 


Ala 


Ala 


145 










150 






Thr 


Val 


Ala 


His 


Pro 


Gly 


Pro 


Cys 










165 








His 


Pro 


Tyr 


Asp 


Thr 


Trp 


Asn 


Val 








180 










Cys 


Glu 


Val 


Phe 


Ala 


Tyr 


Pro 


Met 






195 










200 


Gly 


Leu 


Asp 


He 


Gin 


Leu 


Pro 


Gly 




210 










215 




Phe 


Arg 


Gly 


Gly 


Pro 


Gin 


Arg 


Phe 


225 










230 






Gin 


Ala 


Val 


Arg 


Pro 


Ser 


Asp 


Glu 










245 








Asn 


Ala 


Leu 


Gly 


Gin 


Val 


Glu 


Ala 








260 










Pro 


Asp 


Gin 


Leu 


Asn 


Ser 


Thr 


Gly 






275 










280 


Leu 


Val 


Pro 


Glu 


Glu 


Glu 


Ala 


Glu 




290 










295 





<210> 305 
<211> 645 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). ..(645) 

<400> 305 
atg ctg aat gtc tec ggc etc ttt 
Met Leu Asn Val Ser Gly Leu Phe 
1 5 

tea tec tet gea cag gag gtc ctg 

Ser Ser Ser Ala Gin Glu Val Leu 
20 

aat gat ttg act caa gga etc etc 

Asn Asp Leu Thr Gin Gly Leu Leu 

35 40 



Arg 


Ala 


Arg 


Pro 


Asp 


ft "1 

Ala 


Asn 


1 ^ . . 
Leu 






155 










160 


Glu 


Ser 


Gly 


Pro 


Gin 


lie 


Val 


Ser 




170 










175 




Thr 


Gly 


Gin 


Asp 


Val 


He 


Phe 


Gly 


185 










190 






Ala 


Ser 


He 


Glu 


Trp 


Arg 


Lys 


Asp 










205 








Asp 


Asp 


Pro 


His 


He 


Ser 


Val 


Gin 








220 










Glu 


Val 


Thr 


Gly 


Trp 


Leu 


Gin 


He 






235 










240 


Gly 


Thr 


Tyr 


Arg 


Cys 


Leu 


Gly 


Arg 




250 










255 




Pro 


Ala 


Ser 


Leu 


Thr 


Val 


Leu 


Thr 


265 










270 






He 


Pro 


Gin 


Leu 


Arg 


Ser 


Leu 


Asn 










285 








Ser 


Glu 


Glu 


Asn 


Asp 


Asp 


Tyr 


Tyr 








300 










gtt 


etc 


etc 


tgt 


ggg 


ctg 


ctt 


gtc 


Val 


Leu 


Leu 


Cys 


Gly 


Leu 


Leu 


Val 




10 










15 




get 


gga 


gtt 


tet 


tec 


cag 


etc 


ctt 


Ala 


Gly 


Val 


Ser 


Ser 


Gin 


Leu 


Leu 


25 










30 






agg 


gca 


gac 


ttt 


ctt 


ccc 


age 


ctg 


Arg 


Ala 


Asp 


Phe 


Leu 


Pro 


Ser 


Leu 










45 









309 



cag aca act ggc etc cag aaa cca ttg agt agt gcc ttc gat ggt gta 
Gin Thr Thr Gly Leu Gin Lys Pro Leu Ser Ser Ala Phe Asp Gly Val 
50 55 60 

tea gge cte ctg gae ate ttt gga ect cca etc acc aat gag ate aac 
Ser Gly Leu Leu Asp He Phe Gly Pro Pro Leu Thr Asn Glu He Asn 
65 70 75 80 

act gtt age ata cag gtg aaa aat ect caa etc etc cat gtc tec ate 
Thr Val Ser He Gin Val Lys Asn Pro Gin Leu Leu His Val Ser He 
85 90 95 

gag age ace ect caa aga aag gag gcc act gta caa gta cca ttc aeg 
Glu Ser Thr Pro Gin Arg Lys Glu Ala Thr Val Gin Val Pro Phe Thr 
100 105 110 

tet gag ttg att gtg cag etc ctg ace atg aag ecc ttc aca get aat 
Ser Glu Leu He Val Gin Leu Leu Thr Met Lys Pro Phe Thr Ala Asn 
115 120 125 

atg cag tea gat ata aaa gtc cag att cgt ttg gag aag aat gta ggt 
Met Gin Ser Asp He Lys Val Gin He Arg Leu Glu Lys Asn Val Gly 
130 135 140 

ggc aga tat gag ctt gee ttt ggg aac tgc agg etc ttg ecc gag get 
Gly Arg Tyr Glu Leu Ala Phe Gly Asn Cys Arg Leu Leu Pro Glu Ala 
145 150 155 160 

att tgg ate caa act gga gtc cat gag aaa aca caa ggt gca ata age 
He Trp He Gin Thr Gly Val His Glu Lys Thr Gin Gly Ala He Ser 
165 170 175 

att aga cga gee ata ceg egg ate gta caa ecc acc gta tec eat caa 
He Arg Arg Ala He Pro Arg He Val Gin Pro Thr Val Ser His Gin 
180 185 190 

cag egc eta ggg ggc cga get cga cag cat tet gcg cag cgt aaa ttc 
Gin Arg Leu Gly Gly Arg Ala Arg Gin His Ser Ala Gin Arg Lys Phe 
195 200 205 

gac gee gac tec ecc gtt tga 
Asp Ala Asp Ser Pro Val * 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 



645 



310 



210 



<210> 305 
<211> 214 
<212> PRT 
<213> Homo sapiens 

<400> 305 

Met Leu Asn Val Ser Gly Leu Phe Val Leu Leu Cys Gly Leu Leu Val 
15 10 15 

Ser Ser Ser Ala Gin Glu Val Leu Ala Gly Val Ser Ser Gin Leu Leu 

20 25 30 

Asn Asp Leu Thr Gin Gly Leu Leu Arg Ala Asp Phe Leu Pro Ser Leu 

35 40 45 

Gin Thr Thr Gly Leu Gin Lys Pro Leu Ser Ser Ala Phe Asp Gly Val 

50 55 60 

Ser Gly Leu Leu Asp He Phe Gly Pro Pro Leu Thr Asn Glu He Asn 
65 - 70 75 80 

Thr Val Ser He Gin Val Lys Asn Pro Gin Leu Leu His Val Ser He 

85 90 95 

Glu Ser Thr Pro Gin Arg Lys Glu Ala Thr Val Gin Val Pro Phe Thr 

100 105 110 

Ser Glu Leu He Val Gin Leu Leu Thr Met Lys Pro Phe Thr Ala Asn 

115 120 125 

Met Gin Ser Asp He Lys Val Gin He Arg Leu Glu Lys Asn Val Gly 

130 135 140 

Gly Arg Tyr Glu Leu Ala Phe Gly Asn Cys Arg Leu Leu Pro Glu Ala 
145 150 155 160 

He Trp He Gin Thr Gly Val His Glu Lys Thr Gin Gly Ala He Ser 

165 170 175 

He Arg Arg Ala He Pro Arg He Val Gin Pro Thr Val Ser His Gin 

180 185 190 

Gin Arg Leu Gly Gly Arg Ala Arg Gin His Ser Ala Gin Arg Lys Phe 

195 200 205 

Asp Ala Asp Ser Pro Val 
210 

<210> 307 
<211> 480 
<212> DNA 
<213> Homo sapiens 



311 



<220> 

<221> CDS 

<222> (1)...C480) 



<400> 307 

atg age caa gtg tta gcg age ctt get ctg age agt egt aeg gca eag 

Met Ser Gin Val Leu Ala Ser Leu Ala Leu Sen Ser Arg Thr Ala Gin 
15 10 15 



48 



gcg eg a aca ttg aae etg aeg aag age aga ttt aaa gga ete gee gtc 
Ala Arg Thr Leu Asn Leu Thr Lys Ser Arg Phe Lys Gly Leu Ala Val 
20 25 30 



96 



cct tgg atg gag aaa ace act gtt gca cag gta aga aeg gca tat age 
Pro Trp Met Glu Lys Thr Thr Val Ala Gin Val Arg Thr Ala Tyr Ser 
35 40 45 



144 



tgg cac gtg cac tac cac age etc tgc etc gag tgg cea tgg eag aca 
Trp His Val His Tyr His Ser Leu Cys Leu Glu Trp Pro Trp Gin Thr 
50 55 60 



192 



etg cea tte aat cct ggt ctg aae aca ace ccc ttc cca aca cag ctg 
Leu Pro Phe Asn Pro Gly Leu Asn Thr Thr Pro Phe Pro Thr Gin Leu 
65 70 75 80 



240 



tct aca tec tac ccg tea gag cag gca cac cat gtg aaa ctt etc tgc 
Ser Thr Ser Tyr Pro Ser Glu Gin Ala His His Val Lys Leu Leu Cys 
85 90 95 



288 



eat tee ttg cct agt ggc tct gta cac agt gtt cct aag etc etc tat 
His Ser Leu Pro Ser Gly Ser Val His Ser Val Pro Lys Leu Leu Tyr 
100 105 110 



336 



tgg get ccc aeg gga etc tat att ega gac cac att cea cct gee eta 
Trp Ala Pro Thr Gly Leu Tyr He Arg Asp His He Pro Pro Ala Leu 
115 120 125 



384 



ate ace ccg ggg cct agt acc egg caa eta gga aca gee cca gca ccc 
He Thr Pro Gly Pro Ser Thr Arg Gin Leu Gly Thr Ala Pro Ala Pro 
130 135 140 



432 



etg aae cea eta caa tta tte aaa eta gee agt get aaa cct get taa 
Leu Asn Pro Leu Gin Leu Phe Lys Leu Ala Ser Ala Lys Pro Ala * 



480 



312 



145 150 155 



<210> 308 
<211> 159 
<212> PRT 
<213> Homo sapiens 

<400> 308 



Met 


Ser Gin 


Val 


Leu 


Ala 


Ser Leu Ala Leu 


Ser 


Ser 


Arg 


Thr 


Ala 


Gin 


1 






5 




10 










15 




Ala 


Arg Thr 


Leu 


Asn 


Leu 


Thr Lys Ser Arg 


Phe 


Lys 


Gly 


Leu 


Ala 


Val 






20 






25 








30 






Pro 


Trp Met 


Glu 


Lys 


Thr 


Thr Val Ala Gin 


Val 


Arg 


Thr 


Ala 


Tyr 


Ser 




35 








40 






45 








Trp 


His Val 


His 


Tyr 


His 


Ser Leu Cys Leu 


Glu 


Trp 


Pro 


Trp 


Gin 


Thr 




50 








55 




60 










Leu 


Pro Phe 


Asn 


Pro 


Gly 


Leu Asn Thr Thr 


Pro 


Phe 


Pro 


Thr 


Gin 


Leu 


65 








70 




75 










80 


Ser 


Thr Ser 


Tyr 


Pro 


Ser 


Glu Gin Ala His 


His 


Val 


Lys 


Leu 


Leu 


Cys 








85 




90 










95 




His 


Ser Leu 


Pro 


Ser 


Gly 


Ser Val His Ser 


Val 


Pro 


Lys 

•J 


Leu 


Leu 


Tyr 

■J 






100 






105 








110 






Trp 


Ala Pro 


Thr 


Gly 


Leu 


Tyr He Arg Asp 


His 


He 


Pro 


Pro 


Ala 


Leu 




115 








120 






125 








lie 


Thr Pro 


Gly 


Pro 


Ser 


Thr Arg Gin Leu 


Gly 


Thr 


Ala 


Pro 


Ala 


Pro 




130 








135 




140 










Leu 


Asn Pro 


Leu 


Gin 


Leu 


Phe Lys Leu Ala 


Ser 


Ala 


Lys 


Pro 


Ala 




145 








150 




155 














<210> 


309 






















<211> 


907 






















<212> 


DNA 






















<213> 


Homo sapiens 
















<220> 
























<221> 


CDS 






















<222> 


(1) 


...(907) 


















<400> 


309 




















atg 


ctg ttc 


etc gtc etc ctg ctg ccc ctg 


gag 


ctg 


age 


ctg 


gca 


ggc 


Met 


Leu Phe 


Leu 


Val 


Leu 


Leu Leu Pro Leu 


Glu 


Leu 


Ser 


Leu 


Ala 


Gly 


1 






5 




10 










15 





313 



gcc ctt gca cct ggg acc cct gcc egg aac etc cct gag aat cac att 96 
Ala Leu Ala Pro Gly Thr Pro Ala Arg Asn Leu Pro Glu Asn His He 
20 25 30 

gac etc eca ggc cca gcg ctg tgg acg cct cag gcc age cac cac cgc 144 
Asp Leu Pro Gly Pro Ala Leu Trp Thr Pro Gin Ala Ser His His Arg 
35 40 45 

egg egg ggc ecg ggc aag aag gag tgg ggc cca ggc ctg ecc age cag 192 
Arg Arg Gly Pro Gly Lys Lys Glu Trp Gly Pro Gly Leu Pro Ser Gin 
50 55 60 

gee cag gat ggg get gtg gtc ace gcc acc agg cag gcc tec agg ctg 240 
Ala Gin Asp Gly Ala Val Val Thr Ala Thr Arg Gin Ala Ser Arg Leu 
65 70 75 80 

cca gag get gag ggg ctg ctg cct gag cag agt cct gca ggc ctg ctg 288 
Pro Glu Ala Glu Gly Leu Leu Pro Glu Gin Ser Pro Ala Gly Leu Leu 
85 90 95 

cag gac aag gac ctg etc ctg gga ctg gca ttg ecc tac ecc gag aag 336 
Gin Asp Lys Asp Leu Leu Leu Gly Leu Ala Leu Pro Tyr Pro Glu Lys 
100 105 110 

gag aac ega cct cca ggt tgg gag agg ace agg aaa cgc age agg gag 384 
Glu Asn Arg Pro Pro Gly Trp Glu Arg Thr Arg Lys Arg Ser Arg Glu 
115 120 125 

cac aag aga cgc agg gac agg ttg agg ctg cac caa ggc ega gcc ttg 432 
His Lys Arg Arg Arg Asp Arg Leu Arg Leu His Gin Gly Arg Ala Leu 
130 135 140 

gtc ega ggt ecc age tec ctg atg aag aag gca gag etc tee gaa gee 480 
Val Arg Gly Pro Ser Ser Leu Met Lys Lys Ala Glu Leu Ser Glu Ala 
145 150 155 160 

cag gtg ctg gat gca gee atg gag gaa tee tec acc age ctg gcg ecc 528 
Gin Val Leu Asp Ala Ala Met Glu Glu Ser Ser Thr Ser Leu Ala Pro 
165 170 175 

ace atg tte ttt etc acc ace ttt gag gca gca cct gee aca gaa gag 575 
Thr Met Phe Phe Leu Thr Thr Phe Glu Ala Ala Pro Ala Thr Glu Glu 



314 



180 185 190 

tec ctg ate ctg cec gtc aec tec ctg egg ccc cag cag gca cag ccc 524 
Ser Leu He Leu Pro Val Thr Ser Leu Arg Pro Gin Gin Ala Gin Pro 
195 200 205 

agg tct gae ggg gag gtg atg ccc acg etg gae atg gee ttg tte gac 672 
Arg Ser Asp Gly Glu Val Met Pro Thr Leu Asp Met Ala Leu Phe Asp 
210 215 220 

tgg acc gat tat gaa gac tta aaa cet gat ggt tgg ece tct gca aag 720 
Trp Thr Asp Tyr Glu Asp Leu Lys Pro Asp Gly Trp Pro Ser Ala Lys 
225 230 235 240 

aag aaa gag aaa cae cgc ggt aaa etc tec agt gat ggt aac gaa aca 768 
Lys Lys Glu Lys His Arg Gly Lys Leu Ser Ser Asp Gly Asn Glu Thr 
245 250 255 

tea cca gcc gaa ggg gaa eca tgc gac cat cac caa gac tge etg eca 816 
Ser Pro Ala Glu Gly Glu Pro Cys Asp His His Gin Asp Cys Leu Pro 
260 265 270 

ggg act tge tgc gac ctg egg gag cat etc tge aca ccc cac aae ega 864 
Gly Thr Cys Cys Asp Leu Arg Glu His Leu Cys Thr Pro His Asn Arg 
275 280 285 

ggc etc aac aac aaa tgc tte gat gac tge atg tgt gtg gaa g 907 
Gly Leu Asn Asn Lys Cys Phe Asp Asp Cys Met Cys Val Glu 
290 295 300 



<210> 310 
<211> 302 
<212> PRT 
<213> Homo sapiens 

<400> 310 

Met Leu Phe Leu Val Leu Leu Leu Pro Leu Glu Leu Ser Leu Ala Gly 
15 10 15 

Ala Leu Ala Pro Gly Thr Pro Ala Arg Asn Leu Pro Glu Asn His He 

20 25 30 

Asp Leu Pro Gly Pro Ala Leu Trp Thr Pro Gin Ala Ser His His Arg 
35 40 45 
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<210> 311 
<211> 570 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(670) 

<400> 311 
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Asp 
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Arg 
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Cys 


Met 


Cys 
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atg gga atg gtt tac agt agt gcc ctt tta tec ctg gtt ttg gtt gcc 48 
Met Gly Met Val Tyr Ser Ser Ala Leu Leu Ser Leu Val Leu Val Ala 
1 5 10 15 

atg gtt tta gtt acc cac agt caa cca tgg tct gaa aac agg ggc caa 96 
Met Val Leu Va1 Thr His Ser Gin Pro Trp Ser Glu Asn Arg Gly Gin 
20 25 30 

get get gca tec tta tgt tct cag cca gag aaa cag cct age aaa cgc 144 
Ala Ala Ala Ser Leu Cys Ser Gin Pro Glu Lys Gin Pro Ser Lys Arg 
35 40 45 

ate caa tgt ggc ctt tec tct gaa ttg gat acc ctg cca cac gtc tgc 192 
He Gin Cys Gly Leu Ser Ser Glu Leu Asp Thr Leu Pro His Val Cys 
50 55 60 

atg tct gta ecc ctg ctg ata gga gtt tea gga ate gga get ate tat 240 
Met Ser Val Pro Leu Leu He Gly Val Ser Gly He Gly Ala He Tyr 
65 70 75 80 

cag ttg aac tct tea ccg atg aca aca gta atg aca aga gca cct gga 288 
Gin Leu Asn Ser Ser Pro Met Thr Thr Val Met Thr Arg Ala Pro Gly 
85 90 95 

agt cct gtt etc caa gca ctg gac ttc att ttt tat gtg aac aaa atg 336 
Ser Pro Val Leu Gin Ala Leu Asp Phe He Phe Tyr Val Asn Lys Met 
100 105 110 

aaa atg aat gtg gaa gaa atg tgg aaa ggg atg age ggt acg tea ttc 384 
Lys Met Asn Val Glu Glu Met Trp Lys Gly Met Ser Gly Thr Ser Phe 
115 120 125 

ttc get ctt cca aga aaa aaa gat att ctt cca ega tgg ttg agg ggc 432 
Phe Ala Leu Pro Arg Lys Lys Asp He Leu Pro Arg Trp Leu Arg Gly 
130 135 140 

aaa cag ttg gta aaa ttc cag aat acc aag tea caa age aga gaa teg 480 
Lys Gin Leu Val Lys Phe Gin Asn Thr Lys Ser Gin Ser Arg Glu Ser 
145 150 155 160 

tgt tec etc cca aat tta cat gtt gaa gtc ata aac cct gta att ctt 528 
Cys Ser Leu Pro Asn Leu His Val Glu Val He Asn Pro Val He Leu 
165 170 175 
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aat gtg act gta ttt gga aac agg gcc ttt aaa gaa gta att aag tat 575 

Asn Val Thr Val Phe 61 y Asn Arg Ala Phe Lys Glu Val He Lys Tyr 

180 185 190 

tac att cag tgt agg cat tea ata agt tea ggc tta gtg aag gtt gtc 524 

Tyr He Gin Cys Arg His Ser He Ser Ser Gly Leu Val Lys Val Val 
195 200 205 

act gaa ate cca tea get cag cag gga gca agg age etc ttt gaa a 670 

Thr Glu He Pro Ser Ala Gin Gin Gly Ala Arg Ser Leu Phe Glu 
210 215 220 



<210> 312 
<211> 223 
<212> PRT 
<213> Homo sapiens 

<400> 312 

Met Gly Met Val Tyr Ser Ser Ala Leu Leu Ser Leu Val Leu Val Ala 
15 10 15 

Met Val Leu Val Thr His Ser Gin Pro Trp Ser Glu Asn Arg Gly Gin 

20 25 30 

Ala Ala Ala Ser Leu Cys Ser Gin Pro Glu Lys Gin Pro Ser Lys Arg 

35 40 45 

He Gin Cys Gly Leu Ser Ser Glu Leu Asp Thr Leu Pro His Val Cys 

50 55 60 

Met Ser Val Pro Leu Leu He Gly Val Ser Gly He Gly Ala He Tyr 
65 70 75 80 

Gin Leu Asn Ser Ser Pro Met Thr Thr Val Met Thr Arg Ala Pro Gly 

85 90 95 

Ser Pro Val Leu Gin Ala Leu Asp Phe He Phe Tyr Val Asn Lys Met 

100 105 110 

Lys Met Asn Val Glu Glu Met Trp Lys Gly Met Ser Gly Thr Ser Phe 

115 120 125 

Phe Ala Leu Pro Arg Lys Lys Asp He Leu Pro Arg Trp Leu Arg Gly 

130 135 140 

Lys Gin Leu Val Lys Phe Gin Asn Thr Lys Ser Gin Ser Arg Glu Ser 
145 150 155 160 

Cys Ser Leu Pro Asn Leu His Val Glu Val He Asn Pro Val He Leu 

165 170 175 

Asn Val Thr Val Phe Gly Asn Arg Ala Phe Lys Glu Val He Lys Tyr 
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180 185 190 

Tyr He Gin Cys Arg His Ser He Ser Ser Gly Leu Val Lys Val Val 

195 200 205 

Thr 61 u He Pro Ser Ala Gin Gin Gly Ala Arg Ser Leu Phe Glu 
210 215 220 



<210> 313 
<211> 425 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1). . ,(425) 
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313 


























atg 


gaa ggg 


gac 


ccc 


ggg 


ggg 


ttg 


ctg 


ctg 


ctg 


ctg 


ctg 


get 


ggg 


gtg 


Met 
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Gly 


Val 
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10 










15 





ggg ggci tat cag ctg gga act aga agg aac ttc tec cat gga gaa aag 95 

Gly Gly Tyr Gin Leu Gly Thr Arg Arg Asn Phe Ser His Gly Glu Lys 
20 25 30 

gta aac gat aag ate cca gta gcc acc ate age ate tgg gae aaa tac 144 

Val Asn Asp Lys He Pro Val Ala Thr He Ser He Trp Asp Lys Tyr 
35 40 45 

age cet eae eae tgg ggt ccc ctg cag tec tea cag gca eta age cca 192 

Ser Pro His His Trp Gly Pro Leu Gin Ser Ser Gin Ala Leu Ser Pro 
50 55 60 

cet gag gga get aac tgg age cca cac age tgt get gtc tec aca aaa 240 

Pro Glu Gly Ala Asn Trp Ser Pro His Ser Cys Ala Val Ser Thr Lys 
65 70 75 80 

gga get gat act gtg cac tgc cet egg tgg tee aeg cag eta eta tac 288 

Gly Ala Asp Thr Val His Cys Pro Arg Trp Ser Thr Gin Leu Leu Tyr 
85 90 95 



tgc acc ate eta gaa eta gga eta cca eta gag tgt gee tta eta caa 336 
Cys Thr He Leu Glu Leu Gly Leu Pro Leu Glu Cys Ala Leu Leu Gin 
100 105 110 
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ggc gtc aga etc cag gat ctt gga ctt ttg gaa tct tgg att tac acc 384 

Gly Val Arg Leu Gin Asp Leu Gly Leu Leu Glu Ser Trp He Tyr Thr 
115 120 125 

agt ggt eta cct gag get ctt ggg cct ccg gcc ata gag tga 426 

Ser Gly Leu Pro Glu Ala Leu Gly Pro Pro Ala He Glu * 
130 135 140 



<210> 314 
<211> 141 
<212> PRT 
<213> Homo sapiens 

<400> 314 
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130 135 140 



<210> 315 
<211> 375 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(375) 



320 



atg 
Met 
1 


<400> 
gtc ctg 
Val Leu 


315 
tgc 
Cys 


tgg 
Trp 
5 


ctg 
Leu 


ctg 
Leu 


ctt 
Leu 


ctg gtg 
Leu Val 
10 


atg 
Met 


get 
Ala 


ctg 
Leu 


ccc 
Pro 


cca ggc 
Pro Gly 
15 


48 


acg 
Thr 


acg 
Thr 


ggc 

Gly 


gtc 
Val 
20 


aag 
Lys 


gac 
Asp 


tgc 
Cys 


gtc 
Val 


ttc tgt 
Phe Cys 
25 


gag 
Glu 


etc 
Leu 


acc 
Thr 


gac 
Asp 
30 


tec atg 
Ser Met 


96 


cag 
Gin 


tgt 
Cys 


cct 
Pro 


ggt 

Gly 


acc 
Thr 


tac 
Tyr 


atg 
Met 


cac 
His 
40 


tgt ggc 
Cys Gly 


gat 
Asp 


gac 
Asp 


gag 
Glu 
45 


gac 
Asp 


tgc ttc 
Cys Phe 


144 


aca 
Thr 


ggc 

Gly 
o(J 


cac 
His 


ggg 

Gly 


gtc 
Val 


gcc 
Ala 


ccg 
Pro 
55 


ggc 

Gly 


act ggt 
Thr Gly 


ccg 
Pro 


gtc 
Val 
60 


ate 
He 


aac 
Asn 


aaa ggc 
Lys Gly 


192 


tgc 
Cys 
65 


ctg 
Leu 


eg a 
Arg 


gcc 
Ala 


acc 
Thr 


age 
Ser 
70 


tgc 
Cys 


ggc 
Gly 


ctt gag 
Leu Glu 


gaa 
Glu 
75 


ccc 
Pro 


gtc 
Val 


age 
Ser 


tac agg 
Tyr Arg 
80 


240 
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115 120 



<210> 316 
<211> 124 
<212> PRT 
<213> Homo sapiens 



<400> 316 

Met Val Leu Cys Trp Leu Leu Leu Leu Val Met Ala Leu Pro Pro Gly 
15 10 15 
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Ser 
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Pro 


Arg 


Leu 


Leu 











115 120 



<210> 317 
<211> 688 
<212> DNA 
<213> Homo sapiens 

<22G> 

<221> CDS 

<222> (1)...(688) 

<400> 317 

atg gag ccc ctg cgc gcg ccc gcg ctg cgc cgc ctg ctg ccg ccg ctg 48 
Met Glu Pro Leu Arg Ala Pro Ala Leu Arg Arg Leu Leu Pro Pro Leu 
15 10 15 

ctg etc ctg ctg ctg tea ctg ccc ccc cgc gcc egg gcc aag tac gtg 96 
Leu Leu Leu Leu Leu Ser Leu Pro Pro Arg Ala Arg A1a Lys Tyr Val 
20 25 30 

egg ggc aac etc agt tec aag gag gac tgg gtg ttc ctg aca aga ttt 144 
Arg Gly Asn Leu Ser Ser Lys Glu Asp Trp Val Phe Leu Thr Arg Phe 
35 40 45 

tgt ttc etc teg gat tac ggc cga ctg gac ttc cgt ttc cgc tac cct 192 
Cys Phe Leu Ser Asp Tyr Gly Arg Leu Asp Phe Arg Phe Arg Tyr Pro 
50 55 60 

gag gcc aag tgc tgt cag aac ate etc etc tat ttt gat gac cca tec 240 
Glu Ala Lys Cys Cys Gin Asn He Leu Leu Tyr Phe Asp Asp Pro Ser 



322 



65 70 75 80 

cag tgg cca gcc gtg tac aag gca ggg gac aag gac tgc ctg gcc aag 288 
Gin Trp Pro Ala Val Tyr Lys Ala Gly Asp Lys Asp Cys Leu Ala Lys 
85 90 95 

gag tea gtg ate egg ccg gag aac aac cag gtc ate aac etc acc acc 336 
Glu Ser Val He Arg Pro Glu Asn Asn Gin Val He Asn Leu Thr Thr 
100 105 110 

cag tat gcc tgg tec gge tgt cag gtg gta tea gag gag gga acc cgc 384 
Gin Tyr Ala Trp Ser Gly Cys Gin Val Val Ser Glu Glu Gly Thr Arg 
115 120 125 

tac ctg age tgc tec agt gge cgc age tte ege tea gtg egt gaa egg 432 
Tyr Leu Ser Cys Ser Ser Gly Arg Ser Phe Arg Ser Val Arg Glu Arg 
130 135 140 

tgg tgg tat att gcg etc age aag tgt ggg ggt gat gga ttg cag etg 480 
Trp Trp Tyr He Ala Leu Ser Lys Cys Gly Gly Asp Gly Leu Gin Leu 
145 150 155 160 

gag tat gag atg gtc etc acc aat gge aag tec ttc tgg aca ega cac 528 
Glu Tyr Glu Met Val Leu Thr Asn Gly Lys Ser Phe Trp Thr Arg His 
165 170 175 

ttc tec get gat gag ttt ggg ate ctg gag aca gat gtg acc tte etc 575 
Phe Ser Ala Asp Glu Phe Gly He Leu Glu Thr Asp Val Thr Phe Leu 
180 185 190 

etc ate ttc ate etc ate tte tte etc tet tgt tac ttt gga tat ttg 624 
Leu He Phe He Leu He Phe Phe Leu Ser Cys Tyr Phe Gly Tyr Leu 
195 200 205 

etg aaa ggt egt cag ttg etc cae aca act tat aaa atg ttc atg gcc 672 
Leu Lys Gly Arg Gin Leu Leu His Thr Thr Tyr Lys Met Phe Met Ala 
210 215 220 



gca gca gga gta gag g 
Ala Ala Gly Val Glu 
225 



688 
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<210> 318 
<211> 229 
<212> PRT 
<213> Homo sapiens 



<400> 318 
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Thr Thr 








100 






105 




110 






Gin Tyr 


Ala 
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Glu 


Gly 


Thr Arg 
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Ser 


Cys Ser 


Ser 


Gly Arg 


Ser Phe Arg Ser 


Val 


Arg 


Glu Arg 
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He Ala 


Leu 


Ser Lys 


Cys Gly Gly Asp 


Gly 


Leu 


Gin Leu 
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Glu Tyr 
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Met Val 
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Gly Lys Ser Phe 
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Thr 


Arg His 
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Asp Glu 
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Gly He 


Leu Glu Thr Asp 
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Phe Leu 
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Tyr Leu 
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Thr Thr Tyr Lys 
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Phe 


Met Ala 
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Ala Ala 


Gly 


Val Glu 
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<210> 319 
<211> 765 
<212> DNA 
<213> Homo sapiens 

<220> 



324 



<221> CDS 

<222> (1)...(765) 

<400> 319 

atg gga get cca aag ctg gcc aag ctg cac aca gcc ctg ctg gcg tec 48 

Met G1y A1a Pro Lys Leu Ala Lys Leu His Thr Ala Leu Leu Ala Ser 

15 10 15 

age ctg get eta ggc cag gag cet tgg ctg gag ggc ggc cca gcg ccc 96 
Ser Leu Ala Leu Gly Gin Glu Pro Trp Leu Glu Gly Gly Pro Ala Pro 
20 25 30 

cga cag cca cgt cca gca cet tea gca ggt tct ccc egg cag cac ttg 144 
Arg Gin Pro Arg Pro Ala Pro Ser Ala Gly Ser Pro Arg Gin His Leu 
35 40 45 

gca gtc aga tgt ggc cag acg gte cet tec aga gag age tgt cgt ggc 192 
Ala Val Arg Cys Gly Gin Thr Val Pro Ser Arg Glu Ser Cys Arg Gly 
50 55 60 

ccc aaa ggc atg aac gtg gee etc cgt gca egg caa gca gta cag gaa 240 
Pro Lys Gly Met Asn Val Ala Leu Arg Ala Arg Gin Ala Val Gin Glu 
65 70 75 80 

cgt gtt egg aag gca gag tgc gcg gee aac age tgt get gcc ctg gae 288 
Arg Val Arg Lys Ala Glu Cys Ala Ala Asn Ser Cys Ala Ala Leu Asp 
85 90 95 

aag tgc cet cca cet caa cag ttt ccc ctg caa ggc etc cat gat gag 336 
Lys Cys Pro Pro Pro Gin Gin Phe Pro Leu Gin Gly Leu His Asp Glu 
100 105 110 

egg aac aca gee act ect ggg gaa ggg cac aag cag cag tea cac gtc 384 
Arg Asn Thr Ala Thr Pro Gly Glu Gly His Lys Gin Gin Ser His Val 
115 120 125 

gca ctg aag tgg ctg gat gga cge eag aga gtc eag agg eag aca gga 432 
Ala Leu Lys Trp Leu Asp Gly Arg Gin Arg Val Gin Arg Gin Thr Gly 
130 135 140 

aac aca aaa tgg aag atg ctg gtg eac gca gaa agt ett gga gga gga 480 
Asn Thr Lys Trp Lys Met Leu Val His Ala Glu Ser Leu Gly Gly Gly 
145 150 155 160 



325 



gag cca gaa acc ttc aca aaa tec aaa tea gac etc gtc tct get eac 528 

Glu Pro Glu Thr Phe Thr Lys Sen Lys Ser Asp Leu Val Ser Ala His 
165 170 175 

ttc acc ecg teg cag ctt ett acg etc ccc ccc att ttt aca gac aag 576 

Phe Thr Pro Ser Gin Leu Leu Thr Leu Pro Pro He Phe Thr Asp Lys 

180 185 190 

gaa act gag tec eag agg ccc gga aat ggg gag ggc ggg gag tea gga 624 

Glu Thr Glu Ser Gin Arg Pro Gly Asn Gly Glu Gly Gly Glu Ser Gly 
195 200 205 

cag gtg gca gga aca ggg ctg cet eta ggg caa etg atg aac cet ggc 672 

Gin Val Ala Gly Thr Gly Leu Pro Leu Gly Gin Leu Met Asn Pro Gly 
210 215 220 

age age ate egt gac act gga gag ccc aac acc age tgc cac tgt gtg 720 

Ser Ser He Arg Asp Thr Gly Glu Pro Asn Thr Ser Cys His Cys Val 
225 230 235 240 

gee ctg tgg eat tgg cca caa atg age aca tec ate age tec tga 765 

Ala Leu Trp His Trp Pro Gin Met Ser Thr Ser He Ser Ser * 
245 250 



<210> 320 
<211> 254 
<212> PRT 
<213> Homo sapiens 

<400> 320 

Met Gly Ala Pro Lys Leu Ala Lys Leu His Thr Ala Leu Leu Ala Ser 

15 10 15 

Ser Leu Ala Leu Gly Gin Glu Pro Trp Leu Glu Gly Gly Pro Ala Pro 

20 25 30 

Arg Gin Pro Arg Pro Ala Pro Ser Ala Gly Ser Pro Arg Gin His Leu 

35 40 45 

Ala Val Arg Cys Gly Gin Thr Val Pro Ser Arg Glu Ser Cys Arg Gly 

50 55 60 

Pro Lys Gly Met Asn Val Ala Leu Arg Ala Arg Gin Ala Val Gin Glu 
65 70 75 80 

Arg Val Arg Lys Ala Glu Cys Ala Ala Asn Ser Cys Ala Ala Leu Asp 
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Asn Thr Lys 
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Leu 


Val His Ala 


Glu 


Ser 


Leu 


Gly 


Gly 


Gly 
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Glu Pro Glu 


Thr 


Phe 
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Lys 


Ser Lys Ser 


Asp 


Leu 


Val 


Ser 


Ala 


His 
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175 




Phe Thr Pro 


Ser 


Gin 


Leu 


Leu 


Thr Leu Pro 


Pro 


He 


Phe 


Thr 


Asp 


Lys 
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190 






Glu Thr Glu 


Ser 


Gin 


Arg 


Pro 


Gly Asn Gly 


Glu 


Gly 


Gly 


Glu 


Ser 


Gly 
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Gin Val Ala 


Gly 


Thr 


Gly 


Leu 


Pro Leu Gly 


Gin 


Leu 


Met 


Asn 


Pro 


Gly 
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Ser Ser He 
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Gly 


Glu Pro Asn 


Thr 


Ser 
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His 
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Val 
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<400> 


321 






















atg gtg etc 


acc 


aat 


acg 


get 


tct ttc tat 


gca 


get 


ctg 


cag 


eta 


ctg 


Met val Leu 


Thr 


Asn 


Thr 


Ala 


Ser Phe Tyr 


Al a 


Al a 


1 ^ . 
Leu 


Gin 


Leu 


Leu 


1 




5 






10 










15 




ctg get ctt 


ctg 


gga 


att 


ttt 


tct ttt gta 


tat 


ccg 


tec 


ctg 


gtg 


gat 


Leu Ala Leu 


Leu 


Gly 


He 


Phe 


Ser Phe Val 


Tyr 


Pro 


Ser 


Leu 


Val 


Asp 




20 








25 








30 






cac ttg ccc 


ttt 


cct 


gcc 


aaa 


ccc ttg cct 


ctg 


tct 


gaa 


ttc 


tgg 


ttt 


His Leu Pro 


Phe 


Pro 


A1a 


Lys 


Pro Leu Pro 


Leu 


Ser 


Glu 


Phe 


Trp 


Phe 


35 










40 






45 









327 



ggc tct tec ttt gtg gcc ccc aga gcc tct gcc aat ctt gtt gga gca 192 

Gly Sen Ser Phe Val Ala Pro Arg Ala Ser Ala Asn Leu Val Gly Ala 

50 55 60 

ttt gca gca ata gga aaa agg tec ccc ttc ttc agg gca ccc atg ate 240 

Phe Ala Ala He Gly Lys Arg Ser Pro Phe Phe Arg Ala Pro Met He 

65 70 75 80 

ttg aaa cag aga etc atg aag act cat gaa tgg gtt tea act ccc ate 288 

Leu Lys Gin Arg Leu Met Lys Thr His Glu Trp Val Ser Thr Pro He 

85 90 95 

cat cct etc tgc caa gcc ctt gtg gag ace aca gtc cat gae ect gaa 336 

His Pro Leu Cys Gin Ala Leu Val Glu Thr Thr Val His Asp Pro Glu 

100 105 110 

taa 339 



<210> 
<211> 
<212> 
<213> 

<400> 
Met Val Leu 
1 

Leu Ala Leu 

His Leu Pro 
35 

Gly Ser Ser 
50 

Phe Ala Ala 
65 

Leu Lys Gin 
His Pro Leu 



322 
112 
PRT 

Homo sapiens 
322 

Thr Asn Thr Ala Ser Phe 
5 

Leu Gly He Phe 
20 

Phe Pro Ala Lys 



Phe Val Ala Pro 
55 

He Gly Lys Arg 
70 

Arg Leu Met Lys 
85 

Cys Gin Ala Leu 
100 



Ser Phe 
25 

Pro Leu 
40 

Arg Ala 

Ser Pro 

Thr His 

Val Glu 
105 



Tyr Ala Ala 
10 

Val Tyr Pro 

Pro Leu Ser 

Ser Ala Asn 
60 

Phe Phe Arg 
75 

Glu Trp Val 
90 

Thr Thr Val 



Leu Gin 

Ser Leu 
30 

Glu Phe 
45 

Leu Val 

Ala Pro 

Ser Thr 

His Asp 
110 



Leu Leu 
15 

Val Asp 

Trp Phe 

Gly Ala 

Met He 
80 

Pro He 
95 

Pro Glu 



328 



<210> 323 
<211> 888 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(888) 





<400> 


323 




atg 


cgc 


etc 


cac 


ctg 


Met 


Arg 


Leu 


His 


Leu 


1 
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acc 


gcc 


gcg 


gag 


etc 


Thr 


Ala 


Ala 


Glu 


Leu 








20 




aat 


ggg 


aac 


ggc 


teg 


Asn 


Gly 


Asn 


Gly 


Ser 






35 






cac 


age 


gcc 


ttg 


ttc 


His 


Sep 


Ala 


Leu 


Phe 




50 








gaa 


ggc 


tac 


agt 


gca 


Glu 


Gly 


Tyr 


Sen 


Ala 


65 
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tct 


atg 


Tyr 


Cys 


Trp 


Ser 


Met 
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gaa 


His 


Gly 


Gly 


Ser 


Glu 
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10 



15 



25 



Val 



40 



30 



Pro Gly Cys Val 
45 



55 



60 



70 



75 



80 



90 



95 



48 



95 



144 



192 



240 



288 



336 



105 



110 



aaa tat get gta aat gat gtt tec ttc tea ate cct gcc gee tct gaa 
Lys Tyr Ala Val Asn Asp Val Ser Phe Ser He Pro Ala Ala Ser Glu 
115 120 125 



384 



ttt get gae ett agt aac ate ate aat aaa tta eta aag gae aaa aat 



432 



329 



Phe Ala Asp Leu Ser Asn He He Asn Lys Leu Leu Lys Asp Lys Asn 
130 135 140 

gag ttc cac aaa cat atg gag ttt tat ttc ctt att aag ggc cag ttt 480 
Glu Phe His Lys His Met Glu Phe Tyr Phe Leu He Lys G1y Gin Phe 
145 150 155 160 

ctg cga atg tec ttg gtc aaa cac atg gaa ctg gag aac atg tea tea 528 
Leu Arg Met Ser Leu Val Lys His Met Glu Leu Glu Asn Met Ser Ser 
165 170 175 

gaa gta gtt gtg gaa ata gaa tat gtg aag tac aca gca ccc cag cca 576 
Glu Val Val Val Glu He Glu Tyr Val Lys Tyr Thr Ala Pro Gin Pro 
180 185 190 

gag caa tgc atg ttc cat gat gac tgg ate ctt tea gtt aaa ggg gca 624 
Glu Gin Cys Met Phe His Asp Asp Trp He Leu Ser Val Lys Gly Ala 
195 200 205 

aag gaa tgg ate ttg act ggt tct tat gat aag acc tct caa ate egg 672 
Lys Glu Trp He Leu Thr Gly Ser Tyr Asp Lys Thr Ser Gin He Arg 
210 215 220 

tec ttg gaa aga aag tea ata atg aca att gtt gga cat agg gat gtc 720 
Ser Leu Glu Arg Lys Ser He Met Thr He Val Gly His Arg Asp Val 
225 230 235 240 

tta aaa gat gtg gcc tgg gcc aaa aaa aaa gat agt ttg tct tgc tta 768 
Leu Lys Asp Val Ala Trp Ala Lys Lys Lys Asp Ser Leu Ser Cys Leu 
245 250 255 

ttt gtg agt gcc tct atg gat cca act att etc tta tgg gag tgg aat 815 
Phe Val Ser Ala Ser Met Asp Pro Thr He Leu Leu Trp Glu Trp Asn 
260 265 270 

aga gag aaa caa agt gaa age ccg acc gtg ctg cag agg tea tgc tgg 864 
Arg Glu Lys Gin Ser Glu Ser Pro Thr Val Leu Gin Arg Ser Cys Trp 
275 280 285 

aag tgc aga gtc tat age tgt tga 888 
Lys Cys Arg Val Tyr Ser Cys * 
290 295 



330 



<210> 324 
<211> 295 
<212> PRT 
<213> Homo sapiens 

<400> 324 

Met Arg Leu His Leu Leu Leu Leu Leu Ala Leu Cys Gly Ala Gly Thr 

15 10 15 

Thr Ala Ala Glu Leu Ser Tyr Ser Leu Arg Gly Asm Trp Ser He Cys 

20 25 30 

Asn Gly Asn Gly Ser Leu Glu Leu Pro Gly Ala Val Pro Gly Cys Val 

35 40 45 

His Ser Ala Leu Phe Gin Gin Gly Leu He Gin Val Thr Leu Leu Cys 
S 50 55 60 

fC- Glu Gly Tyr Ser Ala Gly Glu Trp Lys Pro Gly Asp Gin Pro Gly Asp 
m 65 70 75 80 

W Tyr Cys Trp Ser Met Tyr Gly Gin Glu Met Thr Ser Gly Leu Asp Lys 

85 90 95 

''1 His Gly Gly Ser Glu Met Leu Gin Thr His Phe Tyr Thr Asp Asn Lys 

100 105 110 

C3 Lys Tyr Ala Val Asn Asp Val Ser Phe Ser He Pro Ala Ala Ser Glu 
m 115 120 125 

H Phe Ala Asp Leu Ser Asn He He Asn Lys Leu Leu Lys Asp Lys Asn 

S 130 135 140 

tl Glu Phe His Lys His Met Glu Phe Tyr Phe Leu He Lys Gly Gin Phe 
145 150 155 160 

Leu Arg Met Ser Leu Val Lys His Met Glu Leu Glu Asn Met Ser Ser 

165 170 175 

Glu Val Val Val Glu He Glu Tyr Val Lys Tyr Thr Ala Pro Gin Pro 

180 185 190 

Glu Gin Cys Met Phe His Asp Asp Trp He Leu Ser Val Lys Gly Ala 

195 200 205 

Lys Glu Trp He Leu Thr Gly Ser Tyr Asp Lys Thr Ser Gin He Arg 

210 215 220 

Ser Leu Glu Arg Lys Ser He Met Thr He Val Gly His Arg Asp Val 
225 230 235 240 

Leu Lys Asp Val Ala Trp Ala Lys Lys Lys Asp Ser Leu Ser Cys Leu 

245 250 255 

Phe Val Ser Ala Ser Met Asp Pro Thr He Leu Leu Trp Glu Trp Asn 

260 265 270 

Arg Glu Lys Gin Ser Glu Ser Pro Thr Val Leu Gin Arg Ser Cys Trp 
275 280 285 



331 



Lys Cys Arg Val Tyr Sen Cys 
290 295 

<210> 325 
<211> 549 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(549) 



<400> 325 

atg gag get gaa aga eta age cag tct agt ctg tec atg ttc etc tgc 

Met Glu Ala G1u Arg Leu Ser Gin Ser Ser Leu Ser Met Phe Leu Cys 

15 10 15 

ctg ctt ttt att eta tee gtg etg gea get gat gag atg atg cce ace 
Leu Leu Phe He Leu Ser Val Leu Ala Ala Asp Glu Met Met Pro Thr 
20 25 30 

eag att gag get act att ace ttc ttg ctt gtc aeg ttg etc att tac 
Gin He Glu Ala Thr He Thr Phe Leu Leu Val Thr Leu Leu He Tyr 
35 40 45 

tee tea ggg cea get agg tge etg gag tct cce etg aaa gaa etc aag 
Ser Ser Gly Pro Ala Arg Cys Leu Glu Ser Pro Leu Lys Glu Leu Lys 
50 55 60 

att ttc ctt tat ttt cat get cag egc ggg ggt gcg gea gag gtc cet 
He Phe Leu Tyr Phe His Ala Gin Arg Gly Gly Ala Ala Glu Val Pro 
65 70 75 80 

get ctg tct cac tgg gac tat caa gtg tct ggt aca gaa aat aga gea 
Ala Leu Ser His Trp Asp Tyr Gin Val Ser Gly Thr Glu Asn Arg Ala 
85 90 95 

act caa tge agt tgc egg ttt cag age att ctt gaa ttg ate gtg aaa 
Thr Gin Cys Ser Cys Arg Phe Gin Ser He Leu Glu Leu He Val Lys 
100 105 110 

eag ctt tee agg tgc gat cgt ata aag gat cat tgg cag etg tgc age 
Gin Leu Ser Arg Cys Asp Arg He Lys Asp His Trp Gin Leu Cys Ser 



48 



96 



144 



192 



240 



288 



336 



384 



332 



115 



120 



125 



ttg tea get age tgc aga aac cca ggt gtc atg ctg aca get tea gtg 
Leu Ser Ala Ser Cys Arg Asn Pro Gly Va1 Met Leu Thr Ala Ser Val 
130 135 140 



432 



tta ata gee ttt cag act tgg aga gee age ate ega cat aaa aat gat 
Leu He Ala Phe Gin Thr Trp Arg Ala Ser He Arg His Lys Asn Asp 
145 150 155 160 



480 



agt ett ata gag ttt gtt aat cag etc tea aca ctg tgt aag aat aga 
Ser Leu He Glu Phe Val Asn Gin Leu Ser Thr Leu Cys Lys Asn Arg 
165 170 175 



528 



ecc ctg gat egg ctt ctg tga 
Pro Leu Asp Arg Leu Leu * 
180 



549 



<210> 326 
<211> 182 
<212> PRT 
<213> Homo sapiens 



<400> 
Met Glu Ala 
1 

Leu Leu Phe 

Gin He Glu 
35 

Ser Ser Gly 
50 

He Phe Leu 
65 

Ala Leu Ser 

Thr Gin Cys 

Gin Leu Ser 
115 

Leu Ser Ala 
130 



326 

Glu Arg Leu Ser 
5 

He Leu Ser Val 
20 

Ala Thr He Thr 

Pro Ala Arg Cys 
55 

Tyr Phe His Ala 
70 

His Trp Asp Tyr 
85 

Ser Cys Arg Phe 
100 

Arg Cys Asp Arg 

Ser Cys Arg Asn 
135 



Gin Ser Ser 
10 

Leu Ala Ala 
25 

Phe Leu Leu 
40 

Leu Glu Ser 

Gin Arg Gly 

Gin Val Ser 
90 

Gin Ser He 

105 
He Lys Asp 
120 

Pro Gly Val 



Leu Ser Met Phe 
Asp Glu 
Val Thr 



Pro Leu 
50 

Gly Ala 
75 

Gly Thr 

Leu Glu 

His Trp 

Met Leu 
140 



Met Met 

30 
Leu Leu 
45 

Lys Glu 



Ala Glu 

Glu Asn 

Leu He 
110 
Gin Leu 
125 

Thr Ala 



Leu Cys 
15 

Pro Thr 

He Tyr 

Leu Lys 

Val Pro 
80 

Arg Ala 
95 

Val Lys 
Cys Ser 
Ser Val 



333 



Leu lie Ala Phe Gin Thr Trp Arg Ala Ser He Arg His Lys Asn Asp 
145 150 155 160 

Ser Leu He Glu Phe Val Asn Gin Leu Ser Thr Leu Cys Lys Asn Arg 

165 170 175 

Pro Leu Asp Arg Leu Leu 
180 

<210> 327 
<211> 581 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)...(681) 
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gtt 


Ctg 


96 
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He 


Leu 
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Ala Leu Leu Thr 
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Leu Gly 


Val 


Val 
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gcc 


etc 


ace 


tgc 


egg 


cgc 


cca cag tea ggc 


ccg 


ggc cca 


gcg 


egg 


cca 


144 
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Leu 
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Arg 


Arg 


Pro Gin Ser Gly 


Pro 


Gly Pro 


Ala 


Arg 


Pro 
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etc 
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gcg 


gcg gac teg gag 


gcg 


cag egg 


cgc 


ctg 


gtg 


192 


Val 


Leu 


Leu 


Leu 


His 


Ala 


Ala Asp Ser Glu 


Ala 


Gin Arg 


Arg 


Leu 


Val 






50 










55 




60 










gga 


gcg 


ctg 


get 


gaa 


ctg 


eta egg gca gcg 


ctg 


ggc ggc 


ggg 


cgc 


gac 


240 


Gly 


Ala 


Leu 


Ala 


Glu 


Leu 


Leu Arg Ala Ala 


Leu 


Gly Gly 


Gly 


Arg 


Asp 
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70 
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80 




gtg 


ate 


gtg 
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tgg 


gag ggg agg cac 


gtg 


gcg cgc 


gtg 


ggc 


ccg 


288 


Val 


He 


Val 


Asp 


Leu 


Trp 


Glu Gly Arg His 


Val 


Ala Arg 


Val 


Gly 


Pro 
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tgg 


etc 


tgg 


gcg 


gcg egg acg cgc 


gta 


gcg egg 


gag 


cag 


ggc 


336 


Leu 


Pro 


Trp 


Leu 


Trp 


Ala 


Ala Arg Thr Arg 


Val 


Ala Arg 


Glu 


Gin 


Gly 





334 



100 105 110 

act gtg ctg ctg ctg tgg age ggc gcc gac ctt cgc ccg gtc age ggc 384 
Thr Val Leu Leu Leu Trp Ser Gly Ala Asp Leu Arg Pro Val Ser Gly 
115 120 125 

ccc gac ccc cgc gcc gcg ccc ctg etc gcc ctg etc cac get gee ccg 432 
Pro Asp Pro Arg Ala Ala Pro Leu Leu Ala Leu Leu His Ala Ala Pro 
130 135 140 

cgc ccg ctg ctg ctg etc get tac ttc agt cgc etc tgc gcc aag ggc 480 
Arg Pro Leu Leu Leu Leu Ala Tyr Phe Ser Arg Leu Cys Ala Lys Gly 
145 150 155 160 

gac ate ccc ccg ccg ctg cgc gee ctg ccg cgc tac cgc ctg ctg cgc 528 
Asp He Pro Pro Pro Leu Arg Ala Leu Pro Arg Tyr Arg Leu Leu Arg 
165 170 175 

gac ctg ccg cgt ctg ctg egg gcg ctg gac gcg egg ect ttc gea gag 576 
Asp Leu Pro Arg Leu Leu Arg Ala Leu Asp Ala Arg Pro Phe Ala Glu 
180 185 190 

gcc ace age tgg ggc cgc ctt ggg gcg egg eag cgc agg cag age cgc 624 
Ala Thr Ser Trp Gly Arg Leu Gly Ala Arg G1n Arg Arg Gin Ser Arg 
195 200 205 

eta gag ctg tgc age egg ctt gaa ega gag gee gee cga ctt gea gac 572 
Leu Glu Leu Cys Ser Arg Leu Glu Arg Glu Ala Ala Arg Leu Ala Asp 
210 215 220 

eta ggt tga 681 

Leu G1y * 

225 



<210> 328 
<211> 226 
<212> PRT 
<213> Homo sapiens 

<400> 328 

Met Val Ser Ser Trp Gly Gly Gly Val Ser Tyr Arg His Leu Gly Leu 

15 10 15 
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Ala 


Leu Leu Thr Leu Leu Gly Val Val Leu 
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25 30 
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Thr Cys 


Arg Arg 


Pro 


Gin Ser Gly Pro Gly Pro Ala Arg Pro 
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Val 


Leu 


Leu Leu 


His Ala 


Ala 


Asp Ser Glu Ala Gin Arg Arg Leu Val 
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55 


60 


Gly 


Ala 


Leu Ala 


Glu Leu 


Leu 


Arg Ala Ala Leu Gly Gly Gly Arg Asp 


65 






70 




75 80 


Va1 


lie 


Val Asp 


Leu Trp 


Glu 


Gly Arg His Val Ala Arg Val Gly Pro 








85 




90 95 


Leu 


Pro 


Trp Leu 


Trp Ala 


Ala 


Arg Thr Arg Val Ala Arg Glu Gin Gly 






100 






105 110 


Thr 


Val 


Leu Leu 


Leu Trp 


Ser 


Gly Ala Asp Leu Arg Pro Val Ser Gly 






115 






120 125 


Pro 


Asp 


Pro Arg 


Ala Ala 


Pro 


Leu Leu Ala Leu Leu His Ala Ala Pro 




130 






135 


140 


ArQ 


Pro 


Leu Leu 


Leu Leu 


Ala 


Tyr Phe Ser Arg Leu Cys Ala Lys Gly 


145 






150 




155 160 


Asp 


He 


Pro Pro 


Pro Leu 


Arg 


Ala Leu Pro Arg Tyr Arg Leu Leu Arg 








165 




170 175 


Asp 


Leu 


Pro Arg 


Leu Leu 


Arg 


Ala Leu Asp Ala Arg Pro Phe Ala Glu 






180 






185 190 


Ala 


Thr 


Ser Trp 


Gly Arg 


Leu 


Gly Ala Arg Gin Arg Arg Gin Ser Arg 
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200 205 


Leu 


Glu 


Leu Cys 


Ser Arg 


Leu 


Glu Arg Glu Ala Ala Arg Leu Ala Asp 
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215 


220 


Leu 


Gly 
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<210> 329 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> peptide tag 

<400> 329 
Glu Tyr Met Pro Met Glu 

1 5 



